
SEQUENCE LISTING 

<110> UCL BUSINESS PLC 

<120> T-Cell Receptor 

<130> P037291SG 

<140> PCT/GB2010/001821 
<141> 2010-09-28 

<150> GB 0917090.3 
<151> 2009-09-29 

<160> 13 

<170> Patentln version 3.5 

<210> 1 
<211> 9 
<212> PRT 
<213> Epstein Barr Virus (EBV) 

<400> 1 

Cys Leu Gly Gly Leu Leu Thr Met Val 
1 5 

<210> 2 
<211> 27 
<212> 
<213> 

PRT 
Homo sapiens 

<400> 2 

Phe Cys Ala Met Arg Glu Gly Ser Gly Ser Ala Arg Gln Leu Thr Phe 
1 5 10 15 

Gly Ser Gly Thr Gln Leu Thr Val Leu Pro Asp 
20 25 

<210> 3 
<211> 24 
<212> 
<213> 

PRT 
HOMO sapiens 

<400> 3 

Ala Ser Ser Leu Gly Pro Ala Gly Ile Gln Glu Thr Gln Tyr Phe Gly 
1 5 10 15 

Pro Gly Thr Arg Leu Leu Val Leu 
20 

<210> 4 
<211> 7 
<212> 
<213> 

PRT 
Homo sapiens 

<400> 4 

Thr Ser Asp Gln Ser Tyr Gly 
1 5 
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<210> 	5 
<211> 	7 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	5 

Gln Gly Ser Tyr Asp Glu Gln 
1 5 

<210> 	6 
<211> 	5 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	6 

Ser Ser His Ala Thr 
1 5 

<210> 	7 
<211> 	6 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	7 

Phe Asn Tyr Glu Ala Gln 
1 5 

<210> 	8 
<211> 	603 
<212> 	PRT 
<213> 	Homo sapiens 

<400> 	8 

Met Ser Leu Ser Ser Leu Leu Lys Val Val Thr Ala Ser Leu Trp Leu 
1 5 10 15 

Gly Pro Gly Ile Ala Gln Lys Ile Thr Gln Thr Gln Pro Gly Met Phe 
20 25 30 

Val Gln Glu Lys Glu Ala Val Thr Leu Asp Cys Thr Tyr Asp Thr Ser 
35 40 45 

Asp Gln Ser Tyr Gly Leu Phe Trp Tyr Lys Gln Pro Ser Ser Gly Glu 
50 55 60 

Met Ile Phe Leu Ile Tyr Gin Gly Ser Tyr Asp Glu Gln Asn Ala Thr 
65 70 75 80 

Glu Gly Arg Tyr Ser Leu Asn Phe Gln Lys Ala Arg Lys Ser Ala Asn 
85 90 95 

Leu val 	Ile Ser Ala Ser Gln Leu Gly Asp Ser Ala Met Tyr Phe Cys 
100 105 110 
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Ala Met Arg Glu Gly Ser Gly Ser Ala Arg Gln Leu Thr Phe Gly Ser 
115 120 125 

