
SEQUENCE LISTING 

<110> AbGenomics Corporation 

<120> ANTIBODIES 

<130> A0871.70002W000 

<140> PCT/US2005/016357 
<141> 2005-05-10 

<150> US 60/569,892 
<151> 2004-05-10 

<160> 100 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 16 
<212> PRT 
<213> Mus musculus 

<400> 1 
Arg Ser Ser Gln Ser Ile Val His Asn Asp Gly Asn Thr Tyr Phe Glu 
1 	 5 	 10 15 

<210> 2 
<211> 7 
<212> PRT 
<213> Mus musculus 

<400> 2 
Lys Val Ser Asn Arg Phe Ser 
1 	 5 

<210> 3 
<211> 9 
<212> PRT 
<213> Mus musculus 

<400> 3 
Phe Gln Gly Ser Tyr Val Pro Leu Thr 
1 	 5 

<210> 4 
<211> 5 
<212> PRT 
<213> Mus musculus 

<400> 4 
Ser Phe Gly Met His 
1 	 5 
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<210> 5 
<211> 17 
<212> PRT 
<213> Mus musculus 

<400> 5 
Tyr Ile Asn Gly Gly Ser Ser Thr Ile Phe Tyr Ala Asn Ala Val Lys 
1 	 5 10 15 

Gly 

<210> 6 
<211> 11 
<212> PRT 
<213> Mus musculus 

<400> 6 
Tyr Ala Ser Tyr Gly Gly Gly Ala Met Asp Tyr 
1 	 5 10 

<210> 7 
<211> 12 
<212> PRT 
<213> Mus musculus 

<400> 7 
Arg Ala Ser Ser Thr Val Asn Ser Thr Tyr Leu His 
1 	 5 10 

<210> 8 
<211> 7 
<212> PRT 
<213> Mus musculus 

<400> 	8 
Gly Ser Ser Asn Leu Ala Ser 
1 	 5 

<210> 9 
<211> 9 
<212> PRT 
<213> Mus musculus 

<400> 9 
Gln Gln Tyr Ser Gly Tyr Pro Leu Thr 
1 	 5 

<210> 10 
<211> 5 
<212> PRT 
<213> Mus musculus 

<400> 10 
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Ala Tyr Tyr Ile His 
1 	 5 

<210> 11 
<211> 16 
<212> PRT 
<213> Mus musculus 

<400> 11 
Val Asn Pro Asn Thr Gly Gly Thr Ser Tyr Asn Pro Lys Phe Lys Gly 
1 	 5 10 15 

<210> 12 
<211> 10 
<212> PRT 
<213> Mus musculus 

<400> 12 
Ser Gly Ser Pro Tyr Tyr Arg Tyr Asp Asp 
1 	 5 10 

<210> 13 
<211> 16 
<212> PRT 
<213> Mus musculus 

<400> 13 
Arg Ser Ser Gln Ser Ile Val Asn Ser Asn Gly Asn Thr Tyr Leu Glu 
1 	 5 10 15 

<210> 14 
<211> 7 
<212> PRT 
<213> Mus musculus 

<400> 14 
Lys Val Ser Asn Arg Phe Ser 
1 	 5 

<210> 15 
<211> 9 
<212> PRT 
<213> Mus musculus 

<400> 15 
Phe Gln Gly Ser His Val Pro Trp Thr 
1 	 5 

<210> 16 
<211> 16 
<212> PRT 
<213> Mus musculus 
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<400> 16 
Thr Asn Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu 
1 	 5 10 15 

<210> 17 
<211> 9 
<212> PRT 
<213> Mus musculus 

<400> 17 
Thr Tyr Tyr Ala Asp Ser Val Lys Asp 
1 	 5 

<210> 18 
<211> 9 
<212> PRT 
<213> Mus musculus 

<400> 18 
Gly Gly Ser Tyr Trp Tyr Phe Asp Val 
1 	 5 

<210> 19 
<211> 131 
<212> PRT 
<213> Mus musculus 

<400> 19 
Met Lys Leu Pro Val Arg Leu Leu Val Leu Met Phe Trp Ile Pro Ala 
1 	 5 10 15 

Ser Ser Ser Asp Ile Leu Met Thr Gln Thr Pro Leu Ser Leu Pro Val 
20 25 30 

Ser Leu Gly Asp Gln Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Ile 
35 40 45 

Val His Asn Asp Gly Asn Thr Tyr Phe Glu Trp Tyr Leu Gln Lys Pro 
50 55 60 

Gly Gln Ser Pro Lys Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser 
65 70 75 80 
Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr His Phe Thr 

