
                         SEQUENCE LISTING

<110>  TME Therapeutics Inc.
 
<120>  A pharmaceutical composition for inhibiting invasion of cancer

<130>  FP4713PCT

<160>  4     

<170>  PatentIn version 3.5

<210>  1
<211>  27
<212>  RNA
<213>  Artificial Sequence

<220>
<223>  none

<400>  1
ggagcagagc aagaugaaua caaucag                                           27

<210>  2
<211>  27
<212>  RNA
<213>  Artificial Sequence

<220>
<223>  none

<400>  2
gauuguauuc aucuugcucu gcuccau                                           27

<210>  3
<211>  4713
<212>  DNA
<213>  Homo sapiens

<400>  3
ggaaatctgg cattttttaa agtttgcgcc ccacaaagag gaaatattcc aaaggtactc       60

aggatgtaaa aggggagatc ttcacagatg cctccgtgga tggcatggca atccatccat      120
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caatgagaag accatgattt cttttaattt tctgtgtgtt tccacattcc ccagtgagaa      180

ttcttccacc tttttttgtg ccatgggaaa aacctgaagg gcaggcagag ctgctcccga      240

acttgtgacc ttctctgagg ttgcagcggc tcttgtagaa catgactctg ggacatcact      300

tccttttgtt ttctttcgga gctgaaccaa agaatgtgca ccctctttct ctagtgctgt      360

ggtgtctgct tatttttgta tttgtgcttt ccatccatct tctgtgatca caaggcattc      420

ttaaggtttt ctagcacgac ttgcggacat ccagactcgt ggggggccca cccatggctc      480

ggtaagccag cagcccaggg cactggcact accatgaggc actgcattaa ttgctgcata      540

cagctgttac ccgacggcgc acacaagcag caggtcaact gccaaggggg cccccatcac      600

ggtcaccagg cgtgccccac gtgcaaagga gaaaacaaaa ttctgtttcg tgtggacagt      660

aagcagatga acttgcttgc tgttctcgaa gtgaggactg aagggaacga aaactggggt      720

gggtttttgc gcttcaaaaa ggggaagcga tgtagcctcg tttttggact gataataatg      780

accttggtaa tggcttctta catcctttct ggggcccacc aagagcttct gatctcatca      840

cctttccatt acggaggctt ccccagcaac cccagcttga tggacagcga aaacccaagt      900

gacacaaagg agcatcacca ccaatcctct gtaaataata tttcatacat gaaggactat      960

ccaagcatta aattaattat caacagcatc acaactagga ttgagttcac gaccagacag     1020

ctcccagact tagaagacct taagaagcag gagttgcata tgttttcagt catccccaac     1080

aaattccttc caaacagtaa gagcccctgt tggtacgagg agttctcggg gcagaacacc     1140

accgacccct acctcaccaa ctcctacgtg ctctactcca agcgcttccg ctccaccttc     1200

gacgccctgc gcaaggcctt ctggggccac ctggcgcacg cgcacgggaa gcacttccgc     1260

ctgcgctgcc tgccgcactt ctacatcata gggcagccca agtgcgggac cacagacctc     1320

tatgaccgcc tgcggctgca ccctgaggtc aagttctccg ccatcaagga gccacactgg     1380

tggacccgga agcgctttgg aatcgtccgc ctaagagatg ggctgcgaga ccgctatccc     1440
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gtggaagatt atctggacct ctttgacctg gccgcacacc agatccatca aggactgcag     1500

