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SEQ ID Name Sequence
NO:
1 XPA.92.019 HV EVOLVESGGG LVQPGRSLRL SCAASGEFTFS YYGMHWVRQA PGKGLEWVAD ISNDGSNKYY
H-CDR1 26-33 ADSVKGRFTI SRDNSKTTLY LOMNSLRPED TAVYYCATPY YDSSGLDYWG QGTLVTVSS
H-CDR2 51-58
H-CDR3 97-108
2 XPA.92.019 HV gaagtgcagc tggtggagtc tgggggaggc ttggtccagce ctgggaggtc cctgagacte
tcctgtgcag cctctggatt caccttcagt tactatggca tgcactgggt ccgccaggct
ccaggcaagg ggctagagtg ggtggcagat atatcaaatg atggaagtaa taaatattac
gcagactctg tgaagggccg attcaccatc tccagagaca attccaagac cacgctgtat
ctgcaaatga acagcctgag acctgaggac acggctgtat attactgtgc gaccccttac
tatgatagta gtgggttgga ctactggggc cagggaaccc tggtcaccgt ctcctcea
3 XPA.92.041 HV EVOLVQOSGAE VKKPGESLKI SCKGSGYNFD TYWIGWVRQM PGRGLEWMGT IYPADSDTRY
H-CDR1 26-33 SPSFQGQVTT SADKSISTAY LOWGSLRASD TAMYYCARFS SSAYDIWGQG TMVTVSS
H-CDR2 51-58
H-CDR3 97-106
4 XPA.92.041 HV gaggtccagc tggtacagtc tggagcagag gtgaaaaagc ccggggagtc tctgaagatt
tcctgtaagg gttctggata caactttgac acgtactgga tcggctgggt gcgccagatg
cccgggagag gcctggagtg gatgggcacc atctatcctg ctgactctga caccagatat
agcccgtcct tccaaggcca ggtcaccacc tcagccgaca agtccatcag caccgcctac
ctgcagtggg gcagcctgag ggcctcggac accgccatgt attactgtgc gaggtttagce
agttctgcct atgacatttg gggccaaggg acaatggtca ccgtctcttce a
5 XPA.92.042 HV EVOLVQOSGTE VKKAGDSLKI SCKGSGYNFD TYWIGWVRQOM PGRGLEWMGT IYPADSDTRY
H-CDR1 26-33 SPSFOGQVTM SADKSISTAY LOWGSLRASD TAMYYCARFS SSAYDIWGQG TMVTVSS
H-CDR2 51-58
H-CDR3 97-106
6 XPA.92.042 HV gaggtccagc tggtacagtc tggaacagag gtgaaaaagg ccggggactc tctgaagatt
tcctgtaagg gttctggata caactttgac acgtactgga tcggctgggt gcgccagatg
cccgggagag gcctggagtg gatgggcacc atctatcctg ctgactctga caccagatat
agtccgtcct tccaaggcca ggtcaccatg tcagccgaca agtccatcag caccgcecctac
ctgcagtggg gcagcctgag ggcctcggac accgccatgt attactgtgc gaggttcagce
agctctgcct atgacatttg gggccaaggg acaatggtca ccgtctcttce a
7 XPA.92.099 HV QVOLVESGGG LVKPGRSLRL SCAASGEFTEFN RYAMSWVRQA PGKGLEWVAM ISEFDGGNQYY
H-CDR1 26-33 TDSVSGRFTI SRDNSKTTLEF LOMDSLRTED TAVYYCVRSP AGDWVAYEFDY WGQGTLVTVS
S
H-CDR2 51-58

H-CDR3 97-110

FIG. 12
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17/26

SEQ ID Name Sequence
NO:

8 XPA.92.099 HV caggtgcagc tggtggagtc tgggggaggc ttggtcaagc ctgggaggtc cctgagactce
tcctgtgcag cctctggatt caccttcaat agatatgcca tgagctgggt ccgccaggct
ccaggcaagg ggctagagtg ggtggcgatg atatcatttg atggaggtaa tcaatattac
acagactccg tgagtggccg attcaccatc tccagagaca attccaagac cacgctgttt
ctgcaaatgg acagcctgag aactgaggac acggctgtgt attattgtgt gagatccccg
gcgggggact gggttgccta ctttgactac tggggccagg gaaccctggt caccgtctcce
tca

9 XPA.92.019 LV SYELTQPPSV SVSPGQTARI TCSGDALPKR FAYWYQQKAG QAPVLVIYED NKRPSGIPET

Arﬂsdamv LSGSSSGTTA TLTISGAQEE DEADYYCYST DNTGGLWVEG GGTKLTVLG

L-CDRI1 26-31

L-CDR2 49-51

L-CDR3 88-98

10 XPA.92.019 LV tcctatgagce tgacacagcc accctcggtg tcagtatccc caggacaaac ggccaggatc

Axﬂswmmv acctgctctg gagatgcatt gccaaaaaga tttgcttatt ggtaccagca gaaggcaggc
caggcccctg tactggtcat ctatgaggac aacaaacgac cctccgggat ccctgagaca
ctgtctggct ccagttcagg gacaacggcc accttgacca tcagtggggc ccaggaggag
gatgaagctg actactattg ttactccaca gacaacactg gtggtctctg ggtgttcggce
ggagggacca agctgaccgt cctaggt

