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Fig. 13

Peptide Sequence Peptide Sequence
1 MKVFKFIGLMILLTS 26 SSKGTPSKFVIPVSC
2 KFIGLMILLTSAFSA 27 TPSKFVIPVSCAAPQ
3 LMILLTSAFSAGSGQ 28 FVIPVSCAAPQKSPW
4 LTSAFSAGSGQSPMT 29 VSCAAPQKSPWLTKP
5 FSAGSGQSPMTVLCS 30 APQKSPWLTKPCSMR
6 SGQSPMTVLCSIDWF 31 SPWLTKPCSMRVASK
7. PMTVLCSIDWFMVTV 32 TKPCSMRVASKSRAT
8 LCSIDWFMVTVHPFM 33 SMRVASKSRATAQKD
9 DWFMVTVHPFMLNND 34 ASKSRATAQKDEKCY
10 VTVHPFMLNNDVCVH 35 RATAQKDEKCYEVFS
11 PFMLNNDVCVHFHEL 36 QKDEKCYEVFSLSQS
12 NNDVCVHFHELHLGL 37 KCYEVFSLSQSSQRP
13 CVHFHELHLGLGCPP 38 VFSLSQSSQRPNCDC
14 HELHLGLGCPPNHVQ 39 SQSSQRPNCDCPPCV
15 LGLGCPPNHVQPHAY 40 ORPNCDCPPCVFSEE
16 CPPNHVQPHAYQFTY 41 CDCPPCVFSEEEHTQ
17 HVQPHAYQFTYRVTE 42 PCVFSEEEHTQVPCH
18 HAYQFTYRVTECGIR 43 SEEEHTQVPCHQAGA
19 FTYRVTECGIRAKAV 44 HTQVPCHQAGAQEAQ
20 VTECGIRAKAVSQDM 45 PCHQAGAQEAQPLQP
21 GIRAKAVSQODMVIYS 46 AGAQEAQPLQPSHFL
22 KAVSQDMVIYSTEIH 47 EAQPLQPSHFLDISE
23 ODMVIYSTEIHYSSK 48 LOPSHFLDISEDWSL
24 IYSTEIHYSSKGTPS 49 HFLDISEDWSLHTDD
25 EIHYSSKGTPSKFVI 50 ISEDWSLHTDDMIGS
51 SEDWSLHTDDMIGSM
Hybridoma Reactivity (Peptide) Hybridoma Reactivity
(Sequence)
22-1A1 50+51
F11#33 F7 VFSLSQSSQRPNC
22-2A-1 18, 26-31, 42 D12
22-9B-1 27, 29-31
4A12 2D4 APQKSPWLTKPC
23-33A-1 47+48 1A10
23-19A-1 48+49
4A9 1D12 APQKSPWLTKPC
2D4
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Fig. 14
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Fig. 15
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Fig. 17
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Fig. 18
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Fig. 19
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Fig. 20A
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Fig. 20B
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Fig. 22

MDA-MB-468 NUGC4
120 1 o 10ug/mi T |
W 50pg/ml

100 - _ 1

40 - .

Proliferation (%)
3

20

i
L

0 T T -
62-9B-1 78H11 1H6 44-3A-2 62-9B-1 78H11 1H6 44-3A-2

25/29


bhang
Rectangle


Fig. 23

GT468

©

T
A -
o -—
S T
N (o 0)
© M~
— L
+ - +

26/29

- HEK mock
+ HEK GT468


bhang
Rectangle


Tumorvolume (mm?3)

Fig. 24

1000 -

800 1

600 -

400 A

200 +

~-PBS
=-78H11 1H6

<~PBS
-W44-3A-2
— . o
9 14 17 20 0 3
Days

27129

20


bhang
Rectangle


Fig. 25

Peptide Sequence Peptide Sequence
1 MKVFKFIGLMILLTS 26 SSKGTPSKFVIPVSC
2 KFIGLMILLTSAFSA 27 TPSKFVIPVSCAAPQ
3 LMILLTSAFSAGSGQ 28 FVIPVSCAAPQKSPW
4 LTSAFSAGSGQSPMT 29 VSCAAPQKSPWLTKP
5 FSAGSGQSPMTVLCS 30 APQKSPWLTKPCSMR
6 SGQSPMTVLCSIDWF 31 SPWLTKPCSMRVASK
7 PMTVLCSIDWFMVTV 32 TKPCSMRVASKSRAT
8 LCSIDWFMVTVHPFM 33 SMRVASKSRATAQKD
9 DWFMVTVHPFMLNND 34 ASKSRATAQKDEKCY
10 VTVHPFMLNNDVCVH 35 RATAQKDEKCYEVFS
11 PFMLNNDVCVHFHEL 36 QKDEKCYEVFSLSQS
12 NNDVCVHFHELHLGL 37 KCYEVFSLSQSSQRP
13 CVHFHELHLGLGCPP 38 VFSLSQSSQRPNCDC
14 HELHLGLGCPPNHVQ 39 SQSSQRPNCDCPPCV
15 LGLGCPPNHVQPHAY 40 QRPNCDCPPCVFSEE
16 CPPNHVQPHAYQFTY a1 CDCPPCVFSEEEHTQ
17 HVQPHAYQFTYRVTE 42 PCVFSEEEHTQVPCH
18 HAYQFTYRVTECGIR 43 SEEEHTQVPCHQAGA
19 FTYRVTECGIRAKAV 44 HTQVPCHQAGAQEAQ
20 VTECGIRAKAVSQDM 45 PCHQAGAQEAQPLQP
21 GIRAKAVSQODMVIYS 46 AGAQEAQPLQPSHFL
22 KAVSQODMVIYSTEIH a7 EAQPLQPSHFLDISE
23 QDMVIYSTEIHYSSK 48 LOPSHFLDISEDWSL
24 IYSTEIHYSSKGTPS 49 HFLDISEDWSLHTDD
25 EIHYSSKGTPSKFVI 50 ISEDWSLHTDDMIGS
51 SEDWSLHTDDMIGSM
Hybridoma Reactivity (Peptide) Hybridoma Reactivity
Sequence
29-1A-2 27, 29, 30 (Seq )
78H11 1H6 WSLHTDDMIGSM
29-8B-1 49-51
35-48B-1 13
44-3A-2 31, 32
49-3A-1 29-31
49-8A-1 37, 38
51-1A-1 36-37
-63-13A-2 33, 34
54-4B-2 34, 37
62-9B-1 36, 37
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Fig. 26
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