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FIGURE 2

Trrining Error Plot
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true positive factlon

FIGURE 4

ROC Anslysis (CRC Sorum 7 biomarker panel)
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FIGURE 9
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| RAW FTMS INTENSITIES

FIGURE 10
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FIGURE 12
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FIGURE 13: Structural assignments for the key MS/MS fragments for m/z
448.3726 (neutral), C28H4704
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FIGURE 14: Structural assignments for the key MS/MS fragments for 464.3522
{ncutral), C28H4705
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FIGURE 15: Structural assignments for the key M$/MS fragments for 446.3522
{neutral), C28H4504
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FIGURE 16: Structural assignments for the key MS/MS fragments for 466.3661
(neutral), C28H4905
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FIGURE 17: Stractural assignments for the key MS/MS fragments for 450.3726
(neutral}, C28H4904
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Flersiy, conts

FIGURE 18: Structural assignments for the key MS/MS fragments for 468.3840
(neutrat), C28H5105
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FIGURE 19. Putative structures of key MS/MS fragments for biomarker
538.4259 (neutral) (C3H:704).
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FIGURE 19 CONT'D
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FIGURL 20, Putative stroctures of key MS/MS fragments for biomarker
5924711 (neutral) (CagHgO)
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FIGURIE 21, Putative structures of key MS/MS fragments for biomarker
594.4851 (neutral) (CagHgs04).
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FIGURE 21 CONT*'D

MS/MS Analysis of C,Hg,Op:
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FIGURE 22
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FIGURE 23
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FIGURE 24
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FIGURE 26
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FIGURE 27 CONT'D
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FIGURE 27 CONT'D
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FIGURE 27 CONT’D
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FIGURE 34 CONT'D
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FIGURE 36
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