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FACS Binding Analysis on HEK293-hCLDN18.2 Cell
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SED ID Sequences

RNYFH

RSSQNIVHSNGNTYLE

1
2
3 WIYPGGFDIEYSEKFKG
4 KVSNRFS

NYGSTFGY

FQGSHVPFT

X1 X2 YX3H

5
6
7 TYYIH
8
9

WIYPRGGNTVYNEKFKG

10 KISNRFS

11 NYRSTFGY

12 WIYPX,GX5X6X7Xs Y XoEKFKG

13 QVQLQQSGPELVRPGASVKISCKASGYRFTRNYFHWVKQRPGQGLE
WIGWIYPGGFDIEY SEKFKGKATLTTDTSSSTAYMLLTSLTSEDSAVY
YCAINYGSTFGYWGQGTLVTVSV

14 DVLMTQTPLSLPVSLGDQASISCRSSQNIVHSNGNTYLEWYLQRPGQS
PKLLIYKVSNRFSGVPDRFSGSGSGTDFTLKINRVEAEDLGVYYCFQG
SHVPFTFGSGTKLEIK

15 QVQLQQSGPELMKPGASLQISCKASGYFFTTYYIHWVKQRPGQGLE
WIGWIYPRGGNTVYNEKFKGKATLTSDTSSSTAYMQLSSLTSEDSAV
YYCAINYRSTFGYWGQGTLVTVSA

16 DVLMTQTPLSLPVSLGDQASISCRSSQNIVHSNGNTYLEWYLQKPGQS
PKLLIYKISNRFSGVPDRFSGSGSGTDFTLKISRVEAEDLGVYYCFQGS
HVPFTFGSGTKLEIK

17 AKTTPPSVYPLAPGSAAQTNSMVTLGCLVKGYFPEPVTVTWNSGSLS
SGVHTFPAVLQSDLYTLSSSVTVPSSTWPSQTVTCNVAHPASSTKVDK
KIVPRDCGCKPCICTVPEVSSVFIFPPKPKDVLTITLTPKVTCVVVDISK
DDPEVQFSWFVDDVEVHTAQTKPREEQINSTFRSVSELPIMHQDWLN
GKEFKCRVNSAAFPAPIEKTISKTKGRPKAPQVYTIPPPKEQMAKDKV
SLTCMITNFFPEDITVEWQWNGQPAENYKNTQPIMDTDGSYFVYSKL
NVQKSNWEAGNTFTCSVLHEGLHNHHTEKSLSHSPGK

18 RADAAPTVSIFPPSSEQLTSGGASVVCFLNNFYPKDINVKWKIDGSER
QNGVLNSWTDQDSKDSTYSMSSTLTLTKDEYERHNSYTCEATHKTST
SPIVKSFNRNEC

19 DQWSTQDLYN

Figure 11
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20 MAVTACQGLGFVVSLIGIAGITAATCMDQWSTQDLYNNPVTAVENYQ
GLWRSCVRESSGFTECRGYFTLLGLPAMLQAVRALMIVGIVLGAIGL
LVSIFALKCIRIGSMEDSAKANMTLTSGIMFIV SGLCAIAGVSVFANML
VINFWMSTANMYTGMGGMVQTVQTRYTFGAALFVGWVAGGLTLI
GGVMMCIACRGLAPEETNYKAVSYHASGHSVAYKPGGFKASTGFGS
NTKNKKIYDGGARTEDEVQSYPSKHDYV

21 MSTTTCQVVAFLLSILGLAGCIAATGMDMWSTQDLYDNPVTSVFQY
EGLWRSCVRQSSGFTECRPYFTILGLPAMLQAVRALMIVGIVLGAIGL
LVSIFALKCIRIGSMEDSAKANMTLTSGIMFIV SGLCAIAGVSVFANML
VINFWMSTANMYTGMGGMVQTVQTRYTFGAALFVGWVAGGLTLI
GGVMMCIACRGLAPEETNYKAVSYHASGHSVAYKPGGFKASTGFGS
NTKNKKIYDGGARTEDEVQSYPSKHDYV

22 QIQLVQSGPELKKFGETVKISCKASGYTFTDY SIHWVKQAPGKGLKW
MGWINTETGVPTYADDFKGRFAFSLETSASTAYLQINNLKNEDTATY
FCARRTGFDYWGQGTTLTVSS

23 DIVMTQAAFSIPVTLGTSASISCRSSKNLLHSDGITYLYWYLQRPGQSP
QLLIYRVSNLASGVPNRFSGSESGTDFTLRISRVEAEDVGVYYCVQVL
ELPFTFGGGTKLEIK

24 NYX,,STFGY

25 KX;1SNRFS

26 ATCMDQWSTQDLYNNPVTAVFNYQGLWRSCVRESSGFTECRGYFTL
LGLPAMLQAVRA

27 DMWSTQDLYDNPVTSVFQYEGLWRSCVRQSSGFTECRPYFTILGLPA
ML

Figure 11 (continued)
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