Amended_Sequence_Listing-text.txt
SEQUENCE LISTING

<110> Wwang, chang-Yi

<120> Peptide vaccine for prevention and immunotherapy of dementia of
the Alzheimer's type

<130> 1004263.211sG (2032-SG)

<140> sSG 11201507669y
<141> 2013-04-23

<150> PCT/US2013/037865
<151> 2013-04-23

<150> uUs 13/843,883
<151> 2013-03-15

<160> - 67
<170> PatentIn version 3.5
<210> 1
<211> 42

<212> PRT )
<213> Homo sapiens

<220>

<221> PEPTIDE

<222> (1)..(42)

<223> Abeta 1-42 or APP 770(D672-A713)
<400> 1

Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu val His His GIn Lys

1 5 10 15

Leu val Phe pPhe Ala Glu Asp val ggy ser Asn Lys Gly Aga Ile Ile
3

kG1y Leu Met val Gly Gly val val Ile Ala
35 40

<210> 2

<211> 40

<212> PRT )
<213> Homo sapiens

<220>

<221> PEPTIDE

<222> (1)..40)

<223> Abeta 1-40 or APP770(D672-v711)
<400> 2

Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu val His His GIn Lys
1 _ 5 10 15
Leu val Phe phe Ala Glu Asp val g%y Ser Asn Lys Gly éga Ile 1le
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Gly Leu Met val Gly Gly val V81
35 4

<210> 3

<211> 28

<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE

<222> (D..(28)

<223> Abeta 1-28 or AP770(D672-K699)

<400> 3

Asp Ala Glu Phe Arg His Asp Ser G1y'{%r Glu val His His GIn Lys
1 5 , 15

Leu val phe Phe Ala Glu Asp val Gly Ser Asn Lys
2

<210> 4

<211> 14

<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE

<222> (1)..(14) ,

<223> Abeta 1-14 or APP770(D672-H685)

<400> 4

Asp Ala Glu Phe Arg His Asp Ser Gly I%r Glu val His His
1 5

<210> 5

<211> 12

<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE

<222> (..

<223> Abeta 1-12 or APP 770(D672-V683)

<400> 5

Asp Ala Glu Phe Arg His Asp Ser Gly {gr Glu val
1 5

<210> 6

<211> 10

<212> PRT

<213> Homo sapiens

<220>
<221> PEPTIDE
<222> (1)..{1o
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<223> Abeta 1-10 or APP 770(D672-Y681)

<400> 6

Asp Ala Glu Phe Arg His Asp Ser Gly Tyr
1 5 10
<210> 7

<211> 28

<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE

<222> (1)..(028)

<223> Abeta 15-42 or APP 770(Q686-A711)
<400> 7

Gln Lys Leu val phe Phe Ala Glu Asp val Gly Ser Asn Lys Gly Ala
1 5 10 15

Ile 11e Gly Leu Met val Gly Gly X%1 val Ile Ala

20
<210> 8
<211> 10
<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE

<222> (L)..10

<223> Abeta -9-1 or APP 770(T663-D672)

<400> 8
Thr GTu Glu Ile Ser Glu val Lys Met‘Asp
1 5 10

<210> 9
<211> 10
<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE

<222> (1)..(10

<223> Abeta -8-2 or APP 770(E664-A673)

<400> 9

Glu Glu Ile ser Glu val Lys Met Asp Ala
1 5 10
<210> 10

<211> 10

<212> PRT

<213> Homo sapiens
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<220>
<221>
<222>
<223>

<400>

1

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

£1e Ser Glu val Lys Met Asp Ala Glu Phe
5

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Glu Ile ser Glu gaT Lys Met Asp Ala Glu

Amended_Sequence_Listing-text.txt

PEPTIDE
(..qo ‘
Abeta -7-3 or APP 770(E665-E674)

10
10

11
10
PRT
Homo sapiens

PEPTIDE
(1. . (10
Abetd -6-4 or APP 770(I666-F675)