85 90 95 
Leu Asn Ile Ser Arg Val Glu Ala Glu Asp Leu Gly Ile Tyr Tyr Cys 

100 105 110 
Phe Gin Gly Ser Tyr Val Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu 

115 120 125 
Glu Leu Lys 

130 

<210> 20 
<211> 139 
<212> PRT 
<213> Mus musculus 

<400> 20 
Met Asp Ser Arg Leu Asn Leu Val Phe Leu Val Leu Ile Leu Lys Gly 
1 	 5 10 15 
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Val Gln Cys Asp Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln 
20 25 30 

Pro Gly Gly Ser Arg Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe 
35 40 45 

Ser Ser Phe Gly Met His Trp Val Arg Gin Ala Pro Glu Lys Gly Leu 
50 55 60 

Glu Trp Val Ala Tyr Ile Asn Gly Gly Ser Ser Thr Ile Phe Tyr Ala 
65 70 75 80 
Asn Ala Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Pro Lys Asn 

85 90 95 
Thr Leu Phe Leu Gln Met Thr Ile Leu Arg Ser Glu Asp Thr Ala Ile 

100 105 110 
Tyr Tyr Cys Gly Arg Tyr Ala Ser Tyr Gly Gly Gly Ala Met Asp Tyr 

115 120 125 
Trp Gly Gin Gly Thr Ser Val Thr Val Ser Ser 

130 135 

<210> 21 
<211> 130 
<212> PRT 
<213> Mus musculus 

<400> 21 
Met Asp Phe Leu Val Gln Ile Phe Ser Phe Leu Leu Ile Ser Ala Ser 
1 5 10 15 

Val Ala Met Ser Arg Gly Glu Asn Val Leu Thr Gln Ser Pro Ala Ile 
20 25 30 

Met Ser Ala Ser Pro Gly Glu Lys Val Thr Met Thr Cys Arg Ala Ser 
35 40 45 

Ser Thr Val Asn Ser Thr Tyr Leu His Trp Phe Gln Gln Lys Ser Gly 
50 55 60 

Ala Ser Pro Lys Leu Trp Ile Tyr Gly Ser Ser Asn Leu Ala Ser Gly 
65 70 75 80 
Val Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Ser Tyr Ser Leu 

85 90 95 
Thr Ile Ser Ser Val Glu Ala Glu Asp Ala Ala Thr Tyr Tyr Cys Gln 

100 105 110 
Gln Tyr Ser Gly Tyr Pro Leu Thr Phe Gly Ala Gly Thr Thr Leu Glu 

115 120 125 
Leu Lys 

130 

<210> 22 
<211> 138 
<212> PRT 
<213> Mus musculus 

<400> 22 
Met Glu Trp Ser Trp Val Phe Leu Phe Leu Leu Ser Val Thr Thr Gly 
1 5 10 15 

Val His Ser Glu Val Gln Leu Gln Gln Ser Gly Pro Asp Leu Val Lys 
20 25 30 

Pro Gly Ala Leu Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ser Phe 
35 40 45 

Thr Ala Tyr Tyr Ile His Trp Val Lys Gln Ser His Gly Lys Ser Leu 
50 55 60 

Glu Trp Ile Gly Arg Val Asn Pro Asn Thr Gly Gly Thr Ser Tyr Asn 
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65 70 75 80 
Pro Lys Phe Lys Gly Lys Ala Ile Leu Asn Val Asp Lys Ser Ser Ser 

85 90 95 
Thr Ala Tyr Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Ser Ala Val 

100 105 110 
Tyr Tyr Cys Ala Arg Ser Gly Ser Pro Tyr Tyr Arg Tyr Asp Asp Trp 

115 120 125 
Gly Gln Gly Thr Thr Leu Thr Val Ser Ser 

130 135 

<210> 23 
<211> 131 
<212> PRT 
<213> Mus musculus 

<400> 23 
Met Lys Leu Pro Val Arg Leu Leu Val Leu Met Phe Trp Ile Pro Ala 
1 5 10 15 

Ser Ser Ser Asp Val Leu Met Thr Gln Thr Pro Leu Ser Leu Pro Val 
20 25 30 

Ser Leu Gly Asp Gln Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Ile 
35 40 45 

Val Asn Ser Asn Gly Asn Thr Tyr Leu Glu Trp Tyr Leu Gln Lys Pro 
50 55 60 

Gly Gln Ser Pro Lys Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser 
65 70 75 80 
Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr 

85 90 95 
Leu Lys Ile Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Tyr Cys 

100 105 110 
Phe Gln Gly Ser His Val Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu 

