10

15

20

25

30

CLAIMS

1. An antibody which binds to human CD37 comprising: (a) a variable heavy chain (VH)
region comprising the CDR1, CDR2, and CDR3 sequences set forth in SEQ ID NOs: 23, 24,
and 25, respectively, and a variable light chain (VL) region comprising the CDR1, CDR2, and
CDR3 sequences set forth in SEQ ID NO: 27, the sequence YAS, and SEQ ID NO: 31,
respectively, or (b) a VH region comprising the CDR1, CDR2, and CDR3 sequences set forth
in SEQ ID NOs: 16, 17, and 18, respectively, and a VL region comprising the CDR1, CDR2,
and CDR3 sequences set forth in SEQ ID NO: 20, the sequence KAS, and SEQ ID NO: 21,

respectively.

2. The antibody of claim 1, which comprises the VH region comprising the CDR1, CDR2, and
CDR3 sequences set forth in SEQ ID NOs: 23, 24, and 25, respectively, and the VL reqgion
comprising the CDR1, CDR2, and CDR3 sequences set forth in SEQ ID NO: 27, the
sequence YAS, and SEQ ID NO: 31, respectively.

3. The antibody of claim 1, which comprises the VH region comprising the CDR1, CDR2, and
CDR3 sequences set forth in SEQ ID NOs: 16, 17, and 18, respectively, and the VL region
comprising the CDR1, CDR2, and CDR3 sequences set forth in SEQ ID NO: 20, the
sequence KAS, and SEQ ID NO: 21, respectively.

4. The antibody of claim 2, which comprises a VH region comprising the amino acid sequence
set forth in SEQ ID NO: 22 and a VL region comprising the amino acid seqguence set forth in
SEQ ID NO: 29.

5. The antibody of claim 3, which comprises a VH region comprising the amino acid sequence
set forth in SEQ ID NO: 15 and a VL region comprising the amino acid seqguence set forth in
SEQ ID NO: 19.

6. The antibody of claim 2, which comprises a human IgG1 heavy chain constant region.

7. The antibody of claim 3, which comprises a human IgG1 heavy chain constant region.

8. The antibody of claim 6, wherein the human IgG1 heavy chain constant region comprises a
substitution of glutamic acid at position 430 for glycine, and wherein the amino acid residue is
numbered according to the EU Index.

9. The antibody of claim 7, wherein the human 1gG1 heavy chain constant region comprises a
substitution of glutamic acid at position 430 for glycine, and wherein the amino acid residue is
numbered according to the EU Index.

10. The antibody of claim 2, which comprises a kappa light chain constant region.
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11. The antibody of claim 3, which comprises a kappa light chain constant region.

12. A bispecific antibody comprising a first ang-secend-antigen-binding region-arm and a
second binding te-human-CbB37havingarm, wherein the sequence-6f SEQID-NO:62,and
first binding arm comprises a first andantigen-binding region and the second Fe+region-of-a
human-immunoglobulin-wherein-the-first-and-binding arm comprises a second antigen-
binding regions-bind-different-epitopes-on-Cb374—andregion, wherein both the first antigen-
blndlnq reqmn and second F(:—Fegens—emnanse—ene—epmereﬂmne—aerd—mu%anen&m

antigen-binding region compnses a variable heavy chain (VH) reouon comprising the CDR1,

CDR2, and CDR3 sequences set forth in SEQ ID NOs: 23, 24, and 25, respectively, and a
variable light chain (VL) region comprising the CDR1, CDR2, and CDR3 sequences set forth
in SEQ ID NO: 27, the sequence YAS, and SEQ ID NO: 31, respectively, and (b) the second
antigen-binding region comprises a VH region comprising the CDR1, CDR2, and CDR3
sequences set forth in SEQ ID NOs: 16, 17, and 18, respectively, and a VL region comprising
the CDR1, CDR2, and CDR3 sequences set forth in SEQ ID NO: 20, the sequence KAS, and
SEQ ID NO: 21.