11
10

12

10

PRT

Homo sapiens

PEPTIDE
(D..(10)
Abeta -5-5 or APP 770(S667-R676)

12

Ser Glu val Lys Met Asp Ala Glu Phe Arg
1 5 10

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

13

10

PRT

Homo sapiens

PROPEP
(..o
Abeta -4-6 or APP 770(E668-H677)

13

Glu val Lys Met Asp Ala Glu Phe Arg His
1 5 10

<210>
<211>
<212>
<213>

14

10

PRT .
Homo sapiens

Page 4



Amended_Sequence_Listing-text.txt

<220>

<221> PEPTIDE

<222> (D..0)

<223> Abeta -3-7 or APP 770(V669-D678)

<400> 14

val Lys Met Asp Ala Glu Phe Arg His Asp
1 5 10

<210> 15

<211> 10

<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE

<222> (1)..(10)

<223> Abeta -2-8 or APP 770(K670-5679)

<400> 15

Lys Met Asp Ala Glu Phe Arg His Asp Ser
1 5 10

<210> 16
<211> 10
<212> PRT
<213> Homo sapiens

<220>

<221> PEPTIDE

<222> (L..(10)

<223> Abeta -1-9 or APP 770(M671-G680)

<400> 16
Met Asp Ala Glu Phe Arg His Asp Ser Gly
1 5 10

<210> 17

<211> 10

<212> PRT i
<213> Homo sapiens

<220>

<221> PEPTIDE

<222> (DL..(10)

<223> Abeta 2-11 or APpP 770(A673-E682)

<400> 17
Ala Glu Phe Arg His Asp Ser Gly Tyr Glu
1 5 10

<210> 18

<211> 10

<212> PRT

<213> Homo sapiens
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<220>
<221>
<222>
<223>

<400>

Glu Phe Arg His Asp Ser Gly Tyr Glu val
1 5

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Phe Arg His Asp Ser Gly Tyr Glu val His
1 5

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Amended_Sequence_Listing-text.txt

PEPTIDE
(D..a0
Abeta 3-12 or APP 770(E674-V683)

18
10

19
10
PRT
Homo sapiens

PEPTIDE
(D..1a0
Abeta 4-13 or APP 770(F675-H684)

19
10

20
10
PRT
Homo sapiens

PEPTIDE
(D..q1om
Abeta 5-14 or APP 770(R676-H685)

20

Arg His Asp Ser Gly Tyr Glu val His His
1 .5

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

1

<210>
<211>
<212>
<213>

21
10
PRT
Homo sapiens

PEPTIDE
(1)..0)
Abeta 6-15 or APP 770(H677-Q686)

21

His Asp Ser Gly Tyr Glu val His His GIn
5

- 10

22
10
PRT
Homo sapiens
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<220>
<221>
<222>
<223>

<400>

Asp Ser Gly Tyr Glu val His His Gln Lys
1 5

C<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Ser Gly Tyr Glu val His His GlIn Lys Leu
1 5

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Amended_Sequence_Listing-text.txt

PEPTIDE
..o
Abeta 7-16 or APP 770(D678-K687)

22

10

23

10

PRT

Homo sapiens

PEPTIDE
(..o
Abeta 8-17 or APP 770(S679-1.688)

23

10

24
10
PRT
Homo sapiens

PEPTIDE
L..ao;
Abeta 9-18 or APP 770(G680-V689)

24

Gly Tyr Glu val His His GlIn Lys Leu X81
1

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

5

25

10

PRT

Homo sapiens

PEPTIDE
(L..qo
Abeta 10-19 or APP 770(Y681-F690)

25

Tyr Glu val His His GIn Lys Leu val Phe

1

<210>
<211>
<212>
<213>

5

26
10
PRT
Homo sapiens
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<220>

<221> PEPTIDE

<222> (L)..010»

