SEQUENCE LISTING
<110> AbGenomics Corporation

<120> ANTIBODIES

<130> A0871.70002W0O00

<140> PCT/US2005/016357
<141> 2005-05-10

<150> US 60/569,892
<151> 2004-05-10

<160> 100
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<210> 1

<211> 16

<212> PRT

<213> Mus musculus

<400> 1
Arg Ser Ser Gln Ser Ile Val His Asn Asp Gly Asn Thr Tyr Phe Glu
1 5 10 15

<210> 2

<211> 7

<212> PRT

<213> Mus musculus

<400> 2
Lys Val Ser Asn Arg Phe Ser
1 5

<210> 3

<211l> 9

<212> PRT

<213> Mus musculus

<400> 3
Phe Gln Gly Ser Tyr Val Pro Leu Thr
1 5

<210> 4

<211> 5

<212> PRT

<213> Mus musculus

<400> 4
Ser Phe Gly Met His
1 5



<210> 5

<211> 17

<212> PRT

<213> Mus musculus

<400> 5
Tyr Ile Asn Gly Gly Ser Ser Thr Ile Phe Tyr Ala Asn Ala Val Lys
1 5 10 15

Gly

<210> 6

<211> 11

<212> PRT

<213> Mus musculus

<400> 6
Tyr Ala Ser Tyr Gly Gly Gly Ala Met Asp Tyr
1 5 10

<210> 7

<211> 12

<212> PRT

<213> Mus musculus

<400> 7
Arg Ala Sexr Ser Thr Val Asn Ser Thr Tyr Leu His
1 5 10

<210> 8

<211> 7

<212> PRT

<213> Mus musculus

<400> 8

Gly Ser Ser Asn Leu Ala Ser
1 5

<210> 9

<211> 9

<212> PRT
<213> Mus musculus

<400> 9
Gln Gln Tyr Ser Gly Tyr Pro Leu Thr
1 5

<210> 10

<211> 5

<212> PRT

<213> Mus musculus

<400> 10



Ala Tyr Tyr Ile His
1 5

<210> 11

<211> 16

<212> PRT

<213> Musg musculus

<400> 11
Val Asn Pro Asn Thr Gly Gly Thr Ser Tyr Asn Pro Lys Phe Lys Gly
1 5 10 15

<210> 12

<211> 10

<212> PRT

<213> Mus musculus

<400> 12
Ser Gly Ser Pro Tyr Tyr Axrg Tyr Asp Asp
1 5 10

<210> 13

«<211> 16

<212> PRT

<213> Mus musculus

<400> 13
Arg Ser Ser Gln Ser Ile Val Asn Ser Asn Gly Asn Thr Tyr Leu Glu
1 5 10 15

