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» CD14" PBMCs by Flow Cytometry Analysis
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FIGURE 13
LD14" PBMCs by Flow Cyiometry Analysis _

: MD markers Allcmatc names v |_Isotype 1% of positive cells|
CDla___ R4, T6, Leu6, HTAL _ et mIsGl 8.58)
CD1b R1, T6 . m [eG] 0.08t

iCDI¢ BDCA-1, R7, T6. M241 — o imIGL 0.13
CDId___[R3.RIGL | m IgG2b 4.94
cD2 ,Tll LEA-2 § . E-rosette R, Evvihrocyie R iz JgGl 8.91
D3 T3 e mTEGl 5.48
D4 T4, Leu-3, L3T4, Leu-3a, W35 , m 1gG1 3.62
CD3 T3, Tod7, Leu-1, Lyl - m IgGl 5.39
D6 Tl%.'f?lgﬁ‘ . _ , LmIpGl 2.38)
D7 jod0, Leu-9. TRP4Y o m IgGla 4,35
D8 R m 1gG1 0.09
CD8a T8, CDB, Leu-2, Ly-2, Ly23 _ , - m [gG1 1.9
ICD8b  ICD8 Lwid Len2 ' m IeG1 _ 08
icD9 124, MRP-1. DRAP-27, DRAP-1 . m [gGl 7162
CDI0 _ ICALLA, NEP. yml00, EC 34.24.1L MME {mIaG2 03
CDla___|LFA.L, interin al [TOAL LPA-la ; m IgC1 5.15]
CDIlb _ Mac-1, integrin o M, CR3, QQGAM Mol C3niR o) mIsGl 54.61
CDllc__ {p150, 95, CRe. inteprin a X, ITGAX, AXb) 1 mIgGl 8331
; APN, ep150, AmmopepudaseN ANPEP, AAP, APM, LAP, .

CD13 P10, PEPN. EC 34.11.2 a m lgGl1 | 74,20}
CD14 !LPS Recepior m IpGl 463
CD15  Hewis X, Lex, SSEA-1; 3-FAL. X-H%FU’M i mIpGl 3.91]

{CDI6___ |FCRINA,CDI6a 1 mJpGl 578
CD!8  |mteisin 23 JTGB2 CDlla b, c & -subunit o mIghl 9251
D19 B4 - s IeGl 5.91

{CD20 ___[BI, By35, Ly4d _ N ' ' m 1G2b 444
ICD21 ICR2. EBV-R. CHE e 18G22 1.92
]CD22 CD22 ___IBL-CAM. Siglec-2 _ m oGl 1.73
D23 Fe € RIl. BLAST-2, FceRIL, B, Leu-zl} — . m IgG1 3.05¢
CD24 - {BA-L HAS HSA, BBA-1 1 mIpGl 2.96
‘CDZS 55, IL-2R & Tac - CGF! + m Gl 1.28%

onos %!:fggv ecloenzyine, DPP IV ADA bmdmg protem, ADCP2 e 42

1CD27 T14, SISZ TNFRSF‘A TPSS R 1 m Gl 3.5]
CDog 3 _ m [gGl 3.17

D28 prin g ; [TGB1, GF o1 mIG) 91.05
D30 Ki-ds Ber-H2 'I‘NFRSFS ' 1 mIsGl 3744

PECAM-1, endocam, GPla, Platelet endothelial cell adhesion

(D3l molecule. PECA] _ . V m 151 58

Ccb32 Fer Rl ' ) m IgGl 9144
167, Siglec-3, My9, £p67, Sialic acid-binding Ig-like lectin 3, '