<223> Abeta 11-20 or APP 770(E682-F691)

" <400> 26

Glu val His His Gln Lys Leu val phe Phe
1 5 10
<210> 27

<211> 10

<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE

<222> (L)..(10

<223> Abeta 12-21 or APP 770(V683-A692)

<400> 27

val His His GIn Lys Leu val Phe Phe Ala
1 5

<210> 28

<211> 10

<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE

<222> (1)..(10

<223> Abeta 13-22 or APP 770(H684-E693)

<400> 28

His His Gln LyS Leu val phe phe Ala Glu
1 5

<210> 29

<211> 10

<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE

<222> (1..(10)

<223> Abeta 14-23 or APP 770(H685-D694)

<400> 29

His Gin Lys Leu val phe Phe Ala Glu Asp
1 5 : 10

<210> 30
<211> 10
<212> PRT

<213> Homo sapiens
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<220>

<221> PEPTIDE

<222> (D)..(10

<223> Abeta 15-24 or APP 770(Q686-v695)

<400> 30

GIn Lys Leu val Phe Phe Ala Glu Asp val
1 5 10

<210> 31
<211> 7
<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE

<222> (..

<223> Abeta 16-22 or APP 770(K687-E693)

<400> 31

kys Leu val phe Phe Ala Glu
5

<210> 32
<211> 4
<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE
<222> (..
<223> epsilon K

- <220> .

<221> PEPTIDE

<222> (D..&)
<223> spacer A
<400> 32

&ys Lys Lys Lys

<210> 33
<211> 17
<212> PRT

<213> Clostridium tetani

<220>

<221> PEPTIDE

<222> (O..17nH

<223> Clostridium tetani 1 Th

<400> 33
Lys Lys GIn Tyr Ile Lys Ala Asn Ser Lys Phe Ile Gly 1Te Thr Glu
1 5 10 15
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Leu

<210> 34

<211> 15

<212> PRT

<213> Measles virus

<220>

<221> PEPTIDE
<222> (1)..(1A5
<223> MvFl Th

<400> 34

Leu Ser Glu Ile Lys Gly val Ile val His Arg Leu Glu Gly val
1 5 10 15

<210> 35

<211> 24

<212> PRT

<213> Bordetella pertussis

<220>

<221> PEPTIDE

<222> (1)..(Q24)

<223> Bordetella pertussis Th

<400> 35

Gly Ala Tyr Ala érg Cys Pro Asn Gly IBP Arg Ala Leu Thr val Ala
1 !
Glu Leu Arg g%y Asn Ala Glu Leu

<210> 36

<211> 17

<212> PRT

<213> Clostridium tetani

<220>

<221> PEPTIDE

<222> (D..A7

<223> Clostridium tetani 2 Th

<400> 36

Trp val Arg Asp ITle Ile Asp Asp Phe Thr Asn Glu Ser Ser Gln Lys
1 5 10 15

Thr

<210> 37

<211> 23

<212> PRT

<213> diphtheria bacilli
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<220> '
<221> PEPTIDE
<222> (D..(23)
<223> Diphtheria Th
<400> 37

Asp Ser Glu Thr Ala Asp Asn Leu Glu 5%5 Thr val Ala Ala Leu Ser
1 .5 15

Ile tLeu Pro Ggy His Gly Cys
2

<210> 38
<211> 21
<212> PRT

<213> Plasmodium falciparum

<220>

<221> PEPTIDE

<222> (D..Q2D

<223> Plasmodium falciparum Th
<400> 38

Asp His Glu Lys Lys His Ala Lys Met ggu Lys Ala Ser Ser val phe
1 5

Asn val val Asn Ser

<210> 39
<211> 17
<212> PRT

<213> Sschistosoma mansoni

<220>

<221> PEPTIDE

<222> (L)..Qan

<223> Schistosoma mansoni Th

<400> 39

Lys Trp Phe Lys Thr Asn Ala Pro Asn Gly val Asp Glu Lys His Arg
1 5 10 15

His

<210> 40
<211> 25
<212> PRT

<213> tcholera Toxin

<220>
<221> PEPTIDE
<222> (1D..025%
<223> cholera Toxin Th
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<400> 40