115 120 125 
Glu Ile Lys 

130 

<210> 24 
<211> 139 
<212> PRT 
<213> Mus musculus 

<400> 24 
Met Leu Leu Gly Leu Lys Trp Val Phe Phe Val Val Phe Tyr Gln Gly 
1 5 10 15 

Val His Cys Glu Val Gln Leu Val Glu Thr Gly Gly Gly Leu Val Gln 
20 25 30 

Pro Lys Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe 
35 40 45 

Asn Thr Asn Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu 
50 55 60 

Glu Trp Val Ala Arg Ile Arg Ser Lys Ser Asn Asn Tyr Ala Thr Tyr 
65 70 75 80 
Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Thr 

85 90 95 
Gln Ser Met Ile Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr 

100 105 110 
Gly Met Tyr Tyr Cys Val Arg Gly Gly Ser Tyr Trp Tyr Phe Asp Val 

115 120 125 
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Trp Gly Ala Gly Thr Thr Val Thr Val Ser Ser 
130 	 135 

<210> 25 
<211> 112 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetically generated peptide 

<400> 25 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Arg Val Thr Ile Thr Cys Arg Ser Ser Gln Ser Ile Val His Asn 
20 25 30 

Asp Gly Asn Thr Tyr Phe Glu Trp Tyr Gln Gln Lys Pro Gly Lys Ala 
35 40 45 

Pro Lys Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro 
50 55 60 

Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr His Phe Thr Leu Thr Ile 
65 70 75 80 
Ser Ser Leu Gln Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Phe Gln Gly 

85 90 95 
Ser Tyr Vai Pro Leu Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys 

100 105 110 

<210> 26 
<211> 120 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetically generated peptide 

<400> 26 
Glu Val Gln Leu Val Glu Ser Giy Gly Gly Leu Val Gln Pro Gly Gly 
1 	 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Giy Phe Thr Phe Ser Ser Phe 
20 25 30 

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Tyr Ile Asn Gly Gly Ser Ser Thr Ile Phe Tyr Ala Asn Ala Val 
50 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr 
65 70 75 80 
Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 
Ala Arg Tyr Ala Ser Tyr Gly Gly Gly Ala Met Asp Tyr Trp Gly Gln 

100 105 110 
Gly Thr Leu Val Thr Val Ser Ser 

115 120 

<210> 27 
<211> 393 
<212> DNA 
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<213> Mus musculus 

<220> 
<221> CDS 
<222> 	(1)...(393) 

<400> 27 
atg aag ttg cct gtt agg ctg ttg gtg ctg atg ttc tgg att cct gct 48 
Met Lys Leu Pro Val Arg Leu Leu Val Leu Met Phe Trp Ile Pro Ala 
1 5 10 15 

tcc agc agt gat att ttg atg acc caa act cca ctg tcc ctg cct gtc 96 
Ser Ser Ser Asp Ile Leu Met Thr Gln Thr Pro Leu Ser Leu Pro Val 

20 25 30 

agt ctt gga gat caa gcc tca ata tct tgc aga tct agt cag agc att 144 
Ser Leu Gly Asp Gln Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Ile 

35 40 45 

gta cat aat gat gga aac acc tat ttt gaa tgg tac ctg cag aaa cca 192 
Val His Asn Asp Gly Asn Thr Tyr Phe Glu Trp Tyr Leu Gln Lys Pro 

50 55 60 

ggc cag tct cca aaa ctc ctg atc tac aaa gtt tcc aat cga ttt tct 240 
Gly Gin Ser Pro Lys Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser 
65 70 75 80 

ggg gtc cca gac agg ttc agt ggc agt gga tca ggg aca cat ttc aca 288 
Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr His Phe Thr 

85 90 95 

ctc aac atc agc aga gtg gag gct gag gat ctg gga att tat tac tgc 336 

Leu Asn Ile Ser Arg Val Glu Ala Glu Asp Leu Gly Ile Tyr Tyr Cys 
100 105 110 

ttt caa ggt tca tat gtt cct ctc acg ttc ggt gct ggg acc aag ctg 384 
Phe Gln Gly Ser Tyr Val Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu 

115 120 125 

gag ctg aaa 393 
Glu Leu Lys 

130 

<210> 28 
<211> 417 
<212> DNA 
<213> Mus musculus 

<220> 
<221> CDS 
<222> 	(1)...(417) 

<400> 28 
atg gac tcc agg ctc aat tta gtt ttc ctt gtc ctt att tta aaa ggt 48 
Met Asp Ser Arg Leu Asn Leu Val Phe Leu Val Leu Ile Leu Lys Gly 
1 5 10 15 

gtc cag tgt gat gtg cag ctg gtg gag tct ggg gga ggc tta gtg cag 96 
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Val Gln Cys Asp Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln 
20 25 30 

cct gga ggg tcc cgg aaa ctc tcc tgt gca gcc tct gga ttc act ttc 	144 
Pro Gly Gly Ser Arg Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe 