Gly Thr Gln Leu Thr Val Leu Pro Asp Ile Gln Asn Pro Glu Pro Ala 
130 135 140 

Val Tyr Gln Leu Lys Asp Pro Arg Ser Gln Asp Ser Thr Leu Cys Leu 
145 150 155 160 

Phe Thr Asp Phe Asp Ser Gin Ile Asn Val Pro Lys Thr Met Glu Ser 
165 170 175 

Gly Thr Phe Ile Thr Asp Lys Cys val Leu Asp Met Lys Ala Met Asp 
180 185 190 

Ser Lys Ser Asn Gly Ala Ile Ala Trp Ser Asn Gln Thr Ser Phe Thr 
195 200 205 

Cys Gln Asp Ile Phe Lys Glu Thr Asn Ala Thr Tyr Pro Ser Ser Asp 
210 215 220 

val Pro Cys Asp Ala Thr Leu Thr Glu Lys Ser Phe Glu Thr Asp Met 
225 230 235 240 

Asn Leu Asn Phe Gin Asn Leu Ser val Met Gly Leu Arg Ile Leu Leu 
245 250 255 

Leu Lys Val Ala Gly Phe Asn Leu Leu Met Thr Leu Arg Leu Trp Ser 
260 265 270 

Ser Gly Ser Gly Ala Thr Asn Phe Ser Leu Leu Lys Gln Ala Gly Asp 
275 280 285 

Val Glu Glu Asn Pro Gly Pro met Gly Thr Ser Leu Leu Cys Trp val 
290 295 300 

Val Leu Gly Phe Leu Gly Thr Asp His Thr Gly Ala Gly Val Ser Gln 
305 310 315 320 

Ser Pro Arg Tyr Lys val Thr Lys Arg Gly Gln Asp Val Thr Leu Arg 
325 330 335 

Cys Asp Pro Ile Ser Ser His Ala Thr Leu Tyr Trp Tyr Gln Gln Ala 
340 345 350 

Leu Gly Gln Gly Pro Glu Phe Leu Thr Tyr Phe Asn Tyr Glu Ala Gln 
355 360 365 

Pro Asp Lys Ser Gly Leu Pro Ser Asp Arg Phe Ser Ala Glu Arg Pro 
370 375 380 

Glu Gly Ser Ile Ser Thr Leu Thr Ile Gln Arg Thr Glu Gln Arg Asp 
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385 	 390 	 395 	 400 

Ser Ala Met Tyr Arg Cys Ala Ser Ser Leu Gly Pro Ala Gly Ile Gin 
405 	 410 	 415 

Glu Thr Gln Tyr Phe Gly Pro Gly Thr Arg Leu Leu Val Leu Glu Asp 
420 	 425 	 430 

Leu Arg Asn Val Thr Pro Pro Lys Val Ser Leu Phe Glu Pro Ser Lys 
435 	 440 	 445 

Ala Glu Ile Ala Asn Lys Gin Lys Ala Thr Leu Val Cys Leu Ala Arg 
450 	 455 	 460 

Gly Phe Phe Pro Asp His Val Glu Leu Ser Trp Trp Val Asn Gly Lys 
465 	 470 	 475 	 480 

Glu val His Ser Gly Val Cys Thr Asp Pro Gin Ala Tyr Lys Glu Ser 
485 	 490 	 495 

Asn Tyr Ser Tyr Cys Leu Ser Ser Arg Leu Arg val Ser Ala Thr Phe 
500 	 505 	 510 

Trp His Asn Pro Arg Asn His Phe Arg Cys Gln Val Gin Phe His Gly 
515 	 520 	 525 

Leu Ser Glu Glu Asp Lys Trp Pro Glu Gly Ser Pro Lys Pro Val Thr 
530 	 535 	 540 

Gln Asn Ile Ser Ala Glu Ala Trp Gly Arg Ala Asp Cys Gly Ile Thr 
545 	 550 	 555 	 560 

Ser Ala Ser Tyr His Gln Gly val Leu Ser Ala Thr Ile Leu Tyr Glu 
565 	 570 	 575 

Ile Leu Leu Gly Lys Ala Thr Leu Tyr Ala Val Leu Val Ser Gly Leu 
580 	 585 	 590 

Val Leu Met Ala Met Val Lys Lys Lys Asn Ser 
595 	 600 

<210> 	9 
<211> 	1812 
<212> 	DNA 
<213> 	Homo 

<400> 	9 
atgtcacttt 

sapiens 

ctagcctgct gaaggtggtc acagcttcac tgtggctagg acctggcatt 60 

gcccagaaga taactcaaac ccaaccagga atgttcgtgc aggaaaagga ggctgtgact 120 

ctggactgca catatgacac cagtgatcaa agttatggtc tcttctggta caagcagccc 180 

agcagtgggg aaatgatttt tcttatttat caggggtctt atgacgagca aaatgcaaca 240 
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abed 