Ala Leu Asn Ile grp Asp Arg Phe Asp XgT Phe Cys Thr Leu Gly Ala
1 1

Thr Thr Gly g%r Leu Lys Gly Asn Ser

25
<210> 41
<211> 15
<212> PRT

<213> Measles virus

<220>

<221> PEPTIDE
<222> (1)..(15)
<223> MvF 2 Th

<400> 41

ITe ser 6lu Ile Lys Gly val 1Ile val His Lys Ile Glu Gly Ile
1 5 10 ‘ 15

<210> 42

<211> 22

<212> PRT

-<213> Measles virus

<220>

<221> PEPTIDE
<222> (D..Q22
<223> KKKMVF 3 Th

<220>

<221> MISC_FEATURE
<222> (D)..(D
<223> Sor T

<220>

<221> MISC_FEATURE
<222> (10)..(10®
<223> K or R

<220>

<221> MISC_FEATURE
<222> (1D..AD
<223> Gor T

<220>

<221> MISC_FEATURE
<222> (15)..(15)
<223> Hor T

<220>

<221> MISC_FEATURE
<222> (16)..(16)
<223> K or R

<220>
<221> MISC_FEATURE
<222> (19..019)
<223> Gor T
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<400> 42

Lys Lys Lys Ile Ser Ile Xaa Glu Ile Xaa Xaa val Ile val Xaa Xaa
1 5 10 15

ITe Glu Xaa Ile Leu Phe

20
<210> 43
<211> 18
<212> PRT

<213> Hepatitis B virus

.<220>

<221> PEPTIDE
<222> (1)..(18)
<223> HBsAg 1 Th

<220>

<221> MISC_FEATURE
<222> (1)..(D
<223> K or R

<220> :

<221> MISC_FEATURE
222> (2)..(2)
<223> K or R

<220>

<221> MISC_FEATURE
<222> (3)..03)
<223> K or R

<220>

<221> MISC_FEATURE
<222> (4)..(4)

<223> Lor Iorvorfcr

<220> ;
<221> MISC_FEATURE
<222> (5)..(5)
<223> F or K or R

<220>

<221> MISC_FEATURE
<222> (6)..(6)

<223> LorIorvorfcrF

<220>

<221> MISC_FEATURE
<222> (..

<223> L or IorVvVorfer

<220>

<221> MISC_FEATURE
<222> (9..(9
<223> K or R

<220>

<221> MISC_FEATURE
<222> (10)..(1»

<223> L or IoryVvorfter

<220>
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<221> MISC_FEATURE
<222> (1D..(1D
<223> L or Iorvorfpr

<220>

<221> MISC_FEATURE
<222> (13)..(13)

<223> LorIorvorfcF

<220>

<221> MISC_FEATURE

<222> (15)..(15)

<223> Qor Lor I orvorfF

<220>

<221> MISC_FEATURE
<222> @A7N..A7NH

<223> L or Iorvorftce

<220>

<221> MISC_FEATURE
<222> (18)..(18)
<223> D or R

<400> 43

iaa Xaa Xaa Xaa Xaa Xaa Xaa Thr Xaa Xaa Xaa Thr Xaa Pro Xaa Ser
5

Xaa Xaa

<210> 44
<211> 19
<212> PRT
<213> Measles virus

<220>

<221> PEPTIDE
<222> (1)..(19
<223> MvF 4 Th

<220>

<221> MISC_FEATURE
<222> (4)..(d
<223> S or T

<220>

<221> MISC_FEATURE
<222> (D)..(D
<223> K or R

<220>

<221> MISC_FEATURE
<222> (8)..(8)
<223> Gor T

<220>

<221> MISC_FEATURE
<222> (12)..(12)
<223> Hor T

<220>
<221> MISC_FEATURE
<222> (13)..(13
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<223> K or R