<210> 14

<211> 7

<212> PRT

<213> Mus musculus

<400> 14
Lys Val Ser Asn Arg Phe Ser
1 5

<210> 15

<211> 9

<212> PRT

<213> Mus musculus

<400> 15
Phe Gln Gly Ser His Val Pro Trp Thr
1 5

<210> 16

<211> 16

<212> PRT

<213> Mus musculus



<400> 16

Thr Asn Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu

1

<210> 17
<211> 9
<212> PR

T

5

<213> Mus musculus

<400> 17

Thr Tyr Tyr Ala Asp Ser Val Lys Asp

1

<210> 18
<211> 9

<212> PRT
<213> Mus musculus

<400> 18

5

Gly Gly Ser Tyr Trp Tyr Phe Asp Val

1

<210> 19
<211> 13
<212> PR

1
T

5

<213> Mus musculus

<400> 19

Met Lys
1

Ser Ser

Ser Leu
Val His
50
Gly Gln
65
Gly Vval
Leu Asn
Phe Gln
Glu Leu
130

<210> 20
<211> 13

Leu
Ser
Gly
35

Asn
Ser
Pro
Ile
Gly

115
Lys

9

<212> PRT
<213> Mus musculus

<400> 20

Pro
Asp
20

Asp
Asp
Pro
Asp
Ser

100
Ser

Val

Ile

Gln

Arg
Leu
Ala
Asn
Leu
70

Phe

Val

Val

Leu
Met
Ser
Thr
55

Leu

Ser

Glu

Leu
Thr
Ile
40

Tyx
Ile
Gly

Ala

Leu
120

Val
Gln
25

Ser
Phe
Tyr
Ser
Glu

105
Thr

10

Leu
10

Thr
Cys
Glu
Lys
Gly
90

Asp

Phe

Met
Pro
Arg
Trp
val
75

Ser

Leu

Gly

Phe
Leu
Ser
Tyr
60

Ser
Gly
Gly

Ala

Trp
Ser
Ser
45

Leu
Asn
Thr

Ile

Gly
125

Ile
Leu
30

Gln
Gln
Arg
His
Tyr

110
Thr

15

Pro
15

Pro
Ser
Lys
Phe
Phe
95

Tyr

Lys

Ala
Val
Ile
Pro
Ser
80

Thr

Cys

Leu

Met Asp Ser Arg Leu Asn Leu Val Phe Leu Val Leu Ile Leu Lys Gly

1

5

10

-4-

15



Val
Pro
Ser
Glu
65

Asn
Thr

Tyr

Trp

«<210> 21

Gln
Gly
Ser
50

Trp
Ala
Leu

Tyr

Gly
130

Cys
Gly
35

Phe
Val
Val
Phe
Cys

115
Gln

<211> 130
<212> PRT
<213> Mus musculus

<400> 21

Met
1
Val
Met
Ser
Ala
65
Val
Thr
Gln

Leu

Asp
Ala
Ser
Thr
50

Ser
Pro
Ile
Tyr

Lys
130

<210> 22
<211> 13

<212>
<213>

<400> 22
Met Glu Trp Ser

1

Phe
Met
Ala
35

Val
Pro
Ala

Ser

Ser
115

8

PRT
Mus musculus

Val His Ser

Pro Gly Ala

35

Thr Ala Tyr

50

Glu Trp Ile

Asp
20

Ser
Gly
Ala
Lys
Leu
100
Gly

Gly

Leu
Ser
20

Ser
Asn
Lys
Arg
Ser

100
Gly

Glu
20
Leu

Tyr

Gly

val
Arg
Met
Tyxr
Gly
85

Gln

Arg

Thr

Val
Arg
Pro
Ser
Leu
Phe
85

Val

TyY

Trp
5
Val
Val
Ile

Arg

Gln
Lys
His
Tle
70

Arg
Met
Tyr

Ser

Gln
Gly
Gly
Thr
Trp
70

Sexr

Glu

Pro

Val
Gln
Lys
His

val

Leu
Leu
Trp
55

Asn
Phe
Thr

Ala

val
135

ITle
Glu
Glu
Tyr
55

ITle
Gly

Ala

Leu

Phe
Leu
Ile
Trp

55
Asn

Val
Sexr
40

Val
Gly
Thr
Ile
Ser

120
Thr

Phe
Asn
Lys
40

Leu
Tyr
Ser

Glu

Thr
120

Leu
Gln
Ser
40

Val

Pro

Glu
25

Cys
Arg
Gly
Ile
Leu
105
Tyxr

val

Ser
Val
25

Val
His
Gly
Gly
Asp

105
Phe

Phe
Gln
25

Cys
Lys

Asn

Ser Gly Gly Gly

Ala
Gln
Ser
Ser
90

Arg

Gly

Ser

Phe
10

Leu
Thr
Trp
Ser
Ser
90

Ala

Gly

Leu
10

Ser
Lys
Gln

Thr

Ala
Ala
Ser
75

Arg
Ser

Gly

Ser

Leu
Thr
Met
Phe
Ser
75

Gly

Ala

Ala

Leu
Gly
Ala
Ser

Gly

Ser
Pro
60

Thr
Asp
Glu

Gly

Leu
Gln
Thr
Gln
60

Agsn
Thr

Thr

Gly

Ser
Pro
Ser
His

60
Gly

Gly
45

Glu
Ile
Asn

Asp

Ala
125

Ile
Ser
Cys
45

Gln
Leu
Ser
Tyr

Thr
125

Val
Asp
Gly
45

Gly

Thr

Leu
30

Phe
Lys
Phe
Pro
Thr

110
Met

Ser
Pro
30

Arg
Lys
Ala
Tyr
Tyx

110
Thr

Thr
Leu
30

Tyr
Lys

Ser

Val
Thr
Gly
Tyr
Lys
95

Ala

Asp

Ala
15

Ala
Ala
Ser
Ser
Ser
95

Cys

Leu

Thr
15

Val
Ser

Ser

Tyr

Gln
Phe
Leu
Ala
80

Asn

Ile

Tyr

Ser
Ile
Ser
Gly
Gly
80

Leu

Gln

Glu

Gly
Lys
Phe
Leu

Asn



65
Pro Lys

Thr Ala
Tyr Tyr

Gly Gln
130

<210> 23

Phe

Lys

Gly
85

Tyr Met Glu

Cys
115
Gly

<211> 131
<212> PRT
<213> Mus musculus

<400> 23

Met Lys
1
Ser Ser

Ser Leu
Val Asn
50

Gly Gln
65

Gly val
Leu Lys
Phe Gln

Glu Ile
130

<210> 24

Leu
Ser
Gly
35

Ser
Ser
Pro
Ile
Gly

115
Lys

<211> 139
<212> PRT
<213> Mus musculus

<400> 24

Met Leu
1
Val His

Pro Lys

Asn Thr
50

Glu Trp

65

Tyr Ala

Gln Ser

Gly Met

Leu
Cys
Gly
35

Asn
Val
Asp

Met

Tyr
115

100
Ala

Thr

Pro
Asp
20

Asp
Asn
Pro
Asp
Ser

100
Ser

Gly
Glu
20

Ser
Ala
Ala
Ser
Ile

100
Tyr

Arg

Thr

Val
Val
Gln
Gly
Lys
Arg
85

Arg

His

Leu
5
Val
Leu
Met
Arg
vVal
85
Tyxr

Cys

70
Lys

Leu
Ser

Leu

Arg
Leu
Ala
Asn
Leu
70

Phe

Val

Val

Lys
Gln
Lys
Asn
Ile
70

Lys
Leu

Val

Ala
Arg
Gly

Thr
135

Leu
Met
Ser
Thr
55

Leu
Ser

Glu

Pro

Trp
Leu
Leu
Trp
55

Arg
Asp

Gln

Arg

Ile
Ser
Ser

120
vVal

Leu
Thr
Tle
40

Tyr
Ile
Gly

Ala

Trp
120

Val
Val
Ser
40