OE 
usv ALD ALD

SZ  OZ 
0Jd JAI ULD Jas usv  dsv dsv ALD dsv OJd dsv ALD LLD 

ST OT S 	 I 
oJd JaS OJci 0.1d 	'cLD PLV ALA law cud LPA law nLD nal JaS AID law 

OT 	<00t> 

	

(As]) snJI.A ...upa uplsd] 	<ETZ> 

	

lid 	<ZTZ> 
L6ti 	<TTZ> 

UST 

OT 	<OW> 

e6 1D6PDPP6Pp 

008T 6pu6ev6166 1p1D661p61 DD1661DD66 DD16166136 16DADE.161 0p0PD066ET 

OtLT D6661361pp 1P6p60p161 001p3DE036 D31.613616D 666P3DuDDp 136=606p 

089T DDPD1PD663 610p6DD6p6 pD66661006 6P603636p) 1p0pp6p0DD p6160006" 

OZ9T 0033310666 p610)6616p pDp66p6ET6 36E610366D p30116pD61 66p3p6166D 

09ST 3110e0DPP6 60DDDDpVDE,  0661311)3p 30606e61.6p 6p61066036 pp6p61D361 

00ST DP13010P1D PpD6p6p6EP PDp11066E0 1303V6Dan 6101606606 p1P0316PP6 

017171 eppD66DPED 1666166110 16106'6616 DPDDP63033 11)1106666 p106610161 

08E' D1661ppopp Appp6pD6U p0Re30601E,  6P60066ETD 6=06p601 3.61DDD1616 

OZET 6PPD33DDDD DE6163pp66 06103e66p6 0106166100 1066060eD6 6E00666311 

09ZT DP16P3D0E6 PErep301p66 6e06033166 P1106p06E1 361613601' 161=6upl 

0OZT op666D6pD6 p6p3n6D6E,  a11p6Du610 l3n3101p0 31P666p613 D66p6p6p36 

WET 101D146601 p616p30D61. D666-epTeep DP6P0DPPD1 App61p11E,  pplayellop 

0801 6101116p6p DDD666p066 66100066p3 Pp31p16611 p11100Dpp0 61p016p6D1 

OZOT llynolp61 6166.20131D Re161p66-eD P6666P6Reu 0p016RepDp 166p33D1D1 

096 6E0331D16p 66106166p3 pDpD1p6pDp 666p100111 6661001661 6661061p13 

006 plploppppl 6661p03DD6 6130Dpppp6 6P6616Dp6D 660066pD6u p61D610D6p 

0178 011DPRDDP1 0606636pD6 610116p663. 01066D6103 0p61p61061 3aep311066 

08L 336616-epp6 1001D610D1 pp6p613066 61P61606e6 1D0PP6p0D1 1DET61DDPP 

OZL 61p0p6pDp6 p601436p6-2 p6p6D0pD1D 10p3361p6D 61000616)p 636PD6PDD0 

099 TelDDUDAD ETDDp6e6pp pD1101pDE6 PPD061E0E0 1100100'6p DppeDD1661 

009 DD6D1PD06D 66DRED6p6p p06pDp661p 1066pp6app p661.)61.6D6 16ee3p600p 

OtS D1'311.00'0 6606pup661 ReDp6ppDDD 616DppD1p6 PDD6PDp6D1 10p6DDP311 

081 61D361.61op DED6pDp66p DApp6p3DD Dp66Ep6106 eDDP16166D 63006E61D3 

OZt DPP6PDD1P1 e6100p1111 610p611ep) PDP666101p 6611103e61 Dep366EpD6 

09E 1011661011 666p6p6E61 peD6161D11. 1e161ppp6p 310p666661 DEv3p011D6 

00E DD1DI.E0161 1DDETD06DD Teppp6pE06 6"6=111 pp611PD1Dp 1060166Ep6 



Ser Ala Ser Gly Ser Ser Gly Asn Thr Pro Thr Pro Pro Asn Asp Glu 
35 40 45 

Glu Arg Glu Ser Asn Glu Glu Pro Pro Pro Pro Tyr Glu Asp Pro Tyr 
