<110>

<120>
<130>

<140>
<141>

<150>
<151>

<160>
<170>
<210>
<211>
<212>
<213>

<400>

Immunogen, Inc.
CARRIGAN, Christina N.

WHITEMAN, Kathleen R.

PAYNE, Gillian
LADD, Sharron

2921_015prC01_SequenceListing
SEQUENCE LISTING

METHODS FOR INCREASING EFFICACY OF FOLR1 CANCER THERAPY

2921.015PC01

PCT/US2012/031544
2012-03-30

us 61/471,007
2011-04-01

11

Patentin version

1
257
PRT
Homo

1

Met Ala GIn
1

Ala

Leu

Pro

Cys

65

Leu

Lys

l.eu

val

145

val
Leu
Glu
50

cys
Tyr
Arg
Gly
Leu
130

Cys

val

Asn

35

ASp

Ser

Arg

His

Pro

1i5

Asn

Arg

sapiens

Arg
Gly
20

val
Lys
Thr
Phe
Phe
100
Trp

val

Thr

Met
5
Glu
Cys
Leu
Asn
AsSn
8%
Ile
Ile

Pro

ser

Thr
Ala
Met
His
Thr
70

Trp
GIn
Gin

Leu

Tyr
150

3.5

Thy
GIn
Asn
Glu
55

Ser
Asn
Asp
cIn
cys
135

Thr

GIn

Thr

Ala

40

Gln

Gln

His

Thr

val

120

Lys

cys

Leu

Arg

25

Lys

Cys

Glu

Cys

Cys

105

Asp

Glu

Lys

Leu

10

Ile

His

Arg

Ala

Gly

90

Leu

Gln

Asp

ser

Leu

Ala

His

Pro

His

75

Glu

Tyr

Ser

Cys

Asn
155

Leu

Trp

Lys

Trp

60

Lys

Met

Glu

rp

Glu

140

Trp
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Leu

Ala

Glu

45

Arg

Asp

Ala

Cys

Arg

125

GIn

His

val

Arg

30

Lys

Lys

val

Pro

Ser

110

Lys

Trp

Lys

Trp

15

Thr

Pro

Asn

ser

Ala

95

Pro

Glu

Trp

Gly

val

Glu

Gly

Ala

TYr

80

Cys

Asn

Arg
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Asn Trp

Pro Phe
Trp Thr

Ile
210

cys

val Ala

Arg
225

Ala Trp Pro

ser

<210> 2

<21l> 771
<21Z2> DNA
<213> Homo

<400> 2
atggetcage

gaggctcaga
aagcaccaca
aggaagaatg
ctatatagat
atccaggaca
gatcagagct
caatggtggg
aactggactt
tacttcccca
aactacagcc
cccaatgaggy
gcctggectt
<210> 3

513 e
<213>

<220>

Thr

His

His

195

Gin

ser Gly

Phe
180

Tyr
ser Tyr
Met Trp

Phe Tyr

Phe

Phe

Lys

Phe

Ala

2921 _015pPC0L_SequenceListing

Pro Thr

val Ser

200

Pro

Ala

230

Phe Leu

245

sapiens

ggatgacaac
caaggattgc
aggaaaagcc
cctgetgtec
tcaactggaa
cctgectcta
ggcgcaaaga
aagattgtcg
cagggtttaa
cacccactgt
gagggagtgg
aggtggcgag
tcctgettag

Leu

Ser Leu

acagctgetg
atgggccagy
aggccecgag
taccaacacc
ccactgtgga
cgagtgctec
gcgggtactg
cacctectac
caagtgcgea
tctgtgcaat
ccgctgeatc
gttctatgct

cctggeecta

Artificial Sequence

Pro Thr val

185

Asn Tyr Ser

Ala GIn Gly

Met Ser Gly

235

Leu
250

Ala Met

ctecttctag
actgagcttc
gacaagttgc
agccaggaag
gagatggcac
cccaacttgg
aacgtgeeee
acctgcaaga
gtgggagctg
gaaatctgga
cagatgtggt
gcagccatga

atgctgetgt

Asn Lys Cys Ala val Gly Ala Ala
170

Leu Cys Asn

190

Gly Ser

Arg
205

Asn
220

Pro Asn

Ala Gly Pro

Leu Leu Trp

tgtggotggc
tcaatgtctg
atgagcagtg
cccataagga
ctgectgeaa
ggecctggat
tgtgcaaaga
gcaactggca
cctgecaace
ctcactccta
tcgacccage
gtggggctgg
ggctgcteag

Page 2

Cys GIn

175

Glu Ile

Gly Arg

Glu Glu

Ala

T
P 240

Leu
255

Leu

tgtagtaggg
catgaacgcc
tcgacectag
tgtttcctac
acggcatttc
ccagcaggtg
ggactgtgag
caagggctgg
tttccattic
caaggtcagc
ccagggcaac
gcecctgggea