Val
Ser
Arg

Met

Gly
120

Leu
Leu
105
Pro

Ser

val
Gln
25

Ser
Leu
Tyxr
Ser
Glu

105
Thr

Phe
Glu
25

Cys
Arg
Lys
Phe
Asn

105
Gly

Asn
90

Thr
Tyr

Ser

Leu
10

Thr
Cys
Glu
Lys
Gly
90

Asp

Phe

Phe
10

Thr
Ala
Gln
Ser
Thr
90

Asn

Ser

75

Val Asp Lys

Ser Glu Asp

Tyr Arg Tyr

Met
Pro
Arg
Trp
val
75

Ser

Leu

Gly

vVal
Gly
Ala
Ala
Asn
75

Ile

Leu

Tyr

Phe
Leu
Ser
Tyr
60

Ser
Gly

Gly

Gly

Val
Gly
Ser
Pro
60

Asn
Ser

Lys

Trp

125

Trp
Ser
Ser
45

Leu
Asn
Thr

Val

Gly
125

Phe
Gly
Gly
45

Gly
Tyr
Arg

Thr

Tyr
125

Ser
Ser

110
Asp

Ile
Leu
30

Gln
Gln
Arg
Asp
yr

110
Thr

Tyr
Leu
30

Phe
Lys
Ala
Asp
Glu

110
Phe

Ser
95
Ala

Asp

Pro
15

Pro
Ser
Lys
Phe
Phe
95

Tyr

Lys

Gln
15

Val
Thr
Gly
Thr
Asp
95

Asp

Asp

80
Ser

Val

Trp

Ala
val
Ile
Pro
Ser
80

Thr
Cys

Leu

Gly
Gln
Phe
Leu
Tyr
80

Thr

Thr

val



Trp Gly Ala Gly Thr Thr vVal Thr Val Ser Ser

130

<210> 25
<211> 11
<212> PR

2
T

135

<213> Artificial Sequence

<220>

<223> Synthetically generated peptide

<400> 25

Asp Ile
1

Asp Arg

Asp Gly

Pro Lys
50

Ser Arg

65

Ser Ser

Ser Tyr

<210> 26
<211l> 12
<212> PR

Gln
Val
Asn
35

Leu
Phe

Leu

Val

0
T

Met
Thr
20

Thr
Leu
Ser

Gln

Pro
100

Thr
5
Ile
Tyr
Ile
Gly
Pro

85
Leu

Gln
Thr
Phe
Tyr
Ser
70

Glu

Thr

Ser
Cys
Glu
Lys
55

Gly

Asp

Phe

<213> Artificial Sequence

<220>

Pro
Arg
Trp
40

val
Ser

Phe

Gly

Ser
Ser
25

Tyr
Ser
Gly

Ala

Gln
105

Ser
10

Ser
Gln
Asn
Thr
Thr

90
Gly

<223> Synthetically generated peptide

<400> 26

Glu val
1

Ser Leu

Gly Met

Ala Tyr
50

Lys Gly

65

Leu Gln

Ala Arg

Gly Thr

<210> 27
<211> 39

Gln
Arg
His
35

Ile
Arg
Met

Tyr

Leu
115

3

<212> DNA

Leu
Leu
20

Trp
Asn
Phe
Asn
Ala

100
Val

Val
5
Ser
Val
Gly
Thr
Ser

85

Ser

Thr

Glu
Cys
Arg
Gly
Ile
70

Leu

Tyr

Val

Ser

Ala

Glh

Ser
55

Ser
Arg
Gly

Ser

Gly Gly Gly

Ala
Ala
40

Ser
Arg
Ala

Gly

Ser
120

Ser
25

Pro
Thr
Asp
Glu

Gly
105

10
Gly

Gly
Ile
Asn
Asp

20
Ala

Leu
Gln
Gln
Arg
His
75

Tyr

Thr

Leu
Phe
Lys
Phe
Ala
75

Thr

Met

Ser
Ser
Lys
Phe
60

Phe

Tyxr

Lys

val
Thr
Gly
Tyr
60

Lys

Ala

Asp

Ala
Ile
Pro
45

Ser
Thr

Cys

Val

Gln
Phe
Leu
45

Ala
Asn

Val

Tyxr

Ser
vVal
30

Gly
Gly
Leu

Phe

Glu
110

Pro
Ser
30

Glu
Asn
Thr

Tyr

Trp
110

val
15

His
Lys
Val
Thr
Gln

95
Ile

Gly
15

Ser
Trp
Ala
Leu
Tyr

95
Gly

Gly
Asn
Ala
Pro
Ile
80

Gly

Lys

Gly
Phe
Val
Val
Tyr
80

Cys

Gln



<213> Mus musculus

<220>

<221>
<222>

<400> 27

CDsS
(1) ...(393)

atg aag ttg
Met Lys Leu

1

tcc
Ser

agt
Ser

gta
Val

ggc
Gly
65

999
Gly

cte
Leu

ttt
Phe

gag
Glu

age
Ser

ctt
Leu

cat
His
50

cag
Gln

gtc
Val

aac
Asn

caa
Gln

ctg
Leu
130

<210> 28
<211> 41

<212>
<213>

<220>

<221>
<222>

<400> 28
atg gac tcc agg ctc aat tta gtt ttc
Met Asp Ser Arg Leu Asn Leu Val Phe

1

agt
Ser

gga
Gly
35

aat

Asn

tct
Ser

cca
Pro

atc
Ile

ggt
Gly
115

aaa
Lys

7

DNA
Mus musculus

cDs
(1) ...(417)

cct
Pro

gat
Asp
20

gat
Asp

gat
Asp

cca
Pro

gac
Asp

agc
Ser
100

tca
Ser

gtt
Val
5

att
Ile

caa
Gln

gga
Gly

aaa
Lys

agg
Arg
85

aga
Arg

tat
Tyr

5

agg
Arg

ttg
Leu

gce
Ala

aac
Asn

ctec
Leu
70

ttc
Phe

gtg
Val

gtt
Val

ctg
Leu

atg
Met

tca
Ser

acc
Thr
55

ctyg
Leu

agt
Ser

gag
Glu

cct
Pro

ttg
Leu

ace
Thr

ata
Ile
40

tat
Tyr

ate
Ile

ggc
Gly

gct
Ala

ctc
Leu
120

gtg
Val

caa
Gln
25

tct
Ser

ttt
Phe

tac
Tyr

agt
Ser

gag
Glu
105

acg
Thr

gtc cag tgt gat gtg cag ctg gtg gag

ctg
Leu

10
act
Thr

tgc
Cys

gaa
Glu

aaa
Lys

gga
Gly

90
gat
Asp

ttc
Phe

ctt
10

tct

-8

atg ttc
Met Phe

cca ctg
Pro Leu

aga tct
Arg Ser

tgg tac
Trp Tyr

gtt tecc
Val Ser
75

tca ggg
Ser Gly

ctg gga
Leu Gly

ggt gct
Gly Ala

tgg
Trp

tcc
Ser

agt
Ser
45

ctg
Leu

aat
Asn

aca
Thr

att
Ile

999
Gly
125

att
Ile

ctg
Leu
30

cag
Gln

cag
Gln

cga
Arg

cat
His

tat
Tyr
110

acc
Thr

cct
Pro
15

cct
Pro

agce
Ser

aaa
Lys

ttt
Phe

ttc
Phe
95

tac

Tyr

aag
ys

gct
Ala

gtc
Val

att
Ile

cca
Pro

tct
Ser
80

aca

Thr

tgc
Cys

ctg
Leu

gtc ctt att tta aaa ggt
Leu Val Leu Ile Leu Lys Gly

15

ggg gga ggc tta gtg cag

48

96

144

192

240

288

336

384

393

48

96



Val Gln Cys Asp Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Glin
20 25 30

