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ggaggtctcg
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cagcgcacgyg
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gacgcecgccec
ggcggeggtyg
tcaatccaga
accagcatag
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cagaatcatg
gctgaatgtt
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cgccaacceyg
ctcgegacgg
agcccegegce
atcgcgacgce
gtetgecgag
gcgecgactaa
acagagtacc
tggatgtcge
ccgttgtcecec
cgtcgtcegt
cggectetge
cgctgattgt
tacaagaaga
aggatgatgg
attccggacc
ctcecctggtyg
ctaagagagg
acgatgtcgg

tccatgctta

actccagtece
gatccecggece
gtccgeceteg
cgetggggcee
ageggtggee
tecgecgetat
cgcggaaggt
taagaacggc
agacagcgggd
ggtgaacggt
gtcteoegggat
agccaagaag
tgtecceggcee
tceccaggetyg
caaagaagct
cetttgggat
ctcggetgtt
tttggcaggg
caaaacaggt
acatcgtgtt
agtccgaaaa

tatcgatgga

agtccagccce
gccgecatgt
cccgggagat
ggcaggctge
gcgegegeeg
ggcgecgeca
ggtgggccgt
acgctgatca
ctgcceacac
gaaaacaaac
teccgecagcca
acgccgeegt
aagaagacgc
gacactgtca
ccaaaaccaa
ttcaagaaat
gcagatgatg
gagaacgtca
ggtcttggag
atggttgtgg
tactacaagg

gtggattttg
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actgcecgett
cgtcggeggt
catcacggag
aatggecggcc
ccgggatcga
ccaaggtegce
ceceecgeeggce
acggtgagaa
ccgecacgcegce
ataaggtcgc
acatttccat
cgteegtrtt
tgcegtegte
gcgatgtgga
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cgggttectt
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atgttgcggg
taccaaggta
ctgctggaca
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cgcteetcete
gaagcgcatg
cggtgteccect
cectgectgte
cgttatggtyg
caccgagttyg
gcacgccaac
cgggtacctg
gragaacgac
tgaggtggac
ctcecggecaag
cgacgtgccg
cgeggacgceyg
gcgccacgac
cgggtgggtyg
cctecatgecce
caccatccct
cttcaaccac
ggcgetegay
ggagcgceggce
cctegtecag
catgagagga
gtccttettg
gtcgcagagt
ttttttgega
gcattattac
aagctagcte
acggca
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ttcegacacc
attttgttet
tacggggatg
tatctgaaag
atacataaca
cctgagcact
tacttcgeeg
tgggagctga
tggaagaccce
gteccacctga
cggcagtgca
ctgctecgggt
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ctggagagca
gggttctceg
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gtcgtgcacg
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cactgectecc
atgtegcagg
gccaagtacc
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agagtgaaac
gggaggtata
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gtcagcaaga
gcaaggecge
gaaatctggt
catattacag
tegctecacca
acctggaaca
ccggectgaa
agacggtgga
gcggecatcgt
agtcggacgg
aggaggccct
tcatcgggceg
tcgtgageca
tgectgcageca
tgecgecetggce
agccegtgegg
ccgteggegg
ggtggacgtt
gcacctaceg
acttcagetg
agtggtgaac
cattgcgeac
cggcatecge
gctecettgtt
tgggaatgtt
gttgcttatt

tgtatgcaag
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catttatggg
tgtcgaggtt
cttcattgea
ggaccatggt
gggcegtggce
cttcagacty
gatggcggac
gggeggetgg
gaacggcatc
ctacaccaac
gcagcgcegag
gctggacggg
ggacgtgcag
cttcgagcegg
gcaccggatc
gctgaaccag
cctgagggat
cgaccgcgcec
ggaccacaag
ggaacatgcec
gctgctacce
ttgcagattt
gaggttgaga
gcaggtatat
aacttggtat
cttgetaget

tgacatggtt

ggcagcagac
ccttggeacyg
aatgattggc
ttgatgcaat
cctgtagatg
tacgaccccg
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gggcttcacg
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ttctccectga
ctggggetge
cagaagggcg
ctggtgatge
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acggcgggcyg
ctectacgcga
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ggtccagecce
ggcgcacgea
cgctgattec
gggaatgttt
tgtaatgtgg
aagtcggagg

ggtttggttyg
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