gccagctctg caaaggagca gagcaagatg aatacaatca ttatcgggga ggccagtgcc     1560

tccacgatgt gggataataa tgcctggacg ttcttctacg acaacagcac ggatggcgag     1620

ccaccgtttc tgacgcagga cttcatccac gcctttcagc caaatgccag actgattgtc     1680

atgctcaggg accctgtgga gaggttgtac tcagactatc tctactttgc aagttcgaat     1740

aaatccgcgg acgacttcca tgagaaagtg acagaagcac tgcagctgtt tgaaaattgc     1800

atgcttgatt attcactgcg cgcctgcgtc tacaacaaca ccctcaacaa cgccatgcct     1860

gtgaggctcc aggttgggct ctatgctgtg taccttctgg actggctcag cgtttttgac     1920

aagcaacagt ttctcattct tcgcctggaa gatcatgcat ccaacgtcaa gtacaccatg     1980

cacaaggtct tccagtttct gaacctaggg cccttaagtg agaagcagga ggctttgatg     2040

accaagagcc ccgcatccaa tgcacggcgt cccgaggacc ggaacctggg gcccatgtgg     2100

cccatcacac agaagattct gcgggatttc tacaggccct tcaacgctag gctggcgcag     2160

gtcctcgcgg atgaggcgtt tgcgtggaag acgacgtgag agctgaattg ttgctgcacg     2220

tgctgggccc gccaatgccg tcatcatcag gattttacaa atctctttgc ggggaactgt     2280

ttcactcatg gtatggaaaa ccccaggact ctgccactct aggcacacat gaattataac     2340

cattttggaa tttccttcgt gatgttcgag agctcagcaa tggacccctc acagagctcc     2400

tctatccgag gccattggag accccagttt ctcaagaatt cagctctgct ctgagcgtcc     2460

tggagcttgg ggatgcagcc agctggcctg cactgggtgt ggagagaaca cctagggaag     2520

gcagcctggc cctgcccgcc tccgccttct ggagagcctc tgggttctga gtcagcaagc     2580

cagaggtcat gccacaggcc tggctggaac ttacacttca cgttcccttt ttttccccct     2640

agagatgggg tctcgccgtg ttgcacagac tgtctgtatt caatggctat cttcacaggt     2700

gtgatcatac cacattcact tctgaaacac tcttgttgcg atcgctaacc tcactgggac     2760

agagaaccgc agtctttcga gaatggaggc tcttcatttt ttttttctcc tttactccaa     2820
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actcagccct ccagtttctt cagatgtaaa ccctgttaac gtcactgttt ccaaaaggaa     2880

aaaaataagt cagtttttgg cagcaccttc atctttctga cctcctccta ttctgtcctt     2940

gtggacttat gtttaacata gaaaatgaat gcgtttaaaa caaaaccact ttctgcattt     3000

aaccagtcct ggctctctct ctgctgcctc ttcatacgtt ttctcaagaa cttcagttta     3060

taattggaag agaaattttt gctgttaatg ccagaatgag caacctcaag gaattgaaca     3120

cttcttggaa aatctaggta attcaagccc tcatcaggtt tacaagatca tcagagaaac     3180

agaggatttt aatttttagt tctggccggc tacaggctcc atttctctgc cttcccattg     3240

gaaatagttt atttccacat tctccactgc gtgtggtcaa agttcctcac ccagcaaggg     3300

actatagata ctcgtgtccc aattccaaaa cacaatgcac aagctgaact tgggctgaac     3360

gtggcgtgtt gagatttgga atgaggtttc taagagccgt gttcttcatg gaattttcca     3420

ggccacttgg cagcttggtt taccgatgga tgggctagag atcttgtcgt ttcttggaag     3480

tcacagggaa gattgaagag aacgcttgag catccttggc aacagcccag gtgggacctg     3540

gatgaagctt tgcactcaag tattgtcaag ggaagcttcc tgtgaaccaa agttctcagg     3600

ccaaggtctc gcccaccaaa gccagaaagt gcaagcaccc gtctacccag ctctaacttg     3660

tatgtgtgag acagaccagg cttcgggggt aggaggatct gcagttgttc agccgtcttt     3720

ctgctggtgt tgtctttctg ccatcagaga agggacacac agcccgttcg aaggtgtgca     3780

gagggctctg agcgccagga tggccagggc tgtttttgct actgaaggag cgtgtgtcct     3840

gaactcccac ttgcagggac agtccccacc ttctctatag ccggcactgg gagcagccgc     3900

cagcagggaa atctggcctg agcacaagga tgctttaggg agagatcact tcagtgtgtg     3960

tgtatattta tttgcagtac agtgcgcgcg tgtgtgtgtg tgtacgcgca cgtgtgggtg     4020

agtgcgtctt ctgagtgggt tctgttcagt tgctaatgag gctcctccgc tctggacaca     4080

acccttttat agattaattt ctctgccaat taacttgtca ttttcagtac atattttact     4140
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attccacacc aaccataatt acaacaaggg atttttctta tgcactccta tgcatgtgaa     4200

taacatgtgg tgtaattctg cttcttacag aagtattact gaaggtatta tttccaatat     4260

tatttggttt attatgcgga tcttttttat atatgcagtc ccatcccttc tgtgccactc     4320

aatgccatcc agacatggtt tttccctcca ggggcctttc tctccagagg gcacttcggc     4380

tgcctctgct tcctctcatt cgaggcccgg ctcttgctga cagaataggt tccgttctgg     4440

gcggtggttc tcgagcctgc cattcaaaac caaagcaaat tggagcattt ctcacaacat     4500

ggtattgaag ttcctttttg ttctcaaaag ttgtgaccgt gttaaattgt actcccttag     4560

tcctgtaagg tatgttaagt gaatcgcagt tacgctgtac ttttattaat atttaacata     4620

attaaagatg gacccataag agtgacgcct gtggagcgcg tgctcttcct ctgcagccaa     4680

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaa                                  4713

<210>  4
<211>  561
<212>  PRT
<213>  Homo sapiens

<400>  4

Met Arg His Cys Ile Asn Cys Cys Ile Gln Leu Leu Pro Asp Gly Ala 
1               5                   10                  15      

His Lys Gln Gln Val Asn Cys Gln Gly Gly Pro His His Gly His Gln 
            20                  25                  30          