35 40 45 

agt agc ttt gga atg cac tgg gtt cgt cag gct cca gag aag ggg ctg 	192 
Ser Ser Phe Gly Met His Trp Val Arg Gln Ala Pro Glu Lys Gly Leu 

50 55 60 

gag tgg gtc gca tac att aat ggt ggc agt agt acc atc ttc tat gca 	240 
Glu Trp Val Ala Tyr Ile Asn Gly Gly Ser Ser Thr Ile Phe Tyr Ala 
65 70 75 80 

aac gca gtg aag ggc cga ttc acc atc tcc aga gac aat ccc aag aat 	288 
Asn Ala Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Pro Lys Asn 

85 90 95 

acc ctg ttc ctg caa atg acc att cta agg tct gag gac acg gcc att 	336 
Thr Leu Phe Leu Gln Met Thr Ile Leu Arg Ser Glu Asp Thr Ala Ile 

100 105 110 

tat tac tgt gga agg tat gct agt tac gga ggg ggt gct atg gac tat 	384 
Tyr Tyr Cys Gly Arg Tyr Ala Ser Tyr Gly Gly Gly Ala Met Asp Tyr 

115 120 125 

tgg ggt caa gga acc tca gtc acc gtc tcc tca 417 
Trp Gly Gln Gly Thr Ser Val Thr Val Ser Ser 

130 135 

<210> 29 
<211> 390 
<212> DNA 
<213> Mus musculus 

<220> 
<221> CDS 
<222> 	(1)...(390) 

<400> 29 
atg gat ttt ctg gtg cag att ttc agc ttc ttg cta atc agt gcc tca 	48 
Met Asp Phe Leu Val Gln Ile Phe Ser Phe Leu Leu Ile Ser Ala Ser 
1 5 10 15 

gtt gca atg tcc aga gga gaa aat gtg ctc acc cag tct cca gca atc 	96 
Val Ala Met Ser Arg Gly Glu Asn Val Leu Thr Gln Ser Pro Ala Ile 

20 25 30 

atg tct gca tct cca ggg gaa aag gtc acc atg acc tgc agg gcc agc 	144 
Met Ser Ala Ser Pro Gly Glu Lys Val Thr Met Thr Cys Arg Ala Ser 

35 40 45 

tca act gta aat tcc act tac ttg cac tgg ttc cag cag aag tca ggt 	192 
Ser Thr Val Asn Ser Thr Tyr Leu His Trp Phe Gln Gln Lys Ser Gly 

50 55 60 

gcc tcc ccc aaa ctc tgg att tat ggc tca tcc aac ttg gct tct gga 	240 
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Ala Ser Pro Lys Leu Trp Ile Tyr Gly Ser Ser Asn Leu Ala Ser Gly 
65 70 75 80 

gtc cct gct cgc ttc agt ggc agt ggg tct ggg acc tct tac tct ctc 	288 
Val Pro Ala Arg Phe Ser Gly Ser Gly Ser Gly Thr Ser Tyr Ser Leu 

85 90 95 

aca atc agc agt gtg gag gct gaa gat gct gcc act tat tac tgc cag 	336 
Thr Ile Ser Ser Val Glu Ala Glu Asp Ala Ala Thr Tyr Tyr Cys Gln 

100 105 110 

cag tac agt ggt tac cca ctc acg ttc ggt gct ggg acc acg ctg gag 	384 
Gln Tyr Ser Gly Tyr Pro Leu Thr Phe Gly Ala Gly Thr Thr Leu Glu 

115 120 125 

ctg aaa 390 
Leu Lys 

130 

<210> 30 
<211> 414 
<212> DNA 
<213> Mus musculus 

<220> 
<221> CDS 
<222> 	(1)...(414) 

<400> 30 
atg gaa tgg agc tgg gtc ttt ctc ttc ctc ctg tca gtc act aca ggt 	48 
Met Glu Trp Ser Trp Val Phe Leu Phe Leu Leu Ser Val Thr Thr Gly 
1 5 10 15 

gtc cac tct gag gtc cag ctg cag cag tct gga cct gac ctg gtg aag 	96 
Val His Ser Glu Val Gln Leu Gin Gln Ser Gly Pro Asp Leu Val Lys 

20 25 30 

cct ggg gct tta gtg aag ata tcc tgc aag gct tct ggt tac tca ttc 	144 
Pro Gly Ala Leu Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ser Phe 