Cc

60
120
180
240
300
360
420
480
540
600
660
720
771
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<223> huMovl9 VHC
<400> 3

%Tn val G1n Leu val Gin Ser Gly Ala

5

Ser val Lys Ile Ser Cys Lys
20

Phe Met égn Trp val Lys Gln

Gly Arg Ile His Pro Tyr Asp
50 55

Gln Gly Lys Ala Thr Leu Thr
65 70

Met Glu Leu Leu Ser Leu Thr
85

Thr Arg Tyr Asp Gly Ser Arg

Thr val Thr val Ser Ser
115

<210> 4

<211> 112

<212> PRT

<213> Artificial Sequence

<220>
<223> humovl9 vLCv1.(00

<400> 4
Asp Ile val Leu Ehr GIn Ser
1

Gln Pro Ala EAe Ile Ser Cys

Gly Thr ggr Leu Met His Trp

Arg Leu Leu Ile Tyr Arg Ala
50 55

Arg Phe Ser Gly Ser Gly Ser
65 70

pro val Glu Ala g}u Asp Ala

Ala

ser

40

Gly

val

ser

Ala

Pro

Lys

TP

ser

Lys

Ala

ser

25

Pro

Asp

ASp

Glu

Met
105

Leu

Ala

25

His

Asn

Thr

Thr

Glu val val Lys Pro
10

Gly

Gly

Thr

Lys

Asp

90

Asp

ser

10

Ser

Glin

Leu

Asp

Tyr

Tyr

Gln

Phe

ser

75

Phe

Tyr

Leu

Gln

Lys

Glu

Phe

75

Tyr

Thr

Ser

TYr

60

Ser

Ala

Trp

Ala

ser

Pro

Ala

60

Thr

Cys

Page 3

Phe

Leu

45

Asn

Asn

val

Gly

val

val

Gly

45

Gly

Leu

Gln

Thr

30

Glu

GIn

Thr

Tyr

GIn
110

Ser

ser

30

Gin

val

Asn

Gln

Gly
15

Gly
Trp
Lys
Ala
Tyr
95

Gly

Leu
15

Phe
Gin
Pro

Tle

ser
95

Ala

Tyr

Ile

Phe

His

80

Cys

Thr

Gly

Ala

Pro

Asp

ser

80

Arg
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Glu Tyr Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg
100 105 110

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5
112
PRT

Artificial Sequence

huMovl9 vLCv1.60

5

Asp Ile val Leu
1

Gin Pro Ala
Gly Thr Ser
35
Arg Leu Leu
50

Arg phe Ser
65

pPro val Glu

Giu Tyr Pro

<210>
<211>
<212>
<213>

<220>
<223>

<400>

6
5
PRT

Ile

20

Leu

Ile

Gly

Ala

TYr
100

Thr
S

Ile
Met
Tyr
ser
Glu

85

Thr

GIn

Ser

His

Arg

Gly

70

Asp

Phe

ser

cys

Trp

Ala

55

Ser

Ala

Gly

Artificial seguence

huMov19 vHC COR1

6

§1y Tyr Phe Met ?sn

<210>
<211>
<212>
<213>

<220>
<223>

<400>

7
17
PRT

Artificial sequence

Pro

Lys

Tyr

40

ser

Lys

Ala

Gly

Leu Ser Leu Ala
10

Ala ser GIn Ser
25

His Gln Lys Pro

Asn Leu Glu Ala
60

Thr Asp Phe Thr
75

Thr Tyr Tyr Cys

Gly Thr Lys Leu
165

Kabat Defined Movl9 HC CDR2 Human

7

val

val

Gly

45

Gly

Leu

Gln

Glu

Ser

sSer

30

Gln

val

Thr

Gln

Ile
110

Leu

15

Phe

Gln

Pro

Ile

Ser

95

Lys

Ala

Pro

Asp

ser

80

Arg

Arg

Arg Ile His Pro Tyr Asp Gly Asp Thr Phe Tyr Asn Gln Lys Phe GIn
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1 5 10

Gly

<210> 8

<211> 9

<212> PRT_ |

<213> Artificial sequence

<220>
<223> huMovli8 vHC CDR3

<400> 8
Tyr Asp Gly Ser ?rg Ala Met Asp Tyr
1

<210> 9

<211> 15

<2172> PRT |

<213> Artificial seguence

<220>
<223> huMovl9 vLC CDR1

<400> 9
Lys Ala Ser GIn Ser val Ser Phe Ala Gly Thr Ser Leu Met His
1 5 10 15

<210> 10

<21l> 7

<212> PRT .

<213> Artificial sequence
<223> huMovl9 vLC CDR2
<400> 10

Arg Ala Ser Asn %eu Glu Ala
1

<210> 11

<211l> 9

<212> PRT

<213> Artificial sequence

<220>
<223> huMovlS vLC CDR3

<400> 11
g;.'ln GIn Ser Arg tgﬂu Tyr Pro Tyr Thr
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