
eolf-seql 
SEQUENCE LISTING 

<110> 	Roche Glycart AG 

<120> 	ANTIBODIES TO CEA 

<130> 	27344 

<150> 	EP 11156665.9 
<151> 	2011-03-02 

<160> 	281 

<170> 	PatentIn version 3.5 

<210> 	1 
<211> 	5 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Heavy Chain CDR1 Kabat 

<400> 	1 

Glu Phe Gly Met Asn 
1 	 5 

<210> 	2 
<211> 	5 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy Chain CDR1 Kabat 

<400> 	2 

Glu Tyr Gly Met Asn 
1 	 5 

<210> 	3 
<211> 	5 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy Chain CDR1 Kabat 

<400> 	3 

Glu Tyr Ser Met Asn 
1 	 5 

<210> 	4 
<211> 	121 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy Chain variable Region 

<220> 
<221> 	MISC_FEATURE 
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<222> 	(32)..(32) 
<223> 	xaa = Tyr or Phe 

<220> 
<221> 	MISC_FEATURE 
<222> 	(33)..(33) 
<223> 	xaa = Ser or Gly 

<220> 
<221> 	MISC_FEATURE 
<222> 	(35)..(35) 
<223> 	Xaa = Asn or ser 

<220> 
<221> 	MISC_FEATURE 
<222> 	(50)..(50) 
<223> 	xaa = Trp or Tyr 

<220> 
<221> 	MISC_FEATURE 
<222> 	(55)..(55) 
<223> 	Xaa = Thr, 	Ser, or Asn 

<220> 
<221> 	MISC_FEATURE 
<222> 	(59)..(59) 
<223> 	xaa = Thr or Asn 

<220> 
<221> 	MISC_FEATURE 
<222> 	(61)..(61) 
<223> 	xaa = Val or met 

<220> 
<221> 	MISC_FEATURE 
<222> 	(101)..(101) 
<223> 	xaa = Phe or Ala 

<220> 
<221> 	MISC_FEATURE 
<222> 	(102)..(102) 
<223> 	Xaa = val, 	Phe, 	Ser, Tyr, or Ala 

<220> 
<221> 	MISC_FEATURE 
<222> 	(103)..(103) 
<223> 	xaa = Asp, 	His, Trp, 	Glu or Tyr 

<220> 
<221> 	MISC_FEATURE 
<222> 	(105)..(105) 
<223> 	xaa = val, 	Phe, or Leu 

<220> 
<221> 	MISC_FEATURE 
<222> 	(106)..(106) 
<223> 	Xaa = Glu, Lys or Gln 

<220> 
<221> 	MISC_FEATURE 
<222> 	(107)..(107) 
<223> 	xaa = Ala or Thr 

<220> 
<221> 	MISC_FEATURE 
<222> 	(108)..(108) 
<223> 	Xaa = Met or Leu 
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<400> 	4 

Gln Val Gln Leu val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Xaa 
20 	 25 30 

Xaa Met xaa Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 	 40 45 

Gly Xaa Ile Asn Thr Lys Xaa Gly Glu Ala xaa Tyr xaa Glu Glu Phe 
50 	 55 60 

Lys Gly Arg Phe Val Phe Ser Leu Asp Thr Ser Val Ser Thr Ala Tyr 
65 	 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp xaa xaa xaa Tyr Xaa Xaa Xaa Xaa Asp Tyr Trp Gly 
100 	 105 110 

Gln Gly Thr Thr Val Thr val Ser Ser 
115 	 120 

<210> 	5 
<211> 	5 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy Chain CDR1 Kabat 

<400> 	5 

Glu Phe Gly met Ser 
1 	 5 

<210> 	6 
<211> 	7 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy Chain CDR1 Chothia 

<400> 	6 

Gly Tyr Thr Phe Thr Glu Phe 
1 	 5 

<210> 	7 
<211> 	7 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
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<223> Heavy Chain CDR1 Chothia 