35 40 45 

act gcc tac tac att cac tgg gtg aag cag agc cat gga aag agc ctt 	192 
Thr Ala Tyr Tyr Ile His Trp Val Lys Gin Ser His Gly Lys Ser Leu 

50 55 60 

gag tgg att gga cgt gtt aat cct aat act ggt ggt act agc tac aac 	240 
Glu Trp Ile Gly Arg Val Asn Pro Asn Thr Gly Gly Thr Ser Tyr Asn 
65 70 75 80 

ccg aag ttc aag ggc aag gcc ata tta aat gta gat aag tca tcc agc 	288 
Pro Lys Phe Lys Gly Lys Ala Ile Leu Asn Val Asp Lys Ser Ser Ser 

85 90 95 

aca gcc tac atg gag ctc cgc agc ctg aca tct gag gac tct gcg gtc 	336 
Thr Ala Tyr Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Ser Ala Val 

100 105 110 

tat tac tgt gca aga tcg gga tcc ccc tac tat agg tac gac gac tgg 	384 
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Tyr Tyr Cys Ala Arg Ser Gly Ser Pro Tyr Tyr Arg Tyr Asp Asp Trp 
115 120 125 

ggc caa ggc acc act ctc aca gtc tcc tca 414 
Gly Gln Gly Thr Thr Leu Thr Val Ser Ser 

130 135 

<210> 31 
<211> 393 
<212> DNA 
<213> Mus musculus 

<220> 
<221> CDS 
<222> 	(1)...(393) 

<400> 31 
atg aag ttg cct gtt agg ctg ttg gtg ctg atg ttc tgg att cct gct 48 
Met Lys Leu Pro Val Arg Leu Leu Val Leu Met Phe Trp Ile Pro Ala 
1 5 10 15 

tcc agc agt gat gtt ttg atg acc caa act cca ctc tcc ctg cct gtc 96 
Ser Ser Ser Asp Val Leu Met Thr Gln Thr Pro Leu Ser Leu Pro Val 

20 25 30 

agt ctt gga gat caa gcc tcc atc tct tgc aga tct agt cag agc att 144 
Ser Leu Gly Asp Gln Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Ile 

35 40 45 

gta aat agt aat gga aac acc tat tta gaa tgg tac ctg cag aaa cca 192 
Val Asn Ser Asn Gly Asn Thr Tyr Leu Glu Trp Tyr Leu Gln Lys Pro 

50 55 60 

ggc cag tct cca aag ctc ctg atc tac aaa gtt tcc aac cga ttt tct 240 
Gly Gln Ser Pro Lys Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser 
65 70 75 80 

ggg gtc cca gac agg ttc agt ggc agt gga tca ggg aca gat ttc aca 288 
Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr 

85 90 95 

ctc aag atc agc aga gtg gag gct gag gat ctg gga gtt tat tac tgc 336 
Leu Lys Ile Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Tyr Cys 

100 105 110 

ttt caa ggt tca cat gtt ccg tgg acg ttc ggt gga ggc acc aag ctg 384 
Phe Gln Gly Ser His Val Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu 

115 120 125 

gaa atc aaa 393 
Glu Ile Lys 

130 

<210> 32 
<211> 417 
<212> DNA 
<213> Mus musculus 
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<220> 
<221> CDS 
<222> 	(1)...(417) 

<400> 32 
atg ctg ttg ggg ctg aag tgg gtt ttc ttt gtt gtt ttt tat caa ggt 48 
Met Leu Leu Gly Leu Lys Trp Val Phe Phe Val Val Phe Tyr Gln Gly 
1 5 10 15 

gtg cat tgt gag gtg cag ctt gtt gag act ggt gga gga ttg gtg cag 96 
Val His Cys Glu Val Gln Leu Val Glu Thr Gly Gly Gly Leu Val Gln 

20 25 30 

cct aaa ggg tca ttg aaa ctc tca tgt gca gcc tct gga ttc acc ttc 144 
Pro Lys Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe 

35 40 45 

aat acc aat gcc atg aac tgg gtc cgc cag gct cca gga aag ggt ttg 192 
Asn Thr Asn Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu 

50 55 60 

gaa tgg gtt gct cgc ata aga agt aaa agt aat aat tat gca aca tat 240 
Glu Trp Val Ala Arg Ile Arg Ser Lys Ser Asn Asn Tyr Ala Thr Tyr 
65 70 75 80 

tat gcc gat tca gtg aaa gac agg ttc acc atc tcc aga gat gat aca 288 
Tyr Ala Asp Ser Val Lys Asp Arg Phe Thr Ile Ser Arg Asp Asp Thr 