cct gga ggg tce cgg aaa ctc tcc tgt geca gce tect gga tte act tte 144
Pro Gly Gly Ser Arg Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe
35 40 45

agt agc ttt gga atg cac tgg gtt cgt cag gct cca gag aag ggg ctg 192
Ser Ser Phe Gly Met His Trp Val Arg Gln Ala Pro Glu Lys Gly Leu
50 55 60

gag tgg gtc geca tac att aat ggt ggc agt agt acc atc ttc tat gca 240
Glu Trp Val Ala Tyr Ile Asn Gly Gly Ser Ser Thr Ile Phe Tyr Ala
65 70 75 80

aac gca gtg aag ggce cga ttc acce atc tcc aga gac aat ccc aag aat 288
Asn Ala Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Pro Lys Asn
85 90 95

acc ctg ttc ctg caa atg acc att cta agg tct gag gac acg gcc att 336
Thr Leu Phe Leu Gln Met Thr Ile Leu Arg Ser Glu Asp Thr Ala Ile
100 105 110

tat tac tgt gga agg tat gct agt tac gga ggg gdt gct atg gac tat 384
Tyr Tyr Cys Gly Arg Tyr Ala Ser Tyr Gly Gly Gly Ala Met Asp Tyr

115 120 125
tgg ggt caa gga acc tca gte ace gtc tcce tceca 417
Trp Gly Gln Gly Thr Sexr Val Thr Val Ser Ser
130 135
<210> 29
<211> 390
<212> DNA

<213> Mus musculus

<220>
<221> CDS
<222> (1) ...(390)

<400> 29
atg gat ttt ctg gtg cag att ttc age tte ttg cta atc agt gce tca 48
Met Asp Phe Leu Val Gln Ile Phe Ser Phe Leu Leu Ile Ser Ala Ser

1 5 10 15

gtt gca atg tcc aga gga gaa aat gtg ctc acc cag tct cca gca atc 96
val Ala Met Ser Arg Gly Glu Asn Val Leu Thr Gln Ser Pro Ala Ile
20 25 30

atg tct gca tct cca ggg gaa aag gtc acc atg acc tgce agg gcc agc 144
Met Ser Ala Ser Pro Gly Glu Lys Val Thr Met Thr Cys Arg Ala Ser
35 40 45

tca act gta aat tcc act tac ttg cac tgyg ttc cag cag aag tca ggt 192
Ser Thr Val Asn Sexr Thr Tyr Leu His Trp Phe Gln Gln Lys Ser Gly
50 55 60

gce tee ccce aaa ctce tgg att tat ggce tca tece aac ttg gct tcet gga 240



Ala
65

gtc
Val

aca
Thxr

cag
Gln

ctg
Leu

<210>
<211>
<212>
<213>

Ser

cct
Pro

atc
Ile

tac
Tyr

aaa
Lys
130

<220>

<221>

30

414
DNA
Mus musculus

Pro

gct
Ala

agc
Ser

agt
Ser
115

CDs

Lys

cgce
Arg

agt
Ser
100

ggt
Gly

Leu

tte
Phe
85

gtg
Val

tac
Tyr

<222> (1)...(414)

