<?xml version="1.0" encoding="UTF-8"?>
<IDOCTYPE ST26Sequencelisting PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26Sequencelisting V1_3.dtd">
<ST26SequencelListing originalFreeTextLanguageCode="en" dtdVersion="v1_ 3"
fileName="non-infectious Tlh.xml" softwareName="WIPO Sequence"
softwareVersion="2.3.0" productionDate="2024-02-14">
<ApplicationIdentification>
<IPOfficeCode>CU</IPOfficeCode>
<ApplicationNumberText>2021-0074</ApplicationNumberText>
<FilingDate>2021-09-08</FilingDate>
</ApplicationIdentification>
<ApplicantFileReference>722021CU00</ApplicantFileReference>
<EarliestPriorityApplicationIdentification>
<IPOfficeCode>CU</IPOfficeCode>
<ApplicationNumberText>2021-0074</ApplicationNumberText>
<FilingDate>2021-09-08</FilingDate>
</EarliestPriorityApplicationIdentification>
<ApplicantName languageCode="es">CENTRO DE INMUNOLOGIA
MOLECULAR</ApplicantName>
<InventorName languageCode="es">Garcia Vega, Yanelda de los
Angeles</InventorName>
<InventorNamelLatin>Yanelda</InventorNamelLatin>
<InventionTitle languageCode="en">Use of anti-CD6 monoclonal antibodies
in the prevention of cellular and organ damage resulting from hyper-inflammatory
response</InventionTitle>
<SequenceTotalQuantity>6</SequenceTotalQuantity>
<SequenceData sequenceIDNumber="1">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="ql1">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>Secuencia artificial</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>EVQLVESGGGLVKPGGSLKLSCAASGFKFSRYAMSWVRQAPGKRLEWVATISSGGSYIYYPD
SVKGRFTISRDNVKNTLYLQMSSLRSEDTAMYYCARRDYDLDYFDSWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="2">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg3">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>Secuencia artificial</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCKASRDIRSYLTWYQQKPGKAPKTLIYYATSLADGVPSRF
SGSGSGQDYSLTISSLESDDTATYYCLQHGESPFTLGSGTKLEIK</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="3">
<INSDSeq>
<INSDSeq_length>109</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..109</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
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<INSDQualifier id="g5">
<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>Secuencia artificial</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCKASRDIRSYLTWYQQKPGKAPKTLIYYATSLADGVPSRF
SGSGSGQDYSLTISSLESDDTATYYCLQHGESPFTFGSGTKLEIKRA</INSDSeq sequence>
</INSDSeqg>
</SequenceData>
<SequenceData sequenceIDNumber="4">
<INSDSeq>
<INSDSeq_length>449</INSDSeq_length>
<INSDSeq _moltype>AA</INSDSeq moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..449</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q7">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>Secuencia artificial</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVESGGGLVKPGGSLKLSCAASGFKFSRYAMSWVRQAPGKRLEWVATISSGGSYIYYPD
SVKGRFTISRDNVKNTLYLQMSSLRSEDTAMYYCARRDYDLDYFDSWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTA
ALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSC
DKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTY
RVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_seq
uence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="5">
<INSDSeqg>
<INSDSeq length>208</INSDSeq length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq _division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..208</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol type</INSDQualifier name>

<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q9">

<INSDQualifier_name>organism</INSDQualifier name>

<INSDQualifier_value>Secuencia artificial</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCKASRDIRSYLTWYQQKPGKAPKTLIYYATSLADGVPSRF
SGSGSGQDYSLTISSLESDDTATYYCLQHGESPFTLGSGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKS</INSDSeq_sequ
ence>
</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="6">
<INSDSeqg>
<INSDSeq length>216</INSDSeq length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq _division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..216</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mol type</INSDQualifier name>
<INSDQualifier_value>protein</INSDQualifier value>

</INSDQualifier>

<INSDQualifier id="q12">

<INSDQualifier_name>organism</INSDQualifier name>

<INSDQualifier_value>Secuencia artificial</INSDQualifier_value>
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</INSDQualifier>
</INSDFeature quals>
</INSDFeature>
</INSDSeq feature-table>

<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVTITCKASRDIRSYLTWYQQKPGKAPKTLIYYATSLADGVPSRF
SGSGSGQDYSLTISSLESDDTATYYCLQHGESPFTFGSGTKLEIKRARTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFY
PREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSD
Seqg_sequence>
</INSDSeq>
</SequenceData>
</ST26Sequencelisting>
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