<400> 44

Ile Sef ITe Xaa Glu ITe Xaa Xaa val Ile val Xaa Xaa Ile Glu Thr
1 5 10 15

Ile Leu Phe

<210> 45

<211> 18

<212> PRT

<213> Hepatitis B virus

<220>

<221> PEPTIDE
<222> (1..(18)
<223> HBSAg 2 Th

<220>

<221> MISC_FEATURE
<222> (4)..(4)
<223> I or F

<220>

<221> MISC_FEATURE
<222> (5)..(5)
<223> I or F

<220>

<221> MISC_FEATURE
<222> (6)..(6)
<223> T or L

<220>

<221> MISC_FEATURE
222> (..
<223> I or L

<220>

<221> MISC_FEATURE
<222> (1D..(11D
<223> I or L

<220>

<221> MISC_FEATURE
<222> (14)..(14)
<223> Por I

<220>

<221> MISC_FEATURE
<222> (15)..(15)
<223> Qor T

<220>

<221> MISC_FEATURE
<222> (16)..(16)
<223> Sor T

<220>

<221> MISC_FEATURE
<222> @A7)..(@A7)
<223> Lor I
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<400> 45

Lys Lys Lys Xaa Xaa Xaa Xaa Thr Arg Ile Xaa Thr Ile Xaa Xaa Xaa
1 5 10 15

Xaa Asp

<210> 46
<211> 19
<212> PRT
<213> Measles virus

<220>

<221> PEPTIDE
<222> (1)..(19
<223> MVF 5 Th

<400> 46

Ile ser Ile Thr Glu Ile Lys Gly val Ile val His Arg Ile Glu Thr
1 5 10 15

ITe Leu Phe

<210> 47

<211> 18

<212> PRT

<213> Hepatitis B virus

<220>

<221> PEPTIDE
<222> (1)..(18)
<223> HBsAg 3 Th

<400> 47

Lys Lys Lys Ile §1e Thr ITe Thr Arg {8e Ile Thr Ile Ile Thr Thr
1

Ile Asp

<210> 48

<211> 32

<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE
<222> (1L..(14
<223> Abeta 1-14

<220>

<221> PEPTIDE

<222> (15)..(15)

<223> epsilon K as a spacer
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<220>
<221>
<222>
<223>

<400>

Amended_Sequence_Listing-text.txt

Clostridium tetani 1 Th

PEPTIDE
(16)..(32)
48

Asp Ala Glu phe Arg His Asp Ser Gly Tyr Glu val His His Lys Lys
1 5 ‘ 15

Lys GIn Tyr Ile Lys
20

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

49
26
PRT
Homo sapiens

PEPTIDE

(L..ao0
Abeta 1-10

PEPTIDE
(1D..1n
epsilon K as

PEPTIDE
(12)..(26)
MvF 1 Th

49

Asp Ala Glu Phe Arg
1 5

Gly val Ile Xa1 His

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

50
28
PRT
Homo sapiens

PEPTIDE
(D..12
Abeta 1-12

PEPTIDE
3.1
epsilon K as

PEPTIDE
(14)..028)
MVF 1 Th

50

10

Ala Asn Ser Eys pPhe 11e Gly Ile Thr Glu Leu
5 30

a spacer

His Asp Ser Gly Tyr Lys Leu Ser Glu Ile Lys
10 15

Arg Leu Glu Gly val
25

a spacer
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Asp Ala Glu Phe Arg
1 5