<400> 30

atg gaa tgg
Met Glu Trp

1
gte
vVal

cct
Pro

act
Thr

gag
Glu
65

ccg
Pro

aca
Thr

tat

cac
His

999
Gly

gcce
Ala
50

tgg
Trp

aag
Lys

gcc
Ala

tac

tct
Ser

gct
Ala
35

tac
Tyxr

att
Ile

ttc
Phe

tac
Tyr

tgt

agce
Ser

gag
Glu
20

tta

Leu

tac
Tyr

gga
Gly

aag
Lys

atg
Met
100

gca

tag
Trp
5

gte
val

gtg
val

att
Ile

cgt
Arg

ggc
Gly
85

gag
Glu

aga

Trp

agt
Ser

gag
Glu

cca
Pro

gte
Val

cag
Gln

aag
Lys

cac
His

gtt
val
70

aag
Lys

ctc
Leu

teg

Ile

ggce
Gly

get
Ala

ctc
Leu

ttt
Phe

ctg
Leu

ata
Ile

tgg
Trp
55

aat
Asn

gcc
Ala

cgce
Arg

gga

Tyr

agt
Ser

gaa
Glu

acg
Thr
120

ctc
Leu

cag
Gln

tcc
Ser
40

gtg
Val

cect
Pro

ata
Ile

agc
Ser

tce

Gly

999
Gly

gat
Asp
105

ttc
Phe

ttc
Phe

cag
Gln
25

tgc
Cys

aag
Lys

aat
Asn

tta
Leu

ctg
Leu
105

ccc

Ser

tct
Ser
90

gct
Ala

ggt
Gly

ctc
Leu
10

tct

Ser

aag
Lys

cag
Gln

act
Thr

aat
Asn
g0

aca
Thr

tac

- 10 -

Ser
75

999
Gly

gce
Ala

gct
Ala

ctg
Leu

gga
Gly

gct
Ala

agc
Ser

ggt
Gly
75

gta
Val

tect
Ser

tat

Asn

acc
Thr

act
Thr

999
Gly

tca
Ser

cct
Pro

tct
Ser

cat
His
60

ggt
Gly

gat
Asp

gag
Glu

agg

Leu

tct
Ser

tat
Tyr

acc
Thr
125

gtc
val

gac
Asp

ggt
Gly

gga
Gly

act
Thr

aag
Lys

gac
Asp

tac

Ala

tac
TyY

tac
Tyxr
110

acg
Thr

act
Thr

ctg
Leu
30

tac

TYyr

aag
Lys

agc
Ser

tca
Ser

tct
Ser
110

gac

Ser

tct
Ser
95

tgc
Cys

ctg
Leu

aca
Thr
15

gtg
val

tca
Ser

agc
Ser

tac
Tyr

tcc
Ser
95

gcg
Ala

gac

Gly
80

cte

Leu

cag
Gln

gag
Glu

ggt
Gly

aag
Lys

ttc
Phe

ctt
Leu

aac
Asn
80

agc
Ser

gtc
val

tgg

288

336

384

390

48

96

144

192

240

288

336

384



Tyr Tyr Cys Ala Arg Ser

115

ggce caa ggc acc act ctc
Gly Gln Gly Thr Thr Leu

130

<210> 31
<211> 39

<212>

3

DNA

<213> Mus musculus

<220>
<221> CD

<222>

<400> 31
atg aag ttg
Met Lys Leu

1

tce
Ser

agt
Ser

gta
val

ggc
Gly
65

999
Gly

ctce
Leu

Tttt
Phe

gaa
Glu

agc
Ser

ctt
Leu

aat
Asn
50

cag
Gln

gtc
Val

aag
Lys

caa
Gln

atc
Ile
130

<210> 32
<211> 417
<212> DNA
<213> Mus musculus

S

agt
Ser

gga
Gly
35

agt
Ser

tct
Ser

cca
Pro

atc
Ile

ggt
Gly
115

aaa
Lys

cct
Pro

gat
Asp
20

gat
Asp

aat
Asn

cca
Pro

gac
Asp

agc
Ser
100

tca
Ser

(1) ...(393)

gtt
val
5

gtt
val

caa
Gln

gga
Gly

aag
Lys

agg
Arg
85

aga

Arg

cat
His

agg
Arg

ttg
Leu

gcc
Ala

aac
Asn

cte
Leu
70

tte
Phe

gtg
vVal

gtt
Val

Gly

aca
Thx
135

ctyg
Leu

atg
Met

tecc
Ser

acce
Thr
55

ctg

Leu

agt
Ser

gag
Glu

ccg
Pro

Ser Pro Tyr Tyr Arg Tyr Asp Asp Trp

120

gte
Val

ttg
Leu

acce
Thr

atc
Ile
40

tat
Tyr

atc
Ile

ggc
Gly

gct
Ala

tgg
Trp
120

tcc
Ser

gtyg
val

caa
Gln
25

tct
Ser

tta
Leu

tac
Tyr

agt
Ser

gag
Glu
105

acg
Thr

tca
Ser

ctg
Leu
10

act
Thr

tgce
Cys

gaa
Glu

aaa
Lys

gga
Gly
20

gat
Asp

tte
Phe

-11 -

atg
Met

cca
Pro

aga
Arg

tgg
Trp

gtt
Val
75

tca

Ser

ctg
Leu

ggt
Gly

125

ttec tgg
Phe Trp

ctc tcc
Leu Ser

tct agt
Ser Ser
45

tac ctg
Tyr Leu
60

tce aac
Ser Asn

ggg aca
Gly Thr

gga gtt
Gly Val

gga ggc
Gly Gly
125

att
Ile

ctg
Leu
30

cag
Gln

cag
Gln

cga
Arg

gat
Asp

tat
Tyr
110

acc
Thr

cct
Pro
15

cet
Pro

agc
Ser

aaa
Lys

ttt
Phe

tte
Phe
95

tac

Tyr

aag
Lys

gct
Ala

gtc
Val

att
Ile

cca
Pro

tet
Ser
80

aca
Thr

tgc
Cys

ctg
Leu

414

48

96

144

192

240

288

336

384

393



<220>
<221> CDS

<222>

<400> 32

atg ctg ttg
Met Leu Leu

1

gtg
Val

cct
Pro

aat
Asn

gaa
Glu
65

tat
Tyr

caa
Gln

ggc
Gly

tgg
Trp

<210>
<211>
<212>
<213>

<400> 33

cat
His

aaa
Lys

acc
Thr
50

tgg
Trp

gcc
Ala

agc
Ser

atg
Met

ggc
Gly
130

33

111
PRT
Mus musculus

tgt
Cys

999
Gly
35

aat
Asn

gtt
vVal

gat
Asp

atg
Met

tat
Tyr
115

gca
Ala

gg99
Gly

gag
Glu
20

tca
Ser

gcc
Ala

gct
Ala

tca
ser

atc
Ile
100

tac

Tyr

999
Gly

(1) ...(417)

