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RNA-Seq (SYtiB)_

Z - score

N . o)}

log1o FC (hSATII / Vector)

o

ATAC-Seq

CXCL11
CXCLS8

o!FNB1

IL6

CXCL10 CXCL3

CXCL2

lL‘]BIL15 CXCL16

25 0 25 5
logio FC (hSATa / Vector)
FIG.3B

3/25



Gene set enrichment analysis (SV1is8)
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Gene ontology analysis (Molecular Functions, p < 0.01)
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Western blot (HEK-293T)
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RT-gPCR (SVts8)
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PDL 48 63 74
(kDa)

130 @S Sl . & | CTCF

72 w—— — Lamin-B1

3 | GRS ( CAPDH

FIG.5D

ChlP-Seq (SVts8)

CTCF peaks
Vector hSATII RNA
'———-...\ "---.‘\
f N N

\ \ / /
< L 4 /
R J 4
\\""-.___-" \...----"l
ChlIP-Seq (SVts8)
8 Vector hSATII RNA
@ e VleCtOr | '
C
o . ~— hSATII RNA 3
86 @
%] (=]
©
: 4 ;:
o P =0.02805 s o
N = @
T 4 v £
E 3} | 5
0 T { ) 1
-2 0 +2 -2 0 +2-2 0 +2

Distance from center of CTCF peaks (kb) Distance from center of CTCF peaks (kb)

FIG.6B

8/25

o N B2 O



ChIP-gPCR (SV1ts8)
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RT-gPCR (small EVs)
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Pancreatic cancer cells
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Proliferative

PD 36 PD 69 PD 77 PD 80

DNA/nSATII

il g
- L L

Log2 Length (um)

ILTA
CDKN2A
HSATII
B LMNB1
CXCLW
CDKN1A
IFNA1
IL6

PD 50 60 69 77 80 81 82 83 RS

20/25



ACRO1 (Log10)
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DNA-FISH
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