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Figure 1: 1/2

Sequence of the Archaeoglobus fulgiaus exonuclease 11 gene:
SEQID NO.: 20/21
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ATGCTCARARATCGCCACCTTCARCGTARRCTCCATCAGGAGCAGACTGCACATCGTGATT
————————— T S e e
TACGAGTTTTAGCGETGGARCTTGCATTTGAGGTAGTCCTCGTCTGACGTGTAGCACTAR

M L K I A T F N V N § I R § R L H I Vv I

CCGTGGCTGAAGGAGAACRAGCCTGACATTCTATGCAT GCAGGRAGACGRAGGTTGAGAAC
————————— s e e b et 3
GGCACCGACTTCCTCTTGTTCGGACTGTARGRTACGTACGTCCTCTECTTCCAACTCTTG
P W L K E N K P D I L C M Q E T K VvV E N

AGGAAGTTTCCTGAGGCCGATTTTCACCGCATCGGCTACCACGTCGTCTTCAGCGGGAGT
————————— T et T
TCCTTCARAGGACTCCGGCTARRAGTGGCGTAGCCGATGEGTGCAGCAGRAGTCGCCCTLG
R K F P E A DU F HU R I G Y H V VvV F 5 G 8§

ARGGGAAGGAATGGAGTGGLCATAGCTTCCCTCEARGAGCCTGAGGATGTCAGCTTCGGT
————————— e Tt el
TTCCCTTCCTTACCTCACCGETATCGARAGGGAGCTTCTCGGACTCC TACAGTCGRAGCCA
K 6 R N 6 V. A I A §$ L E E P E D V S5 F G

CTCGATTCAGAGCCGAAGGACCAGGACAGGCTGATAAGGGCARAGATAGCTGGCATAGAC
————————— T A e e e I e Lt
GAGCTAAGTCTCGGCTTCITGCTCCTGTCCGACTATTCCCGTTTCTATCGACEGTATCTG
L D S E P K D E D KL I R A K I A G I D

GCTGATTAACACCTACGTT ZCTCAGGGATTCARARTTGACAGCGRAGAAGTACCAGTACRAG
————————— L T i e 4
CACTRATTGTGGATGCAASGAGTCCCTAAGTT TTARCTGTCGCTCTTCATGEGTCATGTTC
v I N T Y VvV P Q G F K I » 8 E K Y Q Y K

CTCCAGTGGCTTGAGAGGCTTTACCATTACCTTCARAARACCGT TGACTTCAGRAGCTTT
--------- e e m e — e — e e}
GAGGTCACCGARCTCTCCGARATGGTAATGGAAGTTTTTTGGCRACTGRAGTCTTCGARA
L ¢ W L E R L ¥ H ¥ L ¢ K T v Db F R 85 F

GCTGETTTGCTGTGGAGACATGARCGTTGCTCCTGAGCCARTCGACGTTCACTCCCCAGAC
--------- e e T
CCACARACCACACCTCTGTACT TGCAACGAGGACTCGETTAGCTGCARGTGAGGGGTCTG
A V W C G DM XX V A P E P I D V H S P D

ARGCTGARGAACCACGTCTGCTTCCACGAGGATGCGAGAAGGGCATACARAARRRTACTC
————————— T e et e Tt

TTCGACTTCTTGGTGCAGRCGAAGGTGCTCCTACGCTCTTCCCGTATGTTTTITTATGAG
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Figare 1: 2/2
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GAACTCGGCTTTGTTCACGTGCTGAGRARAATACAT CCCAACGAGAGAATTTACACCTTC
CTTGAGCCGARACARCTGCACGACTCTTTTTATGTAGGET TGCTCTCTTARRTGTGGAAG

E L 6 F v D Vv L R K I H P NEUR I ¥ T F -
TACGACTACAGGGTTAREGGAGCCATTGAGCGGGGGECTGGGATGGAGGETTGATGCCATC
————————— e m e b ——mm e m— e m e m m e —— — 660
ATGCTGATGTCCCAATTCCCTCGGTARACTCGCCCCCGACCCTACCTCCCARCTACGGTAG
Y D Y R V K G 2 1 ER G L 6 W R V D A I -
CTCGCCACCCCACCCCTCGCCGARAAGATGCGTGGACTGCTACGCAGACATCARACCGAGE
GAGCGGETGGGETGEGGAGCGGCTTTCTACGCACCTGACGATGCGTCTGTAGTTTGGCTCC
L A T P P L A E R C V D C Y A D I K P R -
CTGGCAGARRAAGCCATCCGACCACCTCCCTCTCGTTGCTETECTTTGACGTGTAG
————————— e LT T e A L

GACCGTCTTTTCGGTAGGC TGGTGGAGGGAGAGCAACCGRACACAARCTGCACATC
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Figure 2:

Temperature stability of Afu exonuclease I1I
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Figure 3:

Test for exonuclease III activity
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Figure 4:
Principle of the 3'-primer correction assay
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Figure 5:

Mismatched primer correction in PCR
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Figure 6B:
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Figure 7:




15 MAR 2004

WO 01/23583 PCT/EP00/09423
10/14

Figure 8:

UNG treatment of dUMP containing PCR products
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Figure 11
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Figure 12
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