<400> 7 

Gly Tyr Thr Phe Thr Glu Tyr 
1 5 

<210> 8 
<211> 10 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> Heavy Chain CDR1 AbM 

<400> 8 

Gly Tyr Thr Phe Thr Glu Phe Gly Met Asn 
1 5 10 

<210> 9 
<211> 10 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Heavy Chain CDR1 AbM 

<400> 9 

Gly Tyr Thr Phe Thr Glu Tyr Gly Met Asn 
1 5 10 

<210> 10 
<211> 10 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Heavy Chain CDR1 AbM 

<400> 10 

Gly Tyr Thr Phe Thr Glu Tyr Ser Met Asn 
1 5 10 

<210> 11 
<211> 108 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Light Chain variable Region 

<220> 
<221> MISC_FEATURE 
<222> (27)..(27) 
<223> xaa = Gln, Ala, 	Lys, or His 

<220> 
<221> MISC_FEATURE 
<222> (28)..(28) 
<223> xaa = Asn, Ala, Tyr, Ile, 	Lys, 	or Thr 
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<220> 
<221> 	MISC_FEATURE 
<222> 	(29)..(29) 
<223> 	Xaa = Val, Ala, Gly, or met 

<220> 
<221> 	MISC_FEATURE 
<222> 	(30)..(30) 
<223> 	xaa = Gly, 	Ser, Thr, or Leu 

<220> 
<221> 	MISC_FEATURE 
<222> 	(31)..(31) 
<223> 	xaa = Thr, Asn, 	Pro, or Ala 

<220> 
<221> 	MISC_FEATURE 
<222> 	(32)..(32) 
<223> 	xaa = Asn or Tyr 

<220> 
<221> 	MISC_FEATURE 
<222> 	(46)..(46) 
<223> 	xaa = Pro or Leu 

<220> 
<221> 	MISC_FEATURE 
<222> 	(50)..(50) 
<223> 	Xaa = ser, 	Leu, or Trp 

<220> 
<221> 	MISC_FEATURE 
<222> 	(53)..(53) 
<223> 	xaa = Tyr, Asn, or His 

<220> 
<221> 	MISC_FEATURE 
<222> 	(54)..(54) 
<223> 	xaa = Arg, 	Leu, 	Pro, or His 

<220> 
<221> 	MISC_FEATURE 
<222> 	(55)..(55) 
<223> 	xaa = Tyr, 	Ser, Gln, 	Lys, 	Phe, 	Pro, 	or Glu 

<220> 
<221> 	MISC_FEATURE 
<222> 	(56)..(56) 
<223> 	Xaa = ser, Gly, Ile, or Arg 

<400> 	11 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Arg val Thr Ile Thr Cys Lys Ala ser xaa xaa xaa xaa xaa xaa 
20 	 25 30 

val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 	 40 45 

Tyr Xaa Ala Ser Xaa xaa xaa xaa Gly Val Pro Ser Arg Phe Ser Gly 
50 	 55 60 
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Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile ser ser Leu Gln Pro 
65 	 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys His Gln Tyr Tyr Thr Tyr Pro Leu 
85 90 95 

Phe Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys 
100 	 105 

<210> 	12 
<211> 	10 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Heavy Chain CDR1 AbM 

<400> 	12 

Gly Tyr Thr Phe Thr Glu Phe Gly met Ser 
1 	 5 10 

<210> 	13 
<211> 	17 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Heavy Chain CDR2 Kabat 

<400> 	13 

Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe Lys 
1 	 5 10 15 

Gly 

<210> 	14 
<211> 	17 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy Chain CDR2 Kabat 

<400> 	14 

Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Ile Glu Glu Phe Lys 
1 	 5 10 15 

Gly 

<210> 	15 
<211> 	17 
<212> 	PRT 
<213> 	Artificial Sequence 
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<220> 
<223> Heavy chain CDR2 Kabat 