ITe Lys Gly val 1Ile
20

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

51
30
PRT
Homo sapiens

PEPTIDE
(L..048
Abeta 1-14

PEPTIDE
(15)..(15

epsilon K as

PEPTIDE
(16)..030)
MvF 1 Th

51

Asp Ala Glu Phe Arg
1 5

Ser Glu Ile Lys Gly
20

<210>

<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

52

39

PRT

Homo sapiens

PEPTIDE
..14
Abeta 1-14

PEPTIDE
(15)..(15)

epsilon K as

PEPTIDE
(16)..(39

Amended_Sequence_Listing-text.txt

His Asp Ser Gly Tyr Glu val Lys Leu Ser Glu
10 15

val His Arg Leu Glu Gly val
25

a spacer

His Asp Ser Gly Tyr Glu val His His Lys Leu
10 15

val 1Te val His Arg Leu Glu Gly val
25 30

a spacer

Bordetella pertussis Th

52

Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu val His His Lys Gly
1 5

10 15

Ala Tyr Ala Arg Cys Pro Asn Gly Thr Arg Ala teu Thr val Ala Glu
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20 25 30

Leu Arg Gly Asn Ala Glu Leu
. 35 ‘

<210> 53
<211> 32
<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE
<222> (D..(148
<223> Abeta 1-14

- <220>

<221> PEPTIDE

<222> (15)..(15)

<223> epsilon K as a spcer

<220>

<221> PEPTIDE

<222> (16)..(32)

<223> Clostridium tetani 2 Th

"<400> 53

Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu val His His Lys Trp
1 5 10 15

val Arg Asp Ile Ile Asp Asp Phe Thr Asn Glu Ser Ser Gln Lys Thr
20

25 30
<210> 54
<211> 38
<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE
<222> (D..(14
<223> Abeta 1-14

<220>

<221> PEPTIDE

<222> (15)..(15)

<223> epsilon K as a spacer

<220>

<221> PEPTIDE
<222> (16)..(38)
<223> Diphtheria Th
<400> 54

Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu val His His Lys Asp
1 5 10 15

Ser Glu Thr Ala Asp Asn Leu Glu Eys Thr val Ala Ala Leu Ser Ile
20 5
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Leu Pro g]y His Gly Cys
5

<210> 55

<211> 36

<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE
<222> (1)..(14)
<223> Abeta 1-14

<220>

<221> PEPTIDE

<222> (15)..(15)

<223> epsilon K as a spacer

<220>

<221> PEPTIDE

<222> (16)..(36) '

<223> Plasmodium falciparum Th
<400> 55

Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu val His His Lys Asp
1 5 10 15

His Glu Lys Lys His Ala Lys Met Glu Lys Ala Ser Ser val Phe Asn
20 25

val val Asn Ser

35
<210> 56
<211> 32
<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE
<222> (..(14)
<223> Abeta 1-14

<220>

<221> PEPTIDE

<222> (15)..(15)

<223> epsilon K as a spacer

<220>

<221> PEPTIDE

<222> (16)..(32)

<223> Schistosoma mansoni Th

<400> 56
Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu val His His Lys Lys
1 5 10 15

Trp Phe Lys Thr Asn Ala Pro Asn Gly val Asp Glu Lys His Arg His
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20 25 30

<210> 57

<211> 40

<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE
<222> (D..0(14
<223> Abeta 1-14

<220>

<221> PEPTIDE

<222> (15)..(15)

<223> epsilon K as a spacer

<220>

<221> PEPTIDE

<222> (16)..(40)

<223> cCholera Toxin Th

<400> 57

Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu val His His Lys Ala
1 5 10 15

Leu Asn Ile Trp Asp Arg Phe Asp val Phe Cys Thr Leu Gly Ala Thr
20 25 30

Thr Gly Tyr Leu Lys Gly Asn Ser
35

40
<210> 58
<211> 30
<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE
<222> (O..A%
<223> Abeta 1-14

<220>

<221> PEPTIDE

<222> (15)..(15)

<223> epsilon K as a spacer

<220>

<221> PEPTIDE
<222> (16)..(30)
<223> MVF 2 Th
<400> 58

Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu val His His Lys Ile
1 5 10 15