15933 Iyeloid cell surfsce autisen CD33 m Gl 164
gp105- 120, Mncos:alm, My10, Hematopoietic progenitor ccll ,

CD34 antigen 1 {HPCALY i mIpGl 2.25
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CD markers Altemnate names Isotype |% of positive cells
D35 CR1, C3b/C4h receptor, fmmune adherence receptor, n12G1 367
Complement recepror | |
GPLV, OKM>5 antigen, PASIV, Glycoprotein IIb (GplIh),
CD36 Glycoprotein IV (GPIV), Fatty acid translocase (FAT), m Gl §7.24
SCARB3, GPBE, Platelet glvcoprotein 4
gp 52-40, Tspan-26, Lenkocyte antigen CD37, Tetraspanin-
CD37 26, TSPANDS m Gl 0.4
D38 T10, ADP-ribosy! eyclase, Cyclic ADP-ribose hydrolase | m IgGl 82.63
NTPDase-1, gp80, EC3.6.1.5, Ectonucleoside triphosphate
D39 | iphosphohydrotase 1 ENTPDI), ATPdehydrogenase m [3Gl 4255
CD40 Bp50, TT\?FRSFS, MGC9013, Tumor necrosis factor receptor Gl 314
superfamily member 5
ITGAZB, GPIlb, Integrin @ IIb, Platelet membrane
CD41 glycoprotein ITb, Intcprin & 2b, Human Platelet Antigen-3 m IgGl 50.81
(HPA-3)
CD4la m [gGl 41.49
CDAlb m IgGl £0.59
CD4Za_ IGPLX, GPY, Platelet glycoprotein IX 1 mIegGl 44.53]
CD42b __ |gptba, GPIba, Platelet glvcoprotein b & m IpGl 60.32
CD42d Glycoprotein V, GPV, Platelet glycoprotein V m Ip(il 35.32
D43 goL.115, Sialophorin, Lenkosiatin, Galactoglycoprotein, SPN | mlaGl 38.32
H-CAM, Pgp-1, EMCR 1T, CD44s, Hermes antigen,
ECMRII, Phagoeytic glycoprotein I, Extracellalar matrix
CDi4 receptor I, GP90 Lymphocyte homing/adhesion receptor, m [ 5107
Hyaluronate recepior ;
Leukocyte Common Antigen (LCA), T200, B220, Lys,
CD43 Protein tyrosine phosphatase receptor type C (PTPRC) m gG1 %
CD4SRA_{PTPRC m IsGl 4,44
CD45RB  |PTERC m IgG2b 50.6
CD45RO _{UCHL-1 m IpGl 66.23
ka 6 Membrane (.’;ofactor Protein (MCP), Trophoblast leukocyte nIgGl 29.31
common antigen, TRA2. 10
CD47 IAP, neurophili, ppd2, OA3, MERG m [5Gl 83.27
. Blast-1, BCMI, Sgp-60, SLAME2, Hulym3, OX45,
ECDZIS MEM-102 m IgGl 94.9
CD49a VLA-1 @, Integrin @ 1, VLA-1, [TGAL m IeGl 2.27
CD49b VLA-2a, gpla, Inteprin a2, VLA-2 ITGA2 m I[pG1l 33.51
V0LA-3a, Integrin @3, VLA-3, [TGA3, GAPR3,
CD49%¢ Galactoprotein B3, MSK18, Very Common Antigen-2 m IgGl 0.65
VCA-2) ,
CD49d  |VLA-4a, Inteprin @4, VLA, ITGA4 m IgG1 9.38
VLA-5a, Imegrin a5, VLA-5, ITGAS, v
Cli4de Fibronectin receptor m IgG1 8.4
CD49F VLA-6a, Inegrin &6, VLA-6, ITGAG, gpl m [pGl 8.97
COo3s0 ICAM-3 ; m IgG1 93.94
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FIGURE 13 continued