50 55 60 

Trp Gly Asn Gly Asp Arg His Ser Asp Tyr Gin Pro Leu Gly Thr Gln 
65 70 75 80 

Asp Gln Ser Leu Tyr Leu Gly Leu Gln His Asp Gly Asn Asp Gly Leu 
85 90 95 

Pro Pro Pro Pro Tyr Ser Pro. Arg Asp Asp Ser Ser Gin HiS Ile Tyr 
100 105 110 

Glu Glu Ala Gly Arg Gly Ser Met Asn Pro Val Cys Leu Pro val Ile 
115 120 125 

val Ala Pro Tyr Leu Phe Trp Leu Ala Ala Ile Ala Ala Ser Cys Phe 
130 135 140 

Thr Ala Ser Val Ser Thr val val Thr Ala Thr Gly Leu Ala Leu Ser 
145 150 155 160 

Leu Leu Leu Leu Ala Ala val Ala Ser Ser Tyr Ala Ala Ala Gln Arg 
165 170 175 

Lys Leu Leu Thr Pro Val Thr Val Leu Thr Ala Val val Thr Phe Phe 
180 185 190 

Ala ile Cys Leu Thr Trp Arg Ile Glu Asp Pro Pro Phe Asn Ser Leu 
195 200 205 

Leu Phe Ala Leu Leu Ala Ala Ala Gly Gly Leu Gln Gly Ile Tyr Val 
210 215 220 

Leu Val Met Leu Val Leu Leu Ile Leu Ala Tyr Arg Arg Arg Trp Arg 
225 230 235 240 

Arg Leu Thr val Cys Gly Gly Ile Met Phe Leu Ala Cys val Leu Val 
245 250 255 

Leu Ile Val Asp Ala Val Leu Gln Leu Ser Pro Leu Leu Gly Ala val 
260 265 270 

Thr Val Val Ser Met Thr Leu Leu Leu Leu Ala Phe val Leu Trp Leu 
275 280 285 

Ser Ser Pro Gly Gly Leu Gly Thr Leu Gly Ala Ala Leu Leu Thr Leu 
290 295 300 
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Ala Ala Ala Leu Ala Leu Leu Ala Ser Leu Ile Leu Gly Thr Leu Asn 
305 310 315 320 

Leu Thr Thr Met Phe Leu Leu Met Leu Leu Trp Thr Leu Val Val Leu 
325 330 335 

Leu Ile Cys Ser Ser Cys Ser Ser Cys Pro Leu Ser Lys Ile Leu Leu 
340 345 350 

Ala Arg Leu Phe Leu Tyr Ala Leu Ala Leu Leu Leu Leu Ala Ser Ala 
355 360 365 

Leu Ile Ala Gly Gly Ser Ile Leu Gln Thr Asn Phe Lys Ser Leu Ser 
370 375 380 

Ser Thr Glu Phe Ile Pro Asn Leu Phe Cys Met Leu Leu Leu Ile Val 
385 390 395 400 

Ala Gly Ile Leu Phe Ile Leu Ala Ile Leu Thr Glu Trp Gly Ser Gly 
405 410 415 

Asn Arg Thr Tyr Gly Pro val Phe met Cys Leu Gly Gly Leu Leu Thr 
420 425 430 

Met val Ala Gly Ala Val Trp Leu Thr val Met Thr Asn Thr Leu Leu 
435 440 445 

ser Ala Trp Ile Leu Thr Ala Gly Phe Leu Ile Phe Leu Ile Gly Phe 
450 455 460 

Ala Leu Phe Gly Val Ile Arg Cys Cys Arg Tyr Cys Cys Tyr Tyr Cys 
465 470 475 480 

Leu Thr Leu Glu Ser Glu Glu Arg Pro Pro Thr Pro Tyr Arg Asn Thr 
485 490 495 

Val 

<210> 11 
<211> 378 
<212> PRT 
<213> Epstein Barr Virus (EBV) 