ctg
Leu
5

gtg
Val

ttg
Leu

atg
Met

cgc
Arg

gtg
val
85

tat
Tyr

tgt
Cys

acc
Thr

Asp Ile Val Leu Thr

1

Glu Arg Ala Ser

20

Gly Asp Ser Tyr

35

Lys Leu Leu Tle

50

Arg Phe Ser

65

Gly

5
Ile

Met
Tyr

Ser

aag
Lys

cag
Gln

aaa
Lys

aac
Asn

ata
Ile

70
aaa
Lys

ctg
Leu

gtg
Val

acg
Thr

Gln
Ser
Asn
Ala

Gly
70

tgg
Trp

ctt
Leu

ctce
Leu

tgg
Trp
55

aga

Arg

gac
Asp

caa
Gln

aga
Arg

gte
Val
135

Ser
Cys
Trp
Ala

55
Ser

gtt
Val

gtt
val

tca
Ser
40

gtec
Val

agt
Ser

agg
Arg

atg
Met

999
Gly
120

acc
Thr

Pro
Lys
Tyr
40

Ser

Gly

tte
Phe

gag
Glu
25

tgt
Cys

cgc
Arg

aaa
Lys

ttc
Phe

aac
Asn
105

gga
Gly

gtc
val

Ala
Ala
25

Gln

Asn

Thr

Lttt
Phe
10

act
Thr

gca
Ala

cag
Gln

agt
Ser

acc
Thr

90
aac
Asn

agc
Ser

tcc
Ser

Ser
10

Ser
Gln

Leu

Asp

-12-

gtt
val

ggt
Gly

gce
Ala

gct
Ala

aat
Asn

75
atc
Ile

ttg
Leu

tac
Tyr

tca
Ser

Leu
Gln
Lys
Glu

Phe
75

gtt
Val

gga
Gly

tct
Ser

cca
Pro

60
aat
Asn

tce
Ser

aaa
Lys

tgg
Trp

Ser
Ser
Pro
Ser

60
Thr

ttt
Phe

gga
Gly

gga
Gly
45

gga
Gly

tat
Tyx

aga
Arg

act
Thr

tac
TYY
125

vVal
Val
Gly
45

Gly

Leu

tat
Tyr

ttg
Leu
30

ttc
Phe

aag
Lys

gca
Ala

gat
Asp

gag
Glu
110

ttc
Phe

Sexr
Asp
30

Gln
Ile

Asn

caa
Gln
15

gtg
val

ace
Thyx

ggt
Gly

aca
Thr

gat
Asp

gac
Asp

gat
Asp

Leu
15

Tyxr
Pro

Pro

Ile

ggt
Gly

cag
Gln

tte
Phe

ttg
Leu

tat
Tyr

80
aca
Thr

aca
Thr

gtc
val

Gly
Asp
Pro
Ala

His
80

48

96

144

192

2490

288

336

384

417



Pro Val Glu Glu Glu Asp Ala Ala Thr Tyr Tyr Cys Gln Gln Ser Asn

85

90

95

Glu Asp Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys

<210>
<211>
<212>
<213>

<400>

Asp
1
Asp

Ile

Gln

34

112
PRT
Mus musculus

34

100

Leu Met Thr

Ala

Asp Gly Asn

Pro
Asp
65

Ser

Ser

<210> 35

Lys
50

Arg
Arg

Tyr

35
Leu

Phe

Val

Val

<211> 116
<212> PRT
<213> Mus musculus

<400> 35

Glu
1

Val

Lys

Ser Leu Lys

Ala
Ala
Gly
65

Gln
Arg

Thr

<210> 36

Met
Ser
50

Arg
Met
Asp

Val

Ser
35

Ile
Phe
Ser

Tyr

Ser
115

<211> 120
<212> PRT
<213> Mus musculus

<400> 36

Ser
20

Thr
Leu
Ser

Glu

Pro
100

Leu
Leu
20

Trp
Ser
Thr
Ser
Asp

100
Ser

5
Ile
Tyr
Ile
Gly
Ala

85
Leu

val
Ser
Val
Thyr
Ile
Leu

85
Gly

Gln
Ser
Phe
Tyr
Ser
70

Glu

Thr

Glu
Cys
Arg
Gly
Ser
70

Arg

Tyr

Thr
Cys
Glu
Lys
55

Gly
Asp

Phe

Ser
Ala
Gln
Gly
55

Arg

Ser

Phe

Pro
Arg
Trp
40

Val
Ser

Leu

Gly

Gly
Ala
Thr
40

Ser
Asp
Glu

Asp

105

Leu
Ser
25

Tyr
Ser
Gly
Gly

Ala
105

Gly
Ser
25

Pro
Thr
Asn

Asp

Tyr
105

Ser
10

Ser
Leu
Asn
Thr
Ile

90
Gly

Gly
10

Gly
Glu
Tyr
Ala
Thr

90
Trp

Leu
Gln
Gln
Arg
His
75

Tyr

Thr

Leu
Phe
Lys
Tyr
Arg
75

Ala

Gly

Pro
Ser
Lys
Phe
60

Phe

Tyr

Lys

Val
Thr
Arg
Pro
60

Asn

Met

Gln

Val
Ile
Pro
45

Ser
Thr

Cys

Leu

Lys
Phe
Leu
45

Asp
Ile

Tyr

Gly

110

Ser
Val
30

Gly
Gly
Leu

Phe

Glu
110

Pro
Ser
30

Glu
Ser
Leu

Tyr

Thr
110

Leu
15

His
Gln
Val
Asn
Gln

95
Leu

Gly
15

Thr
Trp
vVal
yx
Cys

95
Thr

Gly
Asn
Ser
Pro
Ile
80

Gly

Lys

Gly
Tyxr
Val
Lys
Leu
80

Ala

Leu

Asp Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

-13 -



Ser
Gly
Ala
Lys
65

Leu

Gly

Gly

<210> 37

Arg
Met
Tyr
50

Gly
Gln

Arg

Thr

Lys
His
35

Ile
Arg
Met

Tyr

Ser
115

<211> 111
<212> PRT
<213> Homo sapiens

<400> 37

Asp
1
Asp
Gly
Lys
Arg

65

Ser

Glu

<210>
<211>
<212>

Ile
Arg
Asp
Leu
50

Phe

Leu

Asp

38
116
PRT

Gln
Val
Ser
35

Leu
Ser

Gln

Pro

Leu
20

Trp
Asn
Phe
Thr
Ala

100
Val

Met
Thr
20

Tyr
Ile
Gly

Pro

Trp
100

Ser
Val
Gly
Thr
Ile
85

Ser

Thr

Thr
5
Ile
Met
Tyr
Ser
Glu

85
Thr

<213> Homo sapiens

<400>

38

Glu val Gln Leu

1
Ser

Ala
Ala
Gly
65

Gln

Arg

Leu
Met
Ser
50

Arg

Met

Asp

Arg
Ser
35

Ile
Phe

Asn

Tyr

Leu
20

Trp
Ser
Thr

Ser

Asp
100

vVal
5
Ser
Val
Thr
Ile
Leu

85
Gly

Cys
Arg
Gly
Ile
70

Leu

Ty

Val

Gln
Thr
Asn
Ala
Gly
70

Asp

Phe

Glu
Cys
Arg
Gly
Ser
70

Arg

Tyr

Ala
Gln
Ser
55

Ser
Arg
Gly

Ser

Ser
Cys
Trp
Ala
55

Ser

Phe

Gly

Sexr
Ala
Gln
Gly
55

Arg
Ala

Phe

Ala
Ala
40

Ser
Arg
Ser

Gly

Ser
120

Pro
Lys
Tyr
40

Ser
Gly

Ala

Gln

Ala
40

Ser
Asp
Glu

Asp

Ser
25

Pro
Thr
Asp
Glu

Gly
105

Ser
Ala
25

Gln
Agn
Thr
Thr

Gly
105

Gly
Ser
25

Pro
Thr
Asn

Asp

Tyr
105

10
Gly

Glu
Ile
Asn
Asp

90
Ala

Ser
10

Ser
Gln
Leu
Asp
Tyr

90
Thr

Gly
10

Gly
Gly
Tyr
Ala
Thr

90
Trp

- 14 -

Phe
Lys
Phe
Pro
75

Thr

Met

Leu
Gln
Lys
Glu
Phe
75

Tyr

Lys

Leu
Phe
Lys
Tyr
Lys
75

Ala

Gly

Thr
Gly
Tyr
60

Lys
Ala

Asp

Sexr
Ser
Pro