1CD markerdAlternate names | Tsotype 1% of positive cells
Vitroneetin R, Integrin @ v, VNR- @, Vitonestin-R c, ISP |
CDSUEL |ir ¥ itecin e w3 m 161 72.13
ATH-1, HES, mIgGob! 38.5]
LmIgL 96.58)
: , —iml | A3
Da Accc:ler ‘Factor for Complement {DAFY m JgG1 67.55
‘ 56 iLeu-19 NKH- Neural Cell Adhesion Molecule (NCAMY | m LGl 10.291
HNK-1, Leu-7, B-1,3-glucuronyhiransferase I, ‘
ICD57? Glucuronosyltransferase P, galactosylgatactosylxylosylprotein | m IgGl 51.06]
| 13- &-plucuronosyliransferage | '
Icpsg  JLFA3 1wl 3.15
%&555 {Pratectin, HI9, 1P-5A3, MIRL, MACIF, P-18 1 m Gl 06.67
icp6L | Integrin 83 | Gl 95.11
CDGE __|E-selectin, ELAM-1, LECAM.2 _mIgGlL | 179}
CD6. _|L-selectin, LECAM-1, LAM-1, Leu-8, TOL. MEL- 14 m IpG1 3.98|
CDS2P__|P-selectin, GMP-140, PADGEM N 1 mIsGl 1676
LIMP, MLA]L, LAMP-3, ME491, gp55, NGA, OMARIH,
CDe3 TSPAN30, Granulophysin, Melanoma | antigen — ",‘.@1 : 91'9&_
CD64 _ IFcyRL FeR1] m IgGl 79.85
{cDes Cgamxdc-dodecasacchande, VIMZ, Fucoganghomdc | mIeM 011
CDa6 m [pGoa 148
£D&6b m IeGl _0.53)
1ED66e 1194818 054
' . Il},!fﬁl 3,02
{007 ) ’I‘f@ijﬁ* ‘ITRC, Tfansfcrm rccm TEER 1 Ie(G] 947
CD72 JLyb-2 1x-32.2 Ly-192 L eGa 10.22}
CD73 NTSE, Ecte-5” -nucloti SNT, NT3, ng QN, &NT _{ m IpGl 4.52
D74 Ii,. invariant chain, DHngngis HI...ﬁ;]I)GE Ia-x 3 mIeGl 747
lactosamines, STOGAL 1, MGC48859, SIAT!, ST6GALL,
STON, ST6 8 -Galactosamide a -2,6-sialyliranferase,
(D75 Sialo-masked lactosamine, Carbohydrate of @ 2,6 m IgGl 143
isiatylransferase
Pk Ag, BLA, CTH, Gb3, Pk blood groupBLA, A4GALT
- (@ 1,4-Galactosyltransferase), A4GALT1, Gb3S, PG, P1, ,
DY I A4GALT, Pk antiger, CTHIGHAIGALTY, Gb3s, pK, | ™12V 5627
1CD7% 181, IGA U ulmvassomated a_}@gg-l m IgGl 59.32]
CD%b & (mmun cxglobuim associated 8) m JgGl 23,14
CDR0  |B7,BT-1, BRI, CDLG COMBLGLLABT | mpGl 0.69
CDR! TAPA-1,857 ol mIGl 16.79}
CD83 __|HBIS BLII o i mIG 368
CD84___IGR6, SLAMFS, LYOB, 75, hiy9- & e 0.34
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CD markersiAlternate names fsotype |% of positive celis
ILTS, LIRS, HLY, LILRB3 (Leukocyte immunoglobulin-like
CD85a mepmr, subfamily B (with TM and ITIM domains), member | r [pG2a 8547
3, LIR-3, MGC138403, PIRB, XXbac-BCX105(16.7
ILT4, LILRB2 (Leukocyte immunoglobulin-like receptor,
CD85d subfamily B (with TM and ITIM domains), member 2, LIRZ, | rIgG2a 53.87
MIR10, MIR-1Q
LIT11, LILRAS, XXbac-BCX403H19.2, LIRS, LILRB7
CD8sf (Leukocyle imtaunoglobulin-like receptor, subfamily B (with | m IgG2a 29.24
TM and ITDV domains), member 7
ILT7, LILRA4 (Leukocyte immunoglobulin-like receptor,
CDB5g subfamily A (with TM domain), member 4, MGC129597, m [gGl 047
MGC129598, LIR4
ILT1, LILRA2 (Levkecyte immunoglobulin-like receptor,
ﬁCDSSh subfamily A (with TM domain), member 2, LIR7, LIR-7, rIsG2a 0.51
; XXbac-BCX85G21.2, ILT-1
LERAI (Leukocyte immunoglobulin-like receptor),
CD851 isubfamily A (with TM domain), member 1, LIRS, LIR-6, m1gG2b 0.96
MOC126563
ILT2, LILRBI (Leukocyte immunoglobulin-like receptor,
1jClD?qu subfamily B (with TM and 1TIM domains), member 1, m IgG2b 87.1
{FLI37519, LIR-1, LIR], MIR-7, MIR7
ILT3, LILRB4 {Leskocyte immunoglobulin-like recepior,
CD85k  [subfamily B {with TM and ITIM domains), member 4, LIR-5,] m IeGl 1.2
HMI8, LIRS, LILRBS
CD86 B70, B7-2, CD28LG2, LABR72, MGC34413 m JaGl 23.48
CDS7 UPA-R, PLAUR, URKR m 3Gl 095
CDB8 ICSaR, C3aR C5R1, C5R1, CSAR, C54 mIpG2a 49.38
CD8Y FeaR IgAR mIpGl 9192
CDed Thy-1 m IgGl 0.55
CD9] a IM-R, LRP, LRP1, o 2MR, APQER, APR _m IeGl 73.51
CDw33, ClgRp, CIQRI1,CIqRP, MXRA4, ClaR(P),
D% bl Gril m [gM 053
CDw93 m IpG2b 14.63
CD94 Kp43, KLRDIL m IsGl 35.26
Fas, APO-1, TNFRSF6, CD178, FASLG, CDOSL, APTILGL,|
D% |APTI. FASI FASTM, ALPSIA, TNESFS, FASL m 1gG1 2623
CD9s TACTILE, MGC22596 m IeGl 0.17
CD97 EMR}, BL-KDD/F12, TM&LNI _m IsG1 0.23
lepos :gzéiig-l, RL-388, SLLC3A2, 4F2HC, 4T2HC, MDUY, 0 TeG1 8.2
chan MIC2, B2, MIC2, MIC2X, MIC2Y HBA71, MSKSX m IgG1 5.68
SEMA4D, SEMAJ, coll-4, C9orf164, FLJI33485, FLI34282,
CD100  [FLI39737, FLI46484, M-sema-G, MGC169138, mIgM 251
MGC169141, SEMAJ
ICD101 BB27, V7, P126, IGSF2, BA27, BPCH4, V7-LSB m JgGl 10.09
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FIGURE 13 continued