85 90 95 

caa agc atg atc tat ctg caa atg aac aac ttg aaa act gag gac aca 336 
Gln Ser Met Ile Tyr Leu Gln Met Asn Asn Leu Lys Thr Glu Asp Thr 

100 105 110 

ggc atg tat tac tgt gtg aga ggg gga agc tac tgg tac ttc gat gtc 384 
Gly Met Tyr Tyr Cys Val Arg Gly Gly Ser Tyr Trp Tyr Phe Asp Val 

115 120 125 

tgg ggc gca ggg acc acg gtc acc gtc tcc tca 417 
Trp Gly Ala Gly Thr Thr Val Thr Val Ser Ser 

130 135 

<210> 33 
<211> 111 
<212> PRT 
<213> Mus musculus 

<400> 33 
Asp Ile Val Leu Thr Gln Ser Pro Ala Ser Leu Ser Val Ser Leu Gly 
1 5 10 15 

Glu Arg Ala Ser Ile Ser Cys Lys Ala Ser Gln Ser Val Asp Tyr Asp 
20 25 30 

Gly Asp Ser Tyr Met Asn Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro 
35 40 45 

Lys Leu Leu Ile Tyr Ala Ala Ser Asn Leu Glu Ser Gly Ile Pro Ala 
50 55 60 

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Asn Ile His 
65 70 75 80 
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Pro Val Glu Glu Glu Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Ser Asn 
85 90 95 

Glu Asp Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys 
100 105 110 

<210> 34 
<211> 112 
<212> PRT 
<213> Mus musculus 

<400> 34 
Asp Ile Leu Met Thr Gln Thr Pro Leu Ser Leu Pro Val Ser Leu Gly 
1 5 10 15 

Asp Gln Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Ile Val His Asn 
20 25 30 

Asp Gly Asn Thr Tyr Phe Glu Trp Tyr Leu Gln Lys Pro Gly Gln Ser 
35 40 45 

Pro Lys Leu Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr His Phe Thr Leu Asn Ile 
65 70 75 80 
Ser Arg Val Glu Ala Glu Asp Leu Gly Ile Tyr Tyr Cys Phe Gln Gly 

85 90 95 
Ser Tyr Val Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys 

100 105 110 

<210> 35 
<211> 116 
<212> PRT 
<213> Mus musculus 

<400> 35 
Glu Val Lys Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly 
1 5 10 15 

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Thr Tyr 
20 25 30 

Ala Met Ser Trp Val Arg Gln Thr Pro Glu Lys Arg Leu Glu Trp Val 
35 40 45 

Ala Ser Ile Ser Thr Gly Gly Ser Thr Tyr Tyr Pro Asp Ser Val Lys 
50 55 60 

Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Arg Asn Ile Leu Tyr Leu 
65 70 75 80 
Gln Met Ser Ser Leu Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys Ala 

85 90 95 
Arg Asp Tyr Asp Gly Tyr Phe Asp Tyr Trp Gly Gin Gly Thr Thr Leu 

100 105 110 
Thr Val Ser Ser 

115 

<210> 36 
<211> 120 
<212> PRT 
<213> Mus musculus 

<400> 36 
Asp Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly 

- 13 - 



1 5 10 15 
Ser Arg Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Phe 

20 25 30 
Gly Met His Trp Val Arg Gln Ala Prb Glu Lys Gly Leu Glu Trp Val 

35 40 45 
Ala Tyr Ile Asn Gly Gly Ser Ser Thr Ile Phe Tyr Ala Asn Ala Val 

50 55 60 
Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Pro Lys Asn Thr Leu Phe 
65 70 75 80 
Leu Gln Met Thr Ile Leu Arg Ser Glu Asp Thr Ala Ile Tyr Tyr Cys 

85 90 95 
Gly Arg Tyr Ala Ser Tyr Gly Gly Gly Ala Met Asp Tyr Trp Gly Gln 

100 105 110 
Gly Thr Ser Val Thr Val Ser Ser 

115 120 

<210> 37 
<211> 111 
<212> PRT 
<213> Homo sapiens 

<400> 37 
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 5 10 15 

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gln Ser Val Asp Tyr Asp 
20 25 30 

Gly Asp Ser Tyr Met Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro 
35 40 45 

Lys Leu Leu Ile Tyr Ala Ala Ser Asn Leu Glu Ser Gly Ile Pro Ser 
50 55 60 

Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser 
65 70 75 80 
Ser Leu Gln Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Asn 

85 90 95 
Glu Asp Pro Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys 

100 105 110 

<210> 38 
<211> 116 
<212> PRT 
<213> Homo sapiens 

<400> 38 
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly 
1 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Thr Tyr 
20 25 30 