Ser
60

Thr
Cys

Val

Val
Thr
Gly
Pro
60

Asn

Val

Gln

Phe
Leu
45

Ala
Asn

Ile

Tyr

Ala
Val
Gly
45

Gly
Leu

Gln

Glu

Gln
Phe
Leu
45

Asp
Thr

Tyr

Gly

Ser
30

Glu
Asn
Thr
Tyr

Trp
110

Ser
Asp
30

Lys
Ile
Thr
Gln

Ile
110

Pro
Ser
30

Glu
Ser
Leu

Tyr

Thr
110

15
Ser

Trp
Ala
Leu
Tyr

Gly

vVal
15

Tyr
Ala
Pro
Ile
Ser

95
Lys

Gly
15

Thr
Trp
Val
Tyx
Cys

95
Leu

Phe
Val
Val
Phe
80

Cys

Gln

Gly
Asp
Pro
Ser
Ser

80
Asn

Gly
Tyr
Val
Lys
Leu
80

Ala

Val



Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

115

39

36

DNA

Artificial Sequence

Primer

39

ccecgggacca tatgcaggcc accgaatatg agtacc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

tatgagcata tggattatga tttcctgcca gaaacgg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

aaacggagca tatggaaatg ctgaggaaca gcactgacac ¢

<210>
<211>
<212>
<213>

<220>
<223>

<400>

aacccctcat atgaccactg tggagcctgc tgcaaggceg

<210>
<211l>
<212>
<213>

<220>
<223>

<400>

gtggtcagat cttcecatage tgctgaatcce gtggacagy

40

37

DNA&

Artificial Sequence

Primer

40

41

471

DNA

Artificial Sequence
Primer

471

42

39

DNA

Artificial Sequence
Primer

42

43

39

DNA

Artificial Sequence
Primer

43

-15-

36

37

41

39

39



<210> 44

<211> 37

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 44
gttcctcaga tcttectggag gectcegttte tggcagg

<210> 45

<211> 37

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 45
aggcccaaga tctggagtgg tgtcagtget gttecte

<210> 46

<211> 35

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 46
ggctccagat ctgtagactc aggggttcca ggccc

<210> 47

<211> 38

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 47
gtggtcagat ctgtgactgc ccctectgeca tcocaggcc

<210> 48

<211> 37

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 48
gecagcagat cttgcttcac agagatgtgg tctgggg

<210> 49

<211> 34

<212> DNA

<213> Artificial Sequence

-16 -

37

37

35

38

37



<220>
<223> Primer

<400> 49
cgcggatcca tgcctetgea actcctectg ttge

<210> 50

<211> 35

<212> DNA

<213> Artificial Seqguernce

<220>
<223> Primer

<400> 50
gcecagcecteg agcttcacag agatgtggte tgggg

<210> 51

<211> 490

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 51
ggtctgcteg agcatagetg ctgaatccgt ggacaggttce

<210> 52

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 52
agacaggcca ccgaagggaa cctgtcecacyg

<210> 53

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 53
cgtggacagg ttceccttegg tggcctgtcet

<210> 54

<211> 27

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

- 17 -

34

35

40

30

30



<400> 54
ccgetegage geccaagatta ggatggce

<210> 55

<211> 27

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 55
cgggatccac tcaaaccaca gccatgg

<210> 56

<211> 27

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 56
ccgectegagt ggtagtaggt tecatgg

<210> 57

<211> 26

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 57
cgggatcaac tcaacccaca ggcctg

<210> 58

<211> 28

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 58
ctgtgceteg agggctgtgg tttgagtg

<210> 59

<211> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 59
cgggatccat ggagatacag accactcaac

<210> 60

-18-

27

27

27

26

28

30



<211> 28
<212> DNA
<213> Artificial Sequence

<220>
<223> Primer

<400> 60
cgggatccga tgcaggaggg gcagtcac

<210> 61

<211> 27

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 61
ggecegtcact cgagttgtct gtgccte

<210> 62

<211> 43

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 62

tatggattca gcagctatgg agatacagac cactcaacca gca

<210> 63

<211> 45

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 63

gatctgcetgg ttgagtggtce tgtatctcca tagctgctga atcca

<210> 64

<211> 43

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 64

tatggattca gcagctatgc ggatacagac cactcaacca gca

<210> 65

<211> 45

<212> DNA

<213> Artificial Sequence

-19 -

28

27

43

45

43



<220>
<223>

<400>

Primer

65

gatctgctgg ttgagtggtc tgtatccgca tagctgctga atcca

<210>
<211>
<212>
<213>

<220>
<223>

<400>

66

31

DNA

Artificial Sequence

Primer

66

ctagtctaga tgacccaaac tccactctcce c

<210>
<211>
<212>
<213>

<220>
<223>

<400>

67

49

DNA

Artificial Sequence

Primer

67

ctagtctaga attaggaaag tgcacttagc atcagcccgt ttgatttec

<210>
<211>
<212>
<213>

<220>
<223>

<400>

68

33

DNA

Artificial Segquence

Primer

68

taacattcta gatgectgttg gggctgaagt ggg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