: &Y, .| Isotype |% of positive cells
! 1 mIsGl 36.08
CD103 ' mIgGl 1.78
1CD104 | . B4 , . mIgGl 104!
HCD10S ‘Endogim, IrEI\IGa &;‘l‘ls(}R\&iS SH~2 _ m 1gG1 86.3)
CDI0S [VCAM-1, INCAM: ug V-CAM, INCAM-100 { mIgGl 057
CD10%a | LGP12 A __ | mIgGI 79.68
ICDIOTy 1L v~2-_ LAMPB _ 4 mIgG1 71.93
icD108 IS Wi antise |_mIgGi 329
’ 8A3,7D], E123 Platelet activation famor, 8As, 150kD TGF-
I 3- 1 hmdmg protgin. Platelet-specific Gov antigsn o i A3
CD1I0  iMPL TPOoR C-MPL _imlgG2a 41.02}
CDIll __JPRR A C. HlgR. CLPEDL Hve €1 | m IgGl 1.14]
ICD112 R2, Nectin-2, HveB, PVRL2 I mIGl £0.66,
CDli4__ jG-C8SFR. ggm& HG- CSFR 7 1 mIpGi 8.33
CDI1S _ {CSF-1R, ‘ ‘ 118Gl 74.64)
GM- CSFRa GM CSFRa, CDWIIG CSF2R, CSFIRAX,
CD116 SF2RAY, CSFIRX, CSF2RY, GM-CSF-R-a, GMCSFR, | mlgGl 82.51
‘ GMR, MOC3848, MGC4838 A
CDI17 CF%- PBT . m [eGl 0.11
CD118 _ |LIFR, sul90, SIS2, STWS, SWS. : v I miGl 0.39
CDI9 _ [IFN¢R, IFNyRa, COwlIS IFNGRLIFN+¥Ra | m[pGl 23]
TNFR-1, p35, TNFRSF1A, CD120a, FPF, MGC19588, TBPI,
kCD!:ZOa TNF-R, TNF-RS5, TNFAR, TNFR1, TNFRSS, TNERE0, m [pGl 5113
p33-Ropid
CD120b _ FTNFR-1L, o8B0, TNFRSFLB, 75, TNER pf0 L e1eG2a 15.21;
iCDula g’&ﬁé IL-IRT, ILIR, C-DQIA D2SI473, IL-1R- @ m Gl 14.05
CDI21b  IIL-IR type L lL~lRII — m fpGl 1118
iCD122 s ; ' m [gGl 12.15
; }I.-BR&: IL3RA, CD123 L3R, IL3RAY, IL3RX, [L3RY, :
CD123 MGC34174, L -3Ra | m [gGl | 40.27
|CP124 _ iL4Rea NAR _ . m IgG2a 1.8%%
Icmzs -SR e, CDw123, IL5RA . m IgGl 43.27
1CD126 _ lM-6Rea. IL6R . i mlgGl 0.25
CD127 LR ILTRa JLIR. S0 m [gG1 1.6
{CDI129  HILY9R JL9Ra 7 . m IgG2b 15.06]
ICDI130 1gp130, I-6R 8, g,_gﬂsnm 166 o m IgGl 027
: {CSF2RB, IL3RB, IL5RB, CDw131, IL-3R £, common 3 \
D131 chain, IL3R common 5 .. m IpGl 5.76‘
ICD132 __ {Common 7 chain IL»ER?!!LZRG _ Ny m {pG2a 8.69
iCD134 OX-40, TNERSF4 _ , 1 mIeGl 25.44
CDI35 _ |FI/Rg, STK-1 e mIzGl 5.371
CD136 _ IMSP-R, RON, p158-ron CDw136, MSTIR : m [p(1 0.76
{CDI37 _4-1BB, TNFRSFY, ILA _ 1 mIGl 449
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FIGURE 13 continued

