WO 2019/140226 PCT/US2019/013241

175

Participants without Nasopharyngeal Cancer
Whose Plasma Was Positive for EBV DNA (%)

O

i H b i i H § ] J i i H I ] i H 3 ]
<1516 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32
Mean Ambient Temperature on the Day of Sample Collection (°C)

FIG. 1

SUBSTITUTE SHEET (RULE 26)



PCT/US2019/013241

WO 2019/140226

2/5

H H H ¥ ¥ L] ulr.”.ﬂ!i

o0 [ (o] £9] ¥ (AP] NSO

(%) ¥NG AS3 10} 8A1ISOd SBA BliSe]d 9SOUM
Jeauen jesfufieydosen thouynm siuedionied

Age {yr)

FIG. 2

SUBSTITUTE SHEET (RULE 26)



WO 2019/140226 PCT/US2019/013241

3/5

<330

fjn
335
/ 315~1_
340 320
| 228
; 305
[
310
FIG. 3

SUBSTITUTE SHEET (RULE 26)



WO 2019/140226 PCT/US2019/013241

475

identification of a
subject suspected of
having nasopharyngeal
carcinoma (NPC)

Determine at least one

attribute selected from:

age of subject, smoking
status of subject, and
ambient temperature

Obtain a biological
sample {e.g. plasma)
from the subject

¥ ¥

Adjust a threshold of EBV Determine an amount of
cell-free nucleic acid Epstein-Barr virus (EBV)
indicative of NPC based cell-free nucleic acid in
on the at least attribute the sample

Compare the amount
EBV cell-free nucleic acid
to the adjusted threshold

o determine whether

the subject has NPC

FIG. 4

SUBSTITUTE SHEET (RULE 26)



WO 2019/140226

PCT/US2019/013241

575
5203 5204 5205 5206
/ / / /
Plasma BOR
. For cfDNA g
" gPCR [ ”|Extraction| | Setup | qPCR
5201 workflow
/
Biood 5308
samples
collected in '
2 tubes /. _9PCR NG
N\ Fositive?
¥ . ¥
separation Yes
2X o |
spin + 5207
automation
5202 5213
\ A 4 \
4 m Target
; enrichment .
plasma cfDNA Library Sequencing
for NGS | ] extraction prep | ] (?;rzztv ™ on NextSeq
workflow enrichment)
% / % % I
5209 5210 5211 5212
Assess EBV
quantity and
5214~ size profile of
EBV DNA
fragments
¥
52156~ i Report E
FIG. §

SUBSTITUTE SHEET (RULE 26)