Ser Glu Ile Lys Gly val Ile val His Lys Ile Glu Gly Ile
20 25 30
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<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

59

37

PRT

Homo sapiens

PEPTIDE
D..(14%
Abeta 1-14

PEPTIDE
(15)..015)

epsilon K as

PEPTIDE
(16)..(@37)
KKKMVF 3 Th

MISC_FEATURE

(22)..Q22)
Sor T

MISC_FEATURE
(25)..025)
K or R

MISC_FEATURE
(26)..(26)
Gor T

MISC_FEATURE

(30)..(30)
Hor T

MISC_FEATURE
GL..GL
K or R

MISC_FEATURE
GH..3H
Gor T

59

Asp Ala Glu Phe Arg
1 5

Lys Lys Ile Ser Ile

20

Glu Xaa §1e Leu Phe
5

<210>
<211>

60
33

Amended_Sequence_Listing-text.txt

a spacer

His Asp Ser Gly Tyr Glu val His His Lys Lys
10 15

Xaa Glu ITe Xaa Xaa val Ile val Xaa Xaa Ile
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<212> PRT .
<213> Homo sapiens

<220>

<221> PEPTIDE
<222> (..A48
<223> Abeta 1-14

<220>

<221> PEPTIDE ‘

<222> (15)..(1%

<223> epsilon K as a spacer

<220>

<221> MISC_FEATURE
<222> (16)..(16)
<223> K or R

<220>

<221> MISC_FEATURE
<222> (A7)..Q7)
<223> K or R

<220> ,
<221> MISC_FEATURE
<222> (18)..(18)
<223> K or R

<220>

<221> MISC_FEATURE
<222> (19..(19)

<223> Lor Iorvorfcr

<220>

<221> MISC_FEATURE
<222> (Q0)..020)
<223> F or KorRr

<220>

<221> MISC_FEATURE
<222> (@2D..2L

<223> Lor I orVvorftcr

<220>

<221> MISC_FEATURE
<222> @D..2D

<223> L or I orVvVorfte

<220>

<221> MISC_FEATURE
<222> (24)..024)
<223> K or R

<220>

<221> MISC_FEATURE
<222> (25)..(25)

<223> L or I or VorfF

<220>

<221> MISC_FEATURE
<222> (26)..(0(26)

<223> Lor Iorvorete

<220>
<221> MISC_FEATURE
<222> (28)..(028)
<223> Lor I orvorece
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<220>

<221> MISC_FEATURE

<222> (30)..(30)

<223> Qor LorIorvorfcr

<220>

<221> MISC_FEATURE
<222> (32)..(32)

<223> Lor I orvortcr

<220> .
<221> MISC_FEATURE
<222> (33)..(33)
<223> D or R

<400> 60

Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu val His His Lys Xaa
1 5 10 15

Xaa Xaa Xaa Xaa Xaa Xaa Thr Xaa Xaa Xaa Thr Xaa Pro Xaa Ser Xaa

25 30
Xaa
<210> 61
<211> 31
<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE

<222> (1)..(14)

<223> (Abeta 1~14) x 4 as branched peptide

<220>

<221> PEPTIDE

<222> (15)..(15)

<223> (epsilon K) x 2 as a linker

<220>

<221> PEPTIDE

<222> (16)..(16)

<223> epsilon K as Tlinked spacer

<220>
<221> PEPTIDE

<222> (17)..(3L)
<223> M™MvF 1 Th

<400> 61

Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu val His His Lys Lys
1 ' 5 10 15
Leu Ser Glu Ile Lys Gly val Ile val His Arg Leu Glu Gly val

20 25 30

<210> 62
<211> 37
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<212> PRT i ,
<213> Homo sapiens

<220>

<221> PEPTIDE
<222> (L..00%
<223> Abeta 1-14

<220>

<221> PEPTIDE

<222> (15)..(15)