CD markery Allernate Bomes tsoype |% of positive cefls}
(oo fe-1eB Ligona m 1g01 (.75
IGRI38 iSendecan- ], Heraran sulfate protesslvenn fw 1RGE 36871
G040 PDOERA, PRGE @ Recertor, PFDGFR @ m 3Gl 087
CD140b  IPDGERB, PDGF 2 Retepior, PRGRR fel m Gl 2,67
CoI41 Throobomoduli g’i‘ﬂﬁi‘) Fmame)dugm m Gl §2.65]
o142 clor {T¥} Factor 111 e m G 3521
1CD144 VE Cacherin, Qadhcrm 5 m j5G1 7.83
CD1as  IMUCHR, S-endo, MCAM, Ml CAM Endo-CAM fmfeGl .38
1oD147 Jewrotheling basinin, EMMERIN, BIG, M8, OX47, TCSE migGl 131
(CDI48  [HFTP-at, oS0, DEP-1, BPTP-#, SCC1, PTRR) m 1§G1 52|
OIS SLaM P m Gl 0.5%
CDIS]  IPETA-3, Tacom-2% RAPH, SFA! m [zG1 0.67)
£DI32  ICTiAR m fpt32a 0.11
CDIS3__CD30L, TNASFR, TNSFE o C2h 7572
CDISE CDAOL, T-BAM, no3S, TRAP, TNESPS, TRAP-L IMD3. | m ;G 33117
COISS  IPVR, Necl-5, PVS, TAGES, HVED, NECLS L IgG2s 0.84
CDIST_ BST-LBv Mol T i) 545
CoiS8 KIRZE&L o8 4 NEAT] im IxG2h 263
CDISE  |nS82 KIRZDL2A3, NKATZ {n I 264
CDISEd_{KIR2DLA, KIRIG3AS, KIRIOS Lmlghi 174
\CDIS%:1 KIRIDLL NKBLNKBIR 0 | mIg0l 388
CDISY _ IKIR2DLSA KIRIDLS ™ G! 220
COlsh_IBYSS. NKL, NK28 m ipht 8.53%
CDI6I___INKR-PIA KLREI NKR m 1e0) 538
COIE2 IPSCL m 1eG] 14.15
D63 Mg, {:i;iggz! D1 RMI -+ mIsGl 4,15
CDI6S IMGC.24, MUC 24, Endolin_ | m Gl T6.46)
CDI6S_|AD2, 37 m 11 $.32
CDI6S  IALCAM, KG-CAM, SC-1, BEN, DM-GRASE n ig6 1 4.18
COI6%__|DDRY, WkE, cuk lwmi 0.3
CDI6Y  Sialoadhesing Sidloc-1 1 1m kG 8.1
LDIF0  [Siglec-5, o3 ike) m JpGl 34.39
8 LICAM, N-CAM L1, L1 antigen, HS4S, ﬁbASE i%'s‘ﬁSA o
[P locs 10, PG NILE > |l 232
i . (SIRPaipha, BIT, MFR, MYD-1, P34, SHPS-1, SHPSI, SIRP . |
Ch172 22, SIRPa | G2 .33
CDI72b SIRPH, SIRPE1 Um0l 15.24|
COI%3g (SIRP Y SIBPSYT SIRPy  SIRE-RZ bATIC3 m faG1 082
DI @i. & & ﬁgigﬂa Nﬁuﬁatﬁh§¢§;§§¢§g\§§“@eﬁi PRV | m G LIEE
CDI78 | 1 m JgGl §.231
CDI78a  [VipreR, &s‘e’?ﬁ ‘v’?ﬁ'{ﬁﬁi 4 sl 287
CoI7%h_ Me A5, A S ML IGH _ Ll sl
CDIgs )5, L T m Gl 4211
CDIRL mm&as g@ giié; gfamzcm Cm@a} ORI E-8Re | m Gt 3335
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FIGURE 13 continuéd

Ch markcg Alternaie names Isotype (% of positive cells|
CDw128B, IL-8RE, (formerly CD128b) CXCR2, IL-8R 3, ,

CD182 CMKAR?. L8R? m IgG} L15

CDI83__|CXCR3, GPRY, CKR-L2, CMKARS, [P10, Mig-R, TAC | m IgGl 94.91

CDlss %Su, Fusin, LESTR, NPY3R, CMKARS, HMR9, FB22, o 1G2a 216

CDIEs CXCRS, BLRI, MDR15, MGC117347 m [gGZb 1.88]

D186 1CXCRO, CDwi86, STRL33, TYMSTR, BONZO m IsG2b 34,93
CCR1, CKR1, CKR-1, HM145, CMKBR1, SCYARI, MIP-1

gl 1 2R, RANTES.R m [gG2h 0.05
CCR2, CKR2, CCR2A, CCR2B, CKR2A, CKR2B,

cD1v2 CMKBR2, MCP-1-R, CC-CKR-2, FLI73302, MGC103828, | m TgG2a 88.89
MGC111760, MGC168006

CDI93 __ICCR3, CKR3, CMKBR3, CC-CKR-3, MGC102841 m IeG2b 1.2]