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Ser Ile Ser Thr Gly Gly Ser Thr Tyr Tyr Pro Asp Ser Val Lys 
50 55 60 

Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr Leu 
65 70 75 80 
Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala 

85 90 95 
Arg Asp Tyr Asp Gly Tyr Phe Asp Tyr Trp Gly Gln Gly Thr Leu Val 

100 105 110 
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Thr Val Ser Ser 
115 

<210> 39 
<211> 36 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 39 
cccgggacca tatgcaggcc accgaatatg agtacc 3E 

<210> 40 
<211> 37 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 40 
tatgagcata tggattatga tttcctgcca gaaacgg 37 

<210> 41 
<211> 41 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 41 
aaacggagca tatggaaatg ctgaggaaca gcactgacac c 41 

<210> 42 
<211> 39 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 42 
aacccctcat atgaccactg tggagcctgc tgcaaggcg 39 

<210> 43 
<211> 39 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 43 
gtggtcagat cttccatagc tgctgaatcc gtggacagg 39 
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<210> 44 
<211> 37 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 44 
gttcctcaga tcttctggag gctccgtttc tggcagg 

<210> 45 
<211> 37 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 45 
aggcccaaga tctggagtgg tgtcagtgct gttcctc 

<210> 46 
<211> 35 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 46 
ggctccagat ctgtagactc aggggttcca ggccc 

<210> 47 
<211> 38 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 47 
gtggtcagat ctgtgactgc ccctcctgca tccaggcc 

<210> 48 
<211> 37 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 48 
gccagcagat cttgcttcac agagatgtgg tctgggg 

<210> 49 
<211> 34 
<212> DNA 
<213> Artificial Sequence 
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<220> 
<223> Primer 

<400> 49 
cgcggatcca tgcctctgca actcctcctg ttgc 34 

<210> 50 
<211> 35 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 50 
gccagcctcg agcttcacag agatgtggtc tgggg 35 

<210> 51 
<211> 40 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 51 
ggtctgctcg agcatagctg ctgaatccgt ggacaggttc 40 

<210> 52 
<211> 30 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 52 
agacaggcca ccgaagggaa cctgtccacg 30 

<210> 53 
<211> 30 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 53 
cgtggacagg ttcccttcgg tggcctgtct 30 

<210> 54 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 
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<400> 54 
ccgctcgagc gccaagatta ggatggc 

<210> 55 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 55 
cgggatccac tcaaaccaca gccatgg 

<210> 56 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 56 
ccgctcgagt ggtagtaggt tccatgg 

<210> 57 
<211> 26 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 57 
cgggatcaac tcaacccaca ggcctg 

<210> 58 
<211> 28 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 58 
ctgtgcctcg agggctgtgg tttgagtg 

<210> 59 
<211> 30 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 59 
cgggatccat ggagatacag accactcaac 

<210> 60 

27 

27 

27 

26 

28 

30 
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<211> 28 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 60 
cgggatccga tgcaggaggg gcagtcac 28 

<210> 61 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 61 
ggccgtcact cgagttgtct gtgcctc 27 

<210> 62 
<211> 43 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 62 
tatggattca gcagctatgg agatacagac cactcaacca gca 43 

<210> 63 
<211> 45 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 63 
gatctgctgg ttgagtggtc tgtatctcca tagctgctga atcca 45 

<210> 64 
<211> 43 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 64 
tatggattca gcagctatgc ggatacagac cactcaacca gca 43 

<210> 65 
<211> 45 
<212> DNA 
<213> Artificial Sequence 
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<220> 
<223> Primer 

<400> 65 
gatctgctgg ttgagtggtc tgtatccgca tagctgctga atcca 45 

<210> 66 
<211> 31 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 66 
ctagtctaga tgacccaaac tccactctcc c 31 

<210> 67 
<211> 49 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 67 
ctagtctaga attaggaaag tgcacttagc atcagcccgt ttgatttcc 49 

<210> 68 
<211> 33 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 68 
taacattcta gatgctgttg gggctgaagt ggg 33 

<210> 69 
<211> 49 
<212> DNA 
<213> Artificial Sequence 

<220> 
e223 	Primer 

<400> 69 
ggatagtcta gaggttgtga ggactcacct gaggagacgg tgaccgtgg 49 

<210> 70 
<211> 37 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 70 
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ctagtctaga tggagacaga cacactcctg ttatggg 37 

<210> 71 
<211> 49 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 71 
ctagtctaga attaggaaag tgcacttttt ccagcttggt cccccctcc 49 

<210> 72 
<211> 37 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 72 
ctagtctaga tggactccag gctcaattta gttttcc 37 