11 XPA.92.041 LV SYELTQPPSV SVSPGQTARI TCSGDALPRQ FAYWYQQOKPG QAPVLVIYKD TERPSGIPER

ArﬂSU&mv FSGSSSGTTV TLTISGVQAE DEADYYCQSA DSSGTYHVFEG GGTQLTVLG

L-CDRI1 26-31

L-CDR2 49-51

L-CDR3 88-98

12 XPA.92.041 LV tcctatgagce tgacacagcc accctcggtg tcagtgtccc caggacagac ggccaggatc

Axﬂswamv acctgctctg gagatgcgtt gccaaggcaa tttgcttatt ggtaccagca gaagccaggc
caggcccctg tgctggtgat atataaagac actgagaggc cctcagggat ccctgagcga
ttctctggct ccagctcagg gacaacagtc acgttgacca tcagtggagt ccaggcagaa
gacgaggctg actattactg tcaatcagca gacagcagtg gtacttatca cgtgtttgga
ggaggcaccc agctgaccgt cctaggt

13 XPA.92.042 LV SYELTQPPSV SVSPGQTARI TCSGDALPRK FAYWYQQOKSG QAPVLVIYQD TKRPSGIPER

ArﬂSU&mv FSGSSSGTTV TLTISDVQAE DDADYYCQSA DRSDSYVFGA GTKLTVLG
L-CDRI1 26-31
L-CDR2 49-51
L-CDR3 88-97

FIG. 12 CONT.
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SEQ ID Name Sequence
NO:
14 XPA.92.042 LV tcctatgage tgacacagcc accctcggtg tcagtgtccce caggacaaac ggccaggatc
(lambda) acctgctctyg gagatgcatt gccaagaaaa tttgcttact ggtaccagca gaagtcaggce
caggcccctg tcctggtgat atatcaagac actaagaggc cctcagggat ccctgagcga
ttctctgget ccagctcagg gacaacagtc acgttgacca tcagtgacgt ccaggcagag
gacgacgctg actattattg tcagtcagcc gacagaagtg attcttatgt cttcggaget
gggaccaagc tcaccgtcct aggt
15 XPA.92.099 LV DIQMTQSPSS LSASIGDRVT IPCQASEDIS NHLSWYQQKP GKAPKPLIFD ASDLETGVPS
Awm@@mv REFSGSGSGTD FALTISSLRP DDFATYYCHQ YHDYPSYTEFG HGTKLEIKR
L-CDRI1 27-32
L-CDR2 50-52
L-CDR3 89-98
16 XPA.92.099 LV gacatccaga tgacccagtc tccttcctce ctgtctgett ctattggaga cagagtcacc
(kappa) atcccctgce aggcgagtga ggacattagt aatcatttaa gttggtatca gcagaaacca
gggaaagccc ctaaacccct gatcttcgat gcatccgatt tggaaacagg ggtcccatca
aggttcagtg gaagtggatc tgggacagat tttgctctca ccatcagcag cctgcggect
gatgattttg caacttatta ctgccaccag tatcatgatt atccctcgta cacttttggce
cacgggacca agctggagat caaacgt
17 XPA.92.019 HV GFTFSYYG
H-CDRI1
18 XPA.92.019 HV ISNDGSNK
H-CDR2
19 XPA.92.019 HV ATPYYDSSGLDY
H-CDR3
20 XPA.92.041 HV GYNFDTYW
H-CDRI1
21 XPA.92.041 HV IYPADSDT
H-CDR2
22 XPA.92.041 HV ARFSSSAYDI
H-CDR3
23 XPA.92.042 HV GYNFDTYW
H-CDRI1
24 XPA.92.042 HV IYPADSDT
H-CDR2
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SEQ ID
NO:

Name

Sequence

25

XPA.92.042 HV
H-CDR3

SSAYDIARFS

26

XPA.92.099 HV
H-CDRI1

GEFTENRYA

27

XPA.92.099 HV
H-CDR2

ISEFDGGNQ

28

XPA.92.099 HV
H-CDR3

VRSPAGDWVAYFDY

29

XPA.92.019 LV
(lambda)
L-CDRI1

ALPKRF

30

XPA.92.019 LV
(lambda)
L-CDR2

EDN

31

XPA.92.019 LV
(lambda)
L-CDR3

YSTDNTGGLWV

32

XPA.92.041 LV
(lambda)
L-CDR1

ALPRQF

33

XPA.92.041 LV
(lambda)
L-CDR2

KDT

34

XPA.92.041 LV
(lambda)
L-CDR3

DSSGTYHQSA

35

XPA.92.042 LV
(lambda)
L-CDR1

ALPRKF

36

XPA.92.042 LV
(lambda)

QDT

FIG
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SEQ ID
NO:

Name

Sequence

L-CDR2

37

XPA.92.042 LV
(lambda)
L-CDR3

QSADRSDSYV

38

XPA.92.099 LV

(kappa)
L-CDRI

EDISNH

39

XPA.92.099 LV

(kappa)
L-CDR2

DAS

40

XPA.92.099 LV

(kappa)
L-CDR3

HQYHDYPSYT

HV= Heavy Chain Variable Region

LV= Light Chain Variable Region
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