CD194 CCR4, CC-CKR-4, CKR4, CMKBR4, ChemR 13, HGCN m IpG2b 4.71

CD195___|CCRS, CMKBRS, IDDM22, CC-CKR-5, FLI78003 m IgGl 172

~ CCR6, LARC receptor, DRYS, BN-1, DCR2, CKRL3,

CDI%  |GPR29, CKR.L3, CMKERS. GPRCY4, STRL22, CC.CKR-6| ™ 181 1

CD197 EBL-L, BLR-2, CMKBR?, CCR7 (formerly CDw197) m [8G2a 1,08
CCRS, CKR-L1, CKRL1, CMKBRS, CMKBRL.2, CYS5,

CD198 GPR-CYS. TER] r IpG2b 4,12

D199 CCRY, GPR28, GPR-9-6 m [pG2a 60.31

CD200 0X2, MRC, MOX1, MOX2 m [sG1 4.04

CD201 EPC-R, PROCR, CCCA, CCD41, MGC23024, bA4204.2 1 IpG1l 0.02

CD202b |Tie2 (Tek), TEK, VMCM, TTE-2, VMCM! m IgGl 0.2

CD203¢ _{E-NPP3, PD-1b, PDNP3, B10, PDI 8 m [aGl 0.58

CD24 MSR, MSR1, SR-A, phSR1, phSR2, SCARAL m IgG2b 0,34

CD208 DEC-203, CLECI3B, GP200-MRS, LY7S m IgG2b 0.6
Mannose receptor C type-1 (MRCL), Macrophage niantose

CD205 receptor (MMR), C-type Lectin domain family 13 member D | m IgGl1 £.54
(CLEC13D)

: Langerin, C-type Lectin domain family 4 member K ‘

CR207 (CLEC4K) m Gl 204

- |DC-LAMP, Lysosomal-associated membrane profein 3

CDA08 |1 AMP3), DCLAMP, LAMP, TSCA03 m IgG2a 03
Dendritic cell-specifi ¢ ICAM-3-grabbing non-integrin (DC-

cD208 SIGN), DC-SIGNI, CDSIGN, C-type lectin domain family 4 | r IeG2a 1544
member L (CLEC4L), BIV gp120-binding protein

CD210 m [gG2b 16.56

CD0a ;}H-RIS!R, Interleukin 10 Receptor A (IL~10RA, IL-10RD), IL- m M 1832

CII0b ?{%—4, Imerleukin 10 Receptor B (IL-10RB, IL-10R2), IL-  IgGl 4067
IL-12R £ 1, IL12RB1, IL-12Rbl, Interleukin 12 receptor B1

CDN2 | hain QL2 81, IL-128, CD21261 m [gG1 022

CD213al _{Interlenkin 13 receptor @ 1 chain L-13R @ 1), NR4 m IeG2b 0.1
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FIGURE 13 continued

Ch marke%Altematc names Tsotype 1% of positive cells
TLI2R @ 2, TL-13Ra2, Interleukin 13 recepior @ 2 chain (L~
D22 1138 9, intereukin- 13-binding protein (L138P). TLi3RA2 | ™ 120 695

CD215___JIL-15R e Interleukin 15 receptor alpha chain (L-15RA) m IgGb 13,47

LCDZZ]’} IL-17R, CDw217, Interleukin 17 receptor A (IL-17RA) m {gG1 0.67
IL-18 Receptor alpha, ILISR &, [L-1Rrp!, IL-J8R,
(D218  |Interleukin 18 receptor 1 (L-18R1), IL-18RA, IL1 receptor- | mIgGl 1.37

related profein (IL-1Rsp), IL-RS, CDw218a
{L-1RePL, CDw218b, Interlcukin 18 receptor 8 ([.-18R 83,
IL-18 receptor accessory protein (IL-18RAP, IL-18RAcP), | mIpG2h 71.29

IL-1R accessory protein-like {[L-1RACPL), IL-1R7

Insulin R, Insulin receptor (INSR), IR m [gG2h 0.92{
Insulin-like growth factor | receptor (IGFIR), IGER, type [ m Gl 077

IGF receptor (IGF-IR), JTK13

{Cation-independent mannose-6-phosphate receptor (MSP-R,
CD222  |CIMGPR, CIMPR, CIMPRY, Insulin-like growth factor 2 m IgM 41.17
receptor (IGF2R, IGFIIR, IGF-TIR), MPR1, MPRI

DNAX accessory molecule 1 (DNAM-1), Platelet and T-cell
CP226  |activation antigen 1 (PTA-D), T lineape-specifi ¢ activation m Gl 18.01
antigen | antigen (TLiSA L)

Mucin 1 (MUCI, MUC-1), DF3 antigen, H23 antigen,
Peanut-reactive wrinary mucin (PUM), Polymorphic epithelial
mucin (PEM), Epithelial membrane antigen (EMA), Tumor-
associated mucin, Episialin

Lymphocyte antigen 9 (Ly®), T-lymphocyte surface antigen
D229 Ly-9, Signaling lymphocyte activadon molecule family m JgGl1 (.06
member 3 (SLAMF3), Lepl00, TI00
Prion protein (PrP, PRNP), Major prion protein, prP27-30,

CD227 m IgGl 7048

CD20 | p3335C. Proc | m IeGl 364

AlS5, Temraspanin 7 (TSPANT), T-cell acute lymphoblastic
o leukemia-associated antigen | (TALLA-1), Transmembrane 4 .

bzl superfarmily member 2 (TM4SF2), Membrane component X m [gGl 567
ciromosome surface marker-1 (MXS1)
Duify, Duffy antigen/chemokine receptor (DARC), Duify