69

49

DNA

Artificial Sequence

Primer

69

ggatagtcta gaggttgtga ggactcacct gaggagacgg tgaccgtgg

<210>
<211l>
<212>
<213>

<220>
<223>

<400>

70

37

DNA

Artificial Sequence

Primer

70

-20-

45

31

49

33

49



ctagtctaga tggagacaga cacactcctg ttatggg 37

<210> 71

<211> 49

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 71
ctagtctaga attaggaaag tgcacttttt ccagcttggt ccccectcee 49

<210> 72

<211> 37

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 72

ctagtctaga tggactccag gctcaattta gttttece 37
<210> 73

<211> 51

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 73

ctagtctaga ggttgtgagg actcacctga ggagacggtg actgaggttc ¢ 51
<210> 74

<211> 36

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 74

ctagtctaga tggattttct ggtgcagatt ttcage 36
<210> 75

<211> 49

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 75
ctagtctaga attaggaaag tgcacttagc atcagcccgt ttcagctce 49

<210> 76
<211> 33

221 -



<212> DNA
<213> Artificial Sequence

<220>
<223> Primer

<400> 76

ctagtctaga tggaatggag ctgggtcttt ctc 33
<210> 77

<211l> 51

<212> DNA

<213> Artificial Segquence

<220>
<223> Primer

<400> 77
ctagtctaga ggttgtgagg actcaccage ttccagtgga tagactgatg g 51

<210> 78

<211> 65

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 78
tctatctaga tgaacttegg gtceccagettg attttccttg tcettgtttt aaaaggtgtce 60

cagtg 65

<210> 79

<211> 69

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 79
ccttgtttta aaaggtgtec agtgtgaagt gcaactggtg gagtctgggg gaggcttagt 60

gcagcctgyg 69

<210> 80

<211> 65

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 80
ctgaaagtga atccagaggc tgcacaggag agtctcaage ttcecctceccagg ctgcactaag 60

cctec 65
<210> 81

<211> 69
<212> DNA

“22 -



<213> Artificial Sequence

<220>
<223> Primer

<400> 81
gcetcectggat tcactttcag tagetttgga atgcactggg ttecgccaggc tccagggaag 60

ggactcgag 69

<210> 82

<211l> 66

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 82
gcatagaaga tggtactact gccaccatta atgtatgcga cccactcgag tcccttecet 60

ggagcc 66

<210> 83

<211> 62

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 83

gtagtaccat cttctatgca aacgcagtga agggccgatt caccatctcec agagataatg 60
cc 62

<210> 84

<211> 63

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 84
cctecagecect cagagaattc atttgcaggt acagggtgtt cttggcatta tcectcectggaga 60

tgg 63

<210> 85
<211> 63

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 85
gaattctctg agggctgagg acacggccgt gtattactgt gcaagatatg ctagttacgg 60
agg 63

<210> 86
<211> 60

-23-



<212> DNA
<213> Artificial Sequence

<220>
<223> Primer

<400> 86
ctgtgaccag ggtgccttgg ccccaatagt ccatagcacc ccctccecgtaa ctagcatatce 60

<210> 87

<211> 57

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 87
accctetaga ggttgtgagg actcacctga ggagactgtg accagggtgc cttggece 57

<210> 88

<211> 60

<212> DNA

<213> Artificial Seguence

<220>
<223> Primer

<400> 88
tctatctaga tggagacaga cacaatcctg ctatgggtge tgctgctcetg ggttccaggce 60

<210> 89

<211> 61

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 89

gctgcetctgg gttccagget ccactggtga cattcagatg acccaatctce cgagetcttt 60
61
g

<210> 90

<211> 60

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 90
gatctgecagg tgatagtgac cctatcccct acagacgcag acaaagagct cggagattgg 60

<210> 91
<211> 63
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<212> DNA
<213> Artificial Sequence

<220>
<223> Primer

<400> 91
cactatcacc tgcagatcta gtcagagecat tgtacataat gatggaaaca cctattttga 60

atg 63

<210> 92

<211> 59

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 92
gatgagaagc ttgggtgcct ttcctggttt ctgttggtac cattcaaaat aggtgtttc 59

<210> 93

<211> 66

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 93
gcacccaage ttctcatcta taaagtttcoe aatcgatttt ctggtgtcce atccaggttt 60

agtgge 66

<210> %94

<211> 61

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 94
gcagagaaga gatggtgagg gtgaagtgtg tcccagaccce actgceccacta aacctggatg 60
g 61

<210> S5

<211> 55

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 95
ctcaccatct cttctctgca gcecggaggat ttcgecaacct attactgttt tcaag 55

<210> 96

<211> 57
<212> DNA
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<213> Artificial Sequence

<220>
<223> Primer

<400> 96

ccttggtgee ttgaccgaac gtgagaggaa catatgaacc ttgaaaacag taatagg

<210> 97

<211> 58

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 97

accctctaga attaggaaag tgcacttacg tttgatttcc accttggtgce cttgaccg

<210> 98

<211l> 30

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 98
tatatctaga attcccccecc cccccocceecce

<210> 99

<211> 46

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<400> 99
tatagagectc aagcttggat ggtgggaaga tggatacagt tggtgc

<210> 100

<211> 50

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer

<220>

<221> misc_feature
<222> 30

<223> n = ¢, a or t

<220>

<221> misc_feature
<222> 38

<223> n = ¢ or g

226 -
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<220>

<221> misc_feature
<222> 42

<223> n = ¢ or t

<400> 100

tatagagctc aagottccag tggatagacn gatggggntg tngttttgge

-27-
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