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10. A polypeptide according to any preceding claim, further comprising one or more further
sequences from an influenza virus protein.

11. A polypeptide according to any one of claims 2 or 4-9, wherein when the polypeptide is at
least 85% homologous to SEQ ID NO: 2, the protein is an influenza M1 protein, when the
polypeptide is at least 85% homologous to SEQ ID NO: 3, the protein is an influenza NP
protein, when the polypeptide is at least 85% homologous to SEQ ID NO: 4, the protein is
an influenza NP protein, when the polypeptide is at least 85% homologous to SEQ ID NO: 5,
the protein is an influenza PB 1 protein, and when the polypeptide is at least 85%
homologous to SEQ ID NO: 6, the protein is an influenza M2 protein.

12. A polypeptide according to any preceding claim, wherein said homology is substantially
100%.

13. A polypeptide according to any preceding claim, wherein the epitope comprises 8, 9, 10 or
11 amino acids or more.

14. A polypeptide according to any preceding claim, having from 8-40 amino acid residues.

15. A polypeptide according to any preceding claim comprising from 15-35 amino acid
residues.

16. An immunogenic multi-epitope polypeptide, which multi-epitope polypeptide comprises two
or more polypeptides wherein the polypeptides comprise one or more sequences having at
least 85% homology with any of SEQ ID NO: 2, or which multi-epitope polypeptide
comprises two or more epitopes having 7 amino acids or more, each epitope having at least
85% homology with a sub-sequence of any of SEQ ID NO: 2 that has the same length as
the epitope:

SEQ ID 2 LLYCLMVMYLNPGNYSMQVKLGTLCALCEKQASHS

wherein, the multi-epitope polypeptide is immunogenic in a vertebrate expressing a major
histocompatibility complex (MHC) allele.

17. An immunogenic multi-epitope polypeptide according to claim 16, which further comprises
all of the polypeptides of SEQ ID NOS: 3, 4, and 6, or comprises a polypeptide for each of
SEQ ID NOS: 3, 4, and 6 having at least 85% homology for that sequence.

18. An immunogenic multi-epitope polypeptide according to claim 16, which further comprises
all of the polypeptides of SEQ ID NOS: 3-6, or comprises a polypeptide for each of SEQ ID
NOS: 3-6, having at least

85% homology for that sequence.

19. An immunogenic multi-epitope polypeptide, which multi epitope polypeptide comprises two
or more polypeptides wherein each polypeptide comprise one or more sequences defined
by the following amino acid residues of an influenza virus protein, or which multi-epit[[i]]ope