Ch234 blocd group antigen (Dfy, FY), Fy-Glycoprotein, m IgG2a 24
Glycoprotein D

CD235ab__|Glycophorin A/B m IpG2b 59.5
Glycophorin A (GYPA), Sialoglycoprotein &,

D235 | Sialoplycoprotein A, MN blood group antigen, PAS-2 m IgG2b 004
Rh30CE, Basal cell adhesion molecule (BCAM, B-CAM),

CD239 Lutheran bicod group glycoprotein, Lutheran blood group m {pG2a 0.39
antigen {Lu)

LCDZ 43 | %,II}E? GP170, p170, ABC-B1, ABC20, CD243, m [pG2 17.75

CD244 1284, p38 . NKLRIB4, NATL, Nmrk, SLAMF4 m fgGl 4.69

ICD252 OX40L, OX-401., TNFSF4, GP34, TXGP1, CD134L, m IgG1 9.16
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FIGURE 13 continued

CD murkerg Alternate names Isotyps _|% of positive cells
CD253 __|TRAIL, TNFSFI0, TL2, APOZL. ApodL, 0 [eGl 0.11
 [TRANCE, RANKL, TNFSF! 1, OPGL, ODF, sO3f, OPTB2.
coast A m lgG2b 0.16
CD255__|TWEAK, TNESFIZ, APOAL , 5G] RY
57 S?Nﬁgsms, TNESFIdb, TALLI, THANK, TNRSP, | o o058
CD258__|LIGHT, TNFSF14, LTy, TRZ, AVEML m12G1 024
D261 |DR4. TRAIL.R], TNFRSF10z, APO2, MOCI3ES m IzGl 393
DRS, TRAIL-RZ, KILLER, TNFRSF10b, TRICK?. ,
D262 lrpricKk2A, TRICK?B, TRICKB, ZTNFR m IgG1 Lad
CD263__|DcR1, TRAIL.R3, TRID, TNFRSF10c, LIT mIeG1 0.18
CD264 | TRALL-R4. DeR2, TNFSF104, TRUNDD m [5Gl 57.8
o E;l}”)RBAzNCE-R, RANK, TNFRSF la, EOF, FEO, ODFR, OFE, | | 764
TWEAK Receptor, TWEAK-R, TNFRSFI2A, FN14,
D265 FGFinducible 14 m IpG2b 0.21
TACI, TNFRSF13B, CVID, FLI39943, MGC39052,
CD267 1\ 1GC133214, TNFRSFI4R m JgG2a L79
BAFFR, BR3, TNFRSFI3C, TRIIC, CD268, BAFFR,
CD268 MGC138235 m IgG2a 0.01
CD260___|BCMA, TNFRSFI], BCM m 15022 0.19
CD270__|HVEM, TR2, HVEA, TNFRSFI4, ATAR m IgG1 66.79
NGER (o75), p75NGER, p75NTR, TNFRSFIG, |
S gt mIgGl 28.49
CD272__|BTLA, BTLAL FLII6065, MGCI20743 15622 19
B7DC, PDL2, PD-L2, PDCDIL2, PDCDILGS, Bide, CD273, ,
CDIT3  IGC142238, MGCI42040, bASTEIL 2 mIgG1 6.12
B7H1, B7-H, PDL, PD-L1, PDCDILGL, POCDILL
CD2M  IMGCI42204, MGC142296, CD274 m IgGl #23
; B7H2, B7-H2, ICOSL, BIRP!, B7h, GL30, ICOSLG, |
D25 o275, LICOS, BIRP-1, ICOSL, KIAAQES3 m 1gGl 13.24
CD276 __|BIRP-2, B7H3, BI-H3, dig-B1-H3 el 163
CD277_ IET3.1. BIN3AL BTFS. MGCI41380 m 1gGl .61
CD218__|ICOS, AILIM, CD75, MGC39850 m IeGl 0.19
CD279__|PD1. SLER2, PDCI, CD279, hPD-1, PDCDI mlgGl 0.03
TLRI, TIL, rec786, KIAAQOL2, MGCI04956, MGCI26311,
CD281  |MGCI26312, TIL.LPRSS, DKFZpSA710610, m IgGl 74.92
DKEZp36410682
ICD282_ |TLRS, TIL4, CD282 m e B.59
CD283__[TLR3, TOLL like recepior 3 m 16G2a 287
CD284__|TLR4, TOLL, hToll, ARMDIO m 1gGla 161
CD286  |TLRG, TOLL-like receptor 6 m IpG1 64.68
CD289  |TLRY, TOLL-like seceptor 9 m IgGl 11.09
CD2%0__|TLRI0, TOLL Jike reccplor 10 m1Gl 0.12
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FIGURE 13 continued