<223> epsilon K as a Tinked spacer

<220>

<221> PEPTIDE
<222> (16)..(Q37)
<223> KKK- MvF 4 Th

<220>

<221> MISC_FEATURE
<222> (22)..022)
<223> Sor T

<220>

<221> MISC_FEATURE
<222> (25)..(25)
<223> K or R

<220>

<221> MISC_FEATURE
<222> (26)..026)
<223> Gor T

<220>

<221> MISC_FEATURE
<222> (30)..(30)
<223> Hor T

<220>

<221> MISC_FEATURE
<222> GL..3BL
<223> K or R

<400> 62

Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu val His His Lys Lys
1 5 10 15

Lys Lys Ile Ser Ile Xaa Glu ITe Xaa Xaa val Ile val Xaa Xaa Ile
20 25 30

Glu Thr gge Leu Phe

<210> 63

<211> 33

<212> PRT

<213> Homo sapiens

<220>
<221> PEPTIDE
<222> (L..(¢4
<223> Abeta 1-14
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<220>
<221>

<222>

<223>

<220>
<221>

© <222>

<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

PEPTIDE
(15)..(15)
epsilon K as

PEPTIDE
16e)..(33
HBsAg 2 Th

MISC_FEATURE
(19)..(19
I ortkEk

MISC_FEATURE
(20)..020)
IorcF

MISC_FEATURE
QD..2L
Tor L

MISC_FEATURE
(22)..(22)
I or L

MISC_FEATURE
(26)..(026)

,I or L

MISC_FEATURE
29..29
PorI

MISC_FEATURE
(30)..(30)
Qor T

MISC_FEATURE
(3D..GL
SorT

MISC_FEATURE
(32)..(32)
L orlI

63

Asp Ala Giu Phe Arg
1 5

Lys Lys Xaa Xaa Xaa
20

Asp

Amended_sequence_Listing-text.txt

a linked spacer

His Asp Ser Gly Tyr Glu val His His Lys Lys
10 15

Xaa Thr Arg Ile Xaa Thr Ile Xaa Xaa Xaa Xaa
25
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<210> 64

<211> 37

<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE
<222> (D..(14)
<223> Abeta 1-14

<220>

<221> PEPTIDE

<222> (15)..(15%)

<223> epsilon K as a Tinked spacer

<220>

<221> . PEPTIDE
<222> (16)..(37)
<223> KKK-MvF 5 Th
<400> 64

Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu val His His Lys Lys

1 5 10 15

Lys Lys Ile Ser Ile Thr Glu Ile Egs Gly val 1le val ggs Arg Ile
2

Glu Thr ITe Leu Phe

<210> 65
<211> 33
<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE
<222> (..(14
<223> Abeta 1-14

<220>

<221> PEPTIDE

<222> (15)..(15)

<223> epsilon K as a Tinked spacer

<220>

<221> PEPTIDE
<222> (16)..(33)
<223> HBsAg 3 Th
<400> 65

Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu val His His Lys Lys

1 5 10 15

Lys Lys Ile Ile Thr Ile Thr Arg gge ITe Thr 1le 1le Thr Thr Ile
20
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Asp

<210> 66
<211> 16
<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE

<222> (1)..(16)

<223> Abeta 1-16 or APP 770(D672-K687)

<400> 66

Asp Ala Glu Phe Arg His Asp Ser Gly Tyr-Glu val His His GIn Lys
1 5 10 15
<210> 67 .

<211> 26

<212> PRT

<213> Homo sapiens

<220>

<221> PEPTIDE

<222> (1)..(26)

<223> Abeta 17-42 or APP 770(1.688-A713)

<400> 67

Leu val phe Phe Ala Glu Asp val Gly Ser Asn Lys Gly Ala Ile Ile
1 5 10 15

Gly Leu Met val Gly Gly val val 1Ile Ala
20 25
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