<210> 73 
<211> 51 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 73 
ctagtctaga ggttgtgagg actcacctga ggagacggtg actgaggttc c 51 

<210> 74 
<211> 36 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 74 
ctagtctaga tggattttct ggtgcagatt ttcagc 36 

<210> 75 
<211> 49 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 75 
ctagtctaga attaggaaag tgcacttagc atcagcccgt ttcagctcc 49 

<210> 76 
<211> 33 

-21- 



<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 76 
ctagtctaga tggaatggag ctgggtcttt ctc 33 

<210> 77 
<211> 51 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 77 
ctagtctaga ggttgtgagg actcaccagc ttccagtgga tagactgatg g 51 

<210> 78 
<211> 65 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 78 
tctatctaga tgaacttcgg gtccagcttg attttccttg tccttgtttt aaaaggtgtc 60 
cagtg 65 

<210> 79 
<211> 69 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 79 
ccttgtttta aaaggtgtcc agtgtgaagt gcaactggtg gagtctgggg gaggcttagt 60 
gcagcctgg 69 

<210> 80 
<211> 65 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 80 
ctgaaagtga atccagaggc tgcacaggag agtctcaagc ttcctccagg ctgcactaag 60 
cctcc 65 

<210> 81 
<211> 69 
<212> DNA 
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<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 81 
gcctctggat tcactttcag tagctttgga atgcactggg ttcgccaggc tccagggaag 60 
ggactcgag 69 

<210> 82 
<211> 66 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 82 
gcatagaaga tggtactact gccaccatta atgtatgcga cccactcgag tcccttccct 60 
ggagcc 66 

<210> 83 
<211> 62 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 83 
gtagtaccat cttctatgca aacgcagtga agggccgatt caccatctcc agagataatg 60 
cc 62 

<210> 84 
<211> 63 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 84 
cctcagccct cagagaattc atttgcaggt acagggtgtt cttggcatta tctctggaga 60 
tgg 63 

<210> 85 
<211> 63 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 85 
gaattctctg agggctgagg acacggccgt gtattactgt gcaagatatg ctagttacgg 60 
agg 63 

<210> 86 
<211> 60 
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<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 86 
ctgtgaccag ggtgccttgg ccccaatagt ccatagcacc ccctccgtaa ctagcatatc 60 

<210> 87 
<211> 57 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 87 
accctctaga ggttgtgagg actcacctga ggagactgtg accagggtgc cttggcc 57 

<210> 88 
<211> 60 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 88 
tctatctaga tggagacaga cacaatcctg ctatgggtgc tgctgctctg ggttccaggc 60 

<210> 89 
<211> 61 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 89 
gctgctctgg gttccaggct ccactggtga cattcagatg acccaatctc cgagctcttt 60 

g 61 

<210> 90 
<211> 60 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 90 
gatctgcagg tgatagtgac cctatcccct acagacgcag acaaagagct cggagattgg 60 

<210> 91 
<211> 63 
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<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 91 
cactatcacc tgcagatcta gtcagagcat tgtacataat gatggaaaca cctattttga 60 
atg 63 

<210> 92 
<211> 59 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 92 
gatgagaagc ttgggtgcct ttcctggttt ctgttggtac cattcaaaat aggtgtttc 59 

<210> 93 
<211> 66 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 93 
gcacccaagc ttctcatcta taaagtttcc aatcgatttt ctggtgtccc atccaggttt 60 
agtggc 66 

<210> 94 
<211> 61 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 94 
gcagagaaga gatggtgagg gtgaagtgtg tcccagaccc actgccacta aacctggatg 60 

g 61 

<210> 95 
<211> 55 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 95 
ctcaccatct cttctctgca gccggaggat ttcgcaacct attactgttt tcaag 55 

<210> 96 
<211> 57 
<212> DNA 
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<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 96 
ccttggtgcc ttgaccgaac gtgagaggaa catatgaacc ttgaaaacag taatagg 57 

<210> 97 
<211> 58 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 97 
accctctaga attaggaaag tgcacttacg tttgatttcc accttggtgc cttgaccg 58 

<210> 98 
<211> 30 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 98 
tatatctaga attccccccc cccccccccc 30 

<210> 99 
<211> 46 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 99 
tatagagctc aagcttggat ggtgggaaga tggatacagt tggtgc 46 

<210> 100 
<211> 50 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<220> 
<221> misc_feature 
<222> 30 
<223> n = c, 	a or t 

<220> 
<221> misc_feature 
<222> 38 
<223> n = c or g 
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<220> 
<221> misc_feature 
<222> 42 
<223> n = c or t 

<400> 100 
tatagagctc aagcttccag tggatagacn gatggggntg tngttttggc 50 
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