CD markerdAllernate names Tsotype % of positive cells
o BMPR-I%FSMK;;I;IA, ALK3, BIMPR1A, 10423del,  IgM 8804
" [CRTH2, DP2, PGRD2, G protein-coupled recepior 44
1CD294 (GPRAS), DLIR rigGla 0.02
CD295 __|Leptin R, LEPR, OBR _ ' m [gG2b 174
CD298 gg;%m K ATPase A3 subumit, ATPE-3, FLJ2002], o IeG1 95.7
InC- SIGNIL, DC-SIGNR, L-SIGN, DCSIGN-related,
|CD299  [DCSIGNR, HP10347, DC-SIGN2, MGC47866, MGC12995, | m IgG2a 0.01
CMRF354, CMIRF35A, LIR, CLV-6, CMRE3S, TOSFIG,
CD300c % CMRF-35, CMRF35A L, CMRE3S-A | m [gGl 0.08
CMRF35L1, CMRF-35L1, CLM2, CLM-2, IREM2, PIgR2,
COM0 _\REME-2. PIgR-2. CD3OLE, CMRF35-AS, CMRF3SL. m g 8.58
CD300F_|IREM.1, IREM], MAIR.V m IpGl 003
CD301 }CLECI()& MGL1, CLECSR14, HME., MGL m [G2a 36.61]
1CD302 @gg;g@ QCL}, BIMLEC _ m [eGl 24.06
lcp3gs | . ' m IpG2a 0391
CD304 N 1, BDCA4, ) , B} m [8G2a 1.49
D305 HLAIRL 4 : o 1 mIpGl 13.69
CD306 _ ILAIR2 L m IgG2b 59.62}
CD307a__FeRH1, FCRL], FCRY, IFGPL, IRTAS m IeGl 278
CD307h_|FCRL2, SPAPI. FeRH, IFGP4, 1 IRTA4 1 mTaGl 45.06]
CDT_| FcRHBE FCRL3, IFGP3, IRTA3, SPAP? | | m IpGl 19.26)
CD307d__ 'FCRL4, FCRH4, IGFP2. IRTAL , 1mIeG2 0.25]
CD30% X 5 BXMAS], FCRHS, IRTA2, CD307 __1mIsG2 0.51]
CDA FR2, KDR. FIkl m IgGl 0.34)
D312 MR2 | mIsG2 6.96}
CD314  NKG2D, KLRKIL | m Gl 0.29
CD317 _ iBSTZ PDCA-1, Tetherin, HM1.24 m [gGl 85.641
CD318  ICDCPL, SIMAISS | , imIpGob 1.99
CD319 _ICRACC, CS1, SLAMF? ' m IgG2h 16.77
CD321  UAMLIAM,IAMAFUR _ m IgGl 65.13
CD324 | mIsGl _0.23]
{ N-Cadherin, CDH2 CDw325, NCAD. CDH2 | mIpGl 2.56
+CAM, MK-1, KSA, EGP40, TROPL.TACSTDL | mIsGl 1.39]
CD328  iSiglec-7, 77S/AIRM, Siglec7, AIRM-1 , 1 mIgGl 86.63;
CD329 E__;g_[gg—? | - o lmIeG2a 90.16
ICD332 SAM, KGFF _ m IzGl 0.02
CD333 FGFR& ACH, CEBK3 _m IgGi 71.36
ICD334 _ {FGFR4, TKEJTK2 ' _ 1 m Gl 0.11
CD335 __INKpi6, NCR1, 1y94 _ m 1gG1 0.52
CD36 _ INKpid, NCR2, Ly-05 homolos, 1495 . m IgGob 0.37
CD337 §§§§, NCR3x L_& 117 - ) m TGl 1.42
D338 _BCRP, Brep mIsGabl 0.57
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FIGURE 13 continued

PCT/AU2013/001426

CD markerg Altcmate names Isotype |% of positive cellsi
iCD339 gged- m IgG2b 0.71
CD340 185HER2, ERB-B2, erbB.?II-IER 2 1 mIgGl 0.13]
CD344 }I:g;ziccfl‘:;é FzD4, EYRI FEVR Frizzled homolog 4, Fz-4, mIgGl 15.25
CD352 _ INTB-A. SLAMF& Ly108 m IsG1 03.13
CD353___ |SLAMFS, BLAME mIpGl | 41.57
{CD354___ |TREM-1, TREM1 mIpGl | _43.27
CD355 sCRTAM.C totoxic and resulatory T-cel molccule . mJpG2a 0.55
TNFRSFI8, Tumor necrosis factor receptor superfamdy,

CD357 wember 18. GITR. AITR m IgG1 21.89
iCD360  JIL-21R, IL2IR 1 mleGl 3.85
ICD362  iSendecap-2 rIgG2b Q
CD363 _ISIPRI, Sphingosine-1- pﬁ(mghate rcceatorl EDG-1 m IeG2b 0.14
Total 331

Positive 247
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