<400> 11 

Met Asn Pro Val Cys Leu Pro Val Ile Val Ala Pro Tyr Leu Phe Trp 
1 5 10 15 

Leu Ala Ala Ile Ala Ala Ser Cys Phe Thr Ala Ser Val Ser Thr val 
20 25 30 

Val Thr Ala Thr Gly Leu Ala Leu Ser Leu Leu Leu Leu Ala Ala val 
35 40 45 
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Ala Ser Ser Tyr Ala Ala Ala Gln Arg Lys Leu Leu Thr Pro val Thr 
50 55 60 

Val Leu Thr Ala Val Val Thr Phe Phe Ala Ile Cys Leu Thr Trp Arg 
65 70 75 80 

Ile Glu Asp Pro Pro Phe Asn Ser Leu Leu Phe Ala Leu Leu Ala Ala 
85 90 95 

Ala Gly Gly Leu Gln Gly Ile Tyr Vai Leu Val Met Leu Val Leu Leu 
100 105 110 

Ile Leu Ala Tyr Arg Arg Arg Trp Arg Arg Leu Thr val Cys Gly Gly 
115 120 125 

Ile Met Phe Leu Ala Cys val Leu Val Leu Ile Val Asp Ala val Leu 
130 135 140 

Gln Leu Ser Pro Leu Leu Gly Ala Val Thr Val Val Ser Met Thr Leu 
145 150 155 160 

Leu Leu Leu Ala Phe Val Leu Trp Leu Ser Ser Pro Gly Gly Leu Gly 
165 170 175 

Thr Leu Gly Ala Ala Leu Leu Thr Leu Ala Ala Ala Leu Ala Leu Leu 
180 185 190 

Ala Ser Leu Ile Leu Gly Thr Leu Asn Leu Thr Thr Met Phe Leu Leu 
195 200 205 

Met Leu Leu Trp Thr Leu Val Val Leu Leu Ile Cys Ser Ser Cys Ser 
210 215 220 

Ser Cys Pro Leu Ser Lys Ile Leu Leu Ala Arg Leu Phe Leu Tyr Ala 
225 230 235 240 

Leu Ala Leu Leu Leu Leu Ala Ser Ala Leu Ile Ala Gly Gly Ser Ile 
245 250 255 

Leu Gln Thr Asn Phe Lys Ser Leu Ser Ser Thr Glu Phe Ile Pro Asn 
260 265 270 

Leu Phe Cys Met Leu Leu Leu Ile Val Ala Gly Ile Leu Phe Ile Leu 
275 280 285 

Ala Ile Leu Thr Glu Trp Gly Ser Gly Asn Arg Thr Tyr Gly Pro Val 
290 295 300 

Phe Met Cys Leu Gly Gly Leu Leu Thr Met Val Ala Gly Ala Val Trp 
305 310 315 320 
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Leu Thr Val Met Thr Asn Thr Leu Leu Ser Ala Trp Ile Leu Thr Ala 
325 330 335 

Gly Phe Leu Ile Phe Leu Ile Gly Phe Ala Leu Phe Gly val Ile Arg 
340 345 350 

Cys Cys Arg Tyr Cys Cys Tyr Tyr Cys Leu Thr Leu Glu Ser Glu Glu 
355 	 360 365 

Arg Pro Pro Thr Pro Tyr Arg Asn Thr Val 
370 375 

<210> 12 
<211> 18 
<212> PRT 
<213> Epstein Barr virus (EBv) 

<400> 12 

Gly Pro val Phe Met Cys Leu Gly Gly Leu Thr Met Val Ala Gly Ala 
1 5 10 15 

Val Trp 

<210> 13 
<211> 9 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> Synthetic peptide 

<400> 13 

Asn Leu Val Pro Met Val Ala Thr Val 
1 5 