Ala Cys Pro Thr Cys Lys Gly Glu Asn Lys Ile Leu Phe Arg Val Asp 
        35                  40                  45              

Ser Lys Gln Met Asn Leu Leu Ala Val Leu Glu Val Arg Thr Glu Gly 
    50                  55                  60                  

Asn Glu Asn Trp Gly Gly Phe Leu Arg Phe Lys Lys Gly Lys Arg Cys 
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65                  70                  75                  80  

Ser Leu Val Phe Gly Leu Ile Ile Met Thr Leu Val Met Ala Ser Tyr 
                85                  90                  95      

Ile Leu Ser Gly Ala His Gln Glu Leu Leu Ile Ser Ser Pro Phe His 
            100                 105                 110         

Tyr Gly Gly Phe Pro Ser Asn Pro Ser Leu Met Asp Ser Glu Asn Pro 
        115                 120                 125             

Ser Asp Thr Lys Glu His His His Gln Ser Ser Val Asn Asn Ile Ser 
    130                 135                 140                 

Tyr Met Lys Asp Tyr Pro Ser Ile Lys Leu Ile Ile Asn Ser Ile Thr 
145                 150                 155                 160 

Thr Arg Ile Glu Phe Thr Thr Arg Gln Leu Pro Asp Leu Glu Asp Leu 
                165                 170                 175     

Lys Lys Gln Glu Leu His Met Phe Ser Val Ile Pro Asn Lys Phe Leu 
            180                 185                 190         

Pro Asn Ser Lys Ser Pro Cys Trp Tyr Glu Glu Phe Ser Gly Gln Asn 
        195                 200                 205             

Thr Thr Asp Pro Tyr Leu Thr Asn Ser Tyr Val Leu Tyr Ser Lys Arg 
    210                 215                 220                 

Phe Arg Ser Thr Phe Asp Ala Leu Arg Lys Ala Phe Trp Gly His Leu 
225                 230                 235                 240 

Ala His Ala His Gly Lys His Phe Arg Leu Arg Cys Leu Pro His Phe 
                245                 250                 255     
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Tyr Ile Ile Gly Gln Pro Lys Cys Gly Thr Thr Asp Leu Tyr Asp Arg 
            260                 265                 270         

Leu Arg Leu His Pro Glu Val Lys Phe Ser Ala Ile Lys Glu Pro His 
        275                 280                 285             

Trp Trp Thr Arg Lys Arg Phe Gly Ile Val Arg Leu Arg Asp Gly Leu 
    290                 295                 300                 

Arg Asp Arg Tyr Pro Val Glu Asp Tyr Leu Asp Leu Phe Asp Leu Ala 
305                 310                 315                 320 

Ala His Gln Ile His Gln Gly Leu Gln Ala Ser Ser Ala Lys Glu Gln 
                325                 330                 335     

Ser Lys Met Asn Thr Ile Ile Ile Gly Glu Ala Ser Ala Ser Thr Met 
            340                 345                 350         

Trp Asp Asn Asn Ala Trp Thr Phe Phe Tyr Asp Asn Ser Thr Asp Gly 
        355                 360                 365             

Glu Pro Pro Phe Leu Thr Gln Asp Phe Ile His Ala Phe Gln Pro Asn 
    370                 375                 380                 

Ala Arg Leu Ile Val Met Leu Arg Asp Pro Val Glu Arg Leu Tyr Ser 
385                 390                 395                 400 

Asp Tyr Leu Tyr Phe Ala Ser Ser Asn Lys Ser Ala Asp Asp Phe His 
                405                 410                 415     

Glu Lys Val Thr Glu Ala Leu Gln Leu Phe Glu Asn Cys Met Leu Asp 
            420                 425                 430         
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Tyr Ser Leu Arg Ala Cys Val Tyr Asn Asn Thr Leu Asn Asn Ala Met 
        435                 440                 445             

Pro Val Arg Leu Gln Val Gly Leu Tyr Ala Val Tyr Leu Leu Asp Trp 
    450                 455                 460                 

Leu Ser Val Phe Asp Lys Gln Gln Phe Leu Ile Leu Arg Leu Glu Asp 
465                 470                 475                 480 

His Ala Ser Asn Val Lys Tyr Thr Met His Lys Val Phe Gln Phe Leu 
                485                 490                 495     

Asn Leu Gly Pro Leu Ser Glu Lys Gln Glu Ala Leu Met Thr Lys Ser 
            500                 505                 510         

Pro Ala Ser Asn Ala Arg Arg Pro Glu Asp Arg Asn Leu Gly Pro Met 
        515                 520                 525             

Trp Pro Ile Thr Gln Lys Ile Leu Arg Asp Phe Tyr Arg Pro Phe Asn 
    530                 535                 540                 

Ala Arg Leu Ala Gln Val Leu Ala Asp Glu Ala Phe Ala Trp Lys Thr 
545                 550                 555                 560 

Thr
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