13. The bispecific antlbody of claim 212, wherein-said: (a) the first antigen-binding region
fthcomprises a

Sb37antibedy-VH region comprising the EBR-sequences:

VH-CEDBR1amino acid sequence set forth in SEQ ID NO: 16;

VH-EBR222 and a VL region comprising the amino acid sequence set forth in SEQ ID
NO: 14

VH-EDBR329, and (b) the second antigen-binding region comprises a VH region

comprising the amino acid sequence set forth in SEQ ID NO: 48;

VE-EPR2115 and a VL region comprising the amino acid sequence set forth in SEQ ID NO: 206;

3.14. The bispecific antlbody of any—ene—ef—the—p#eeemng—elalmsclalm 13, Whereln saidthe first
antigen-binding regien N i .
eempn&ng—the—GDR—sequnee&arm comprises a flrst human Iqu heavv chaln constant
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region and the second binding arm comprises a second human IlgG1 heavy chain constant
region.

4.15. The bispecific antibody of any-ene-ofthepreceding-claimsclaim 14, wherein saidboth
the first antigen-binrdingand second human IgG1 heavy chain constant regions comprise a
substitution of glutamic acid at position 430 for glycine, and wherein the amino acid residue is
numbered according to the EU Index.

16. The bispecific antibody of claim 14, wherein the first human IgG1 heavy chain constant
region comprises the-CbR-segquences:a substitution of phenylalanine at position 405 for
leucine, wherein the second human 1gG1 heavy chain constant region comprises a
substitution of lysine at position 409 for arginine, and wherein the amino acid residues are
numbered according to the EU Index.

5:17. The bispecific antibody of claim 14, wherein the first human IgG1 heavy chain constant
region comprises a substitution of lysine at position 409 for arginine, wherein the second
human IgG1 heavy chain constant region comprises a substitution of phenylalanine at
position 405 for leucine, and wherein the amino acid residues are numbered according to the
EU Index.
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18. The bispecific antibody of ary-ene-efthe-preceding-claimsclaim 13, wherein saidboth the
first antigen-binding arm and second binding arm comprise a human kappa light chain

constant region-cemprises-the-\VVH-and-\/Lsegquences:.

MH-CBR3-comprising a first binding arm comprising a first heavy chain and a first light

chain and a second binding arm comprising a second heavy chain and a second light

chain, wherein both the first binding arm and second binding arm bind to human CD37,

and wherein: (a) the first heavy chain comprises a variable heavy chain (VH) reqgion

comprising the amino acid sequence set forth in SEQ ID NO: 44;
VE-EBR3-22, and the first light chain comprises a variable light chain (VL) region
comprising the amino acid sequence set forth in SEQ ID NO: 146065}
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MH-CBR129, and (b) the second heavy chain comprises a VH region comprising the

amino acid sequence set forth in SEQ ID NO: 9;

VH-EBR215, and the second light chain comprises a VL region comprising the amino
acid sequence set forth in SEQ ID NO: 16,

VH-CBR3-seguence-19, wherein the first heavy chain and second heavy chain comprise
heavy chain constant regions comprising the amino acid sequences set forth in SEQ 1D

VE-CEBRANOs: 59 and 60, respectively, and wherein both the first light chain and second light
chain comprise a light chain constant region comprising the amino acid sequence set forth in

SEQ ID NO: 13,.61.

ME-EBR3-20. A hispecific antibody comprising a first binding arm comprising a first heavy

chain and a first light chain and a second binding arm comprising a second heavy chain

and a second light chain, wherein both the first binding arm and second binding arm bind

to human CD37, and wherein: (a) the first heavy chain comprises a variable heavy chain
(VH) region comprising the amino acid sequence set forth in SEQ ID NO: 14{005}-

MH-CBR122. and the first light chain comprises a variable light chain (VL) region

comprising the amino acid sequence set forth in SEQ ID NO: 9;

MH-CBR229, and (b) the second heavy chain comprises a VH region comprising the

amino acid sequence set forth in SEQ ID NO: 16;
MH-CPBR3-15, and the second light chain comprises a VL region comprising the amino
acid sequence set forth in SEQ ID NO: 11,
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VL-CDR1 sequenee-19, wherein the first heavy chain and second heavy chain comprise
heavy chain constant regions comprising the amino acid sequences set forth in SEQ 1D

VE-EPBR3-NOs: 60 and 59, respectively, and wherein both the first light chain and second light
chain comprise a light chain constant region comprising the amino acid sequence set forth in

SEQ ID NO: 14.{0051.61.
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