Claims

1. A humanized-erchimericbispecific antibody comprising:
a first antigen binding region for specifically binding to human CD3, wherein

satd—antibody—comprisesabindingregien—comprising a_heavy chain variable (VH) region
EBRLEBbR2—anrd—EbR3-having the seguereessequence as set forth in SEQ ID NOs+—1;
2NO: 6, and 3;—+respeetively;—anda light chain variable (VL) region EBRLEBR2and-CBR3
having the sequencesassetforthir SEQIDNO:-4—thesequenrce- GFN;—and-the-sequence
as set forth in SEQ ID NO: 5;+espeetively-10; and

a second antigen binding region for specifically binding to human CD20.

2. The bispecific antibody according to claim 1, wherein said VH+egien-hasatteast50%;
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comprisesantFeregion-comprisinga-first-anda-seecond-bispecific antibody comprises a first

immunoglobulin heavy chain-
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second heavy chains the amino acids in the positions corresponding to positions L234 and

L235 in a human IgG1 heavy chain, are F and E;-erAard-A, respectively-, wherein the amino acid

positions are numbered according to the EU nhumbering system.

and second heavy chains the amino acids in the positions corresponding to positions L234
and L235 in a human IgG1l heavy chain, are F and E;—erA-—and-A, respectively—, wherein

the amino acid positions are numbered according to the EU numbering system.

second heavy chains the amino acids in the positions corresponding to positions L234,
L235, and D265 in a human IgG1 heavy chain, are ret-+F, E, and BA, respectively-, wherein the

amino acid positions are numbered according to the EU numbering system.
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33—Fhe8. A bispecific antibody aecerding—teo—any—of—<claims—28—teo—32—wherein
satdcomprising:
a first immunoglobulin heavy chain and a first immunoglobulin light chain, which are
connected via disulfide bridges forming a first antigen binding region is—accerdingte
any—of—<claims—1—te—7—and——said—second—for specifically binding to human CD3,

comprising a heavy chain variable (VH) region binds-having the sequence as set forth

in SEQ ID NO: 6, and a light chain variable (VL) region having the sequence as set
forth in SEQ ID NO: 10, and

a second immunoglobulin heavy chain and a second immunoglobulin light chain,

which are connected via disulfide bridges forming a second antigen binding region for

specifically binding to a different target than said first antigen binding region-;

fanuecleicacid-sequenceencodingalightchainsequence-efwherein in at least one

of the first and the second heavy chains, the amino acids in the positions

corresponding to position L234, L235, and D265 in a human IgG1 heavy chain are F,

E, and A, respectively, the amino acid in the position corresponding to F405 in a

human IgG1l heavy chain is L in the first heavy chain, and the amino acid in the

position corresponding to K409 in a human IgG1 heavy chain is R in the second heavy

chain, wherein the amino acid positions are numbered according to the EU numbering

system.

9. The bispecific antibody of claim 8, wherein in both the first and the second heavy chains

the amino acids in the positions corresponding to position L234, L235, and D265 in a

human IgG1 heavy chain are F, E, and A, respectively.

10. The bispecific antibody of claims 8 or 9, wherein the first heavy chain comprises a

heavy chain constant region of SEQ ID NO:25.
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11. The bispecific antibody of any one of claims 8 to 22, wherein the second heavy chain
comprises a humanized-orchimericheavy chain constant region of SEQ ID NO:26.

12. The bispecific antibody according to any one of claims ++te33++%f8 to 11, wherein the

second antigen binding region is for specifically binding to human CD20.

ii-both-()-and-(i):

13. The bispecific antibody according to claim 12, wherein the second antigen binding

region comprises a heavy chain comprising a heavy chain variable region having the

sequence as set forth in SEQ ID NO: 29, and a light chain comprising a light chain variable

region having the sequence as set forth in SEQ ID NO: 30.

14. The bispecific antibody according to claim 9, wherein the second heavy chain

comprises a heavy chain variable region having the sequence as set forth in SEQ ID NO:

29, and a light chain comprising a light chain variable region having the sequence as set
forth in SEQ ID NO: 30.

15. The bispecific antibody according to claim 14, wherein the bispecific antibody is a full-

length antibody.

16. A composition comprising ar—antibedy—accordingte-the bispecific antibody as defined
in any one of claims 1 to 12 together with an excipient, diluent or carrier.

17. A composition comprising the bispecific antibody as defined in any one of claims 1+te

27-era-bispecific antibedyaccerdingteanyoneofclaims28+e3313 to 15; together with

an excipient, diluent or carrier.

104



3518. A pharmaceutical composition comprising the bispecific antibody aecerding—teas
defined in any one of claims 1 to 27-erbispecific antibedyaccordingteanyoneofclaims

28-+te3313 and a pharmaceutical acceptable carrier.

41-—Fhe—antibody—accerding—to—anyone—-of claims—1—+te274——said—19. A pharmaceutical

composition comprising the bispecific antibody as defined in any one of claims 13 to 15

and a pharmaceutical acceptable carrier.

20. The bispecific antibody aecerding-te-as defined in any one of claims 281 to 33;said12,
the composition accerding—teas defined in claim 3816, or saidthe pharmaceutical
composition aceerding-teo-as defined in claim 39;18 for use ir-as a medicament.

21. The bispecific antibody as defined in any one of claims 13 to 15, the composition as

defined in claim 17, or the pharmaceutical composition as defined in claim 19 for use as a

medicament.

22. A use of the bispecific antibody as defined in any one of claims 1 to 12, the composition

as defined in claim 16, or the pharmaceutical composition as defined in claim 18 for

preparation of a medicament for the treatment of a disease-

elaims—1—+te27/,—satd-use of the bispecific antibody aecerding—te-as defined in any one of
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claims 2813 to 33;—satdl5, the composition aceerding—+te—as defined in claim 3817, or

satdthe pharmaceutical composition aceerding—teas defined in claim 39—+te—a—subjeet

47—A-methodpreparation of a medicament for detecting-thepresence-of-Cb3-antigen;ora
eel—expressing—ED3—n—a—sample—comprising—the steps—efi—treatment of a cancer, an

infectious disease, or an autoimmune disease.
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