<400> 15 

Trp Ile Asn Thr Lys Ser Gly Glu Ala Thr Tyr val Glu Glu Phe Lys 
1 5 10 15 

Gly 

<210> 16 
<211> 17 
<212> PRT 
<213> Artificial 	sequence 

<220> 
<223> Heavy Chain CDR2 Kabat 

<400> 16 

Tyr Ile Asn Thr Lys Asn Gly Glu Ala Asn Tyr Val Glu Glu Phe Lys 
1 5 10 15 

Gly 

<210> 17 
<211> 17 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> Heavy Chain CDR2 Kabat 

<400> 17 

Trp Ile Asn Thr Lys Asn Gly Glu Ala Thr Tyr Ile Glu Glu Phe Lys 
1 5 10 15 

Gly 

<210> 18 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Heavy Chain CDR2 Chothia 

<400> 18 

Asn Thr Lys Thr Gly Glu Ala Thr 
1 5 

<210> 19 
<211> 8 
<212> PRT 
<213> Artificial 	Sequence 
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<220> 
<223> 	Heavy chain CDR2 chothia 

<400> 	19 

Asn Thr Lys Ser Gly Glu Ala Thr 
1 	 5 

<210> 	20 
<211> 	8 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Heavy Chain CDR2 Chothia 

<400> 	20 

Asn Thr Lys Asn Gly Glu Ala Asn 
1 	 5 

<210> 	21 
<211> 	10 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy Chain CDR2 AbM 

<400> 	21 

Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr 
1 	 5 10 

<210> 	22 
<211> 	10 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy chain CDR2 AbM 

<400> 	22 

Trp Ile Asn Thr LysSer Gly Glu Ala Thr 
1 	 5 10 

<210> 	23 
<211> 	10 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy chain CDR2 AbM 

<400> 	23 

Tyr Ile Asn Thr Lys Asn Gly Glu Ala Asn 
1 	 5 10 

<210> 	24 
<211> 	10 
<212> 	PRT 
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<213> 	Artificial Sequence 

<220> 
<223> 	Heavy Chain CDR2 AbM 

<400> 	24 

Trp Ile Asn Thr Lys Asn Gly Glu Ala Thr 
1 	 5 10 

<210> 	25 
<211> 	12 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy Chain CDR3 

<400> 	25 

Trp Asp Phe Tyr Asp Tyr val Glu Ala Met Asp Tyr 
1 	 5 10 

<210> 	26 
<211> 	12 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy Chain CDR3 

<400> 	26 

Trp Asp Phe Tyr His Tyr val Glu Ala Met Asp Tyr 
1 	 5 10 

<210> 	27 
<211> 	12 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Heavy Chain CDR3 

<400> 	27 

Trp Asp Phe val Asp Tyr val Glu Ala Met Asp Tyr 
1 	 5 10 

<210> 	28 
<211> 	12 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy chain CDR3 

<400> 	28 

Trp Asp Phe Tyr Trp Tyr val Glu Ala Met Asp Tyr 
1 	 5 10 

<210> 	29 
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<211> 	12 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy Chain CDR3 

<400> 	29 

Trp Asp Ala Phe Glu Tyr val Lys Ala feu Asp Tyr 
1 	 5 10 

<210> 	30 
<211> 	12 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy chain CDR3 

<400> 	30 

Trp Asp Phe Phe Glu Tyr Phe Lys Thr Met Asp Tyr 
1 	 5 10 

<210> 	31 
<211> 	12 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy Chain CDR3 

<400> 	31 

Trp Asp Phe Phe Tyr Tyr val Gln Thr Met Asp Tyr 
1 	 5 10 

<210> 	32 
<211> 	12 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy Chain CDR3 

<400> 	32 

Trp Asp Phe Ser Tyr Tyr val Glu Ala Met Asp Tyr 
1 	 5 10 

<210> 	33 
<211> 	12 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy chain CDR3 

<400> 	33 

Trp Asp Phe Ala His Tyr Phe Gln Thr Met Asp Tyr 
1 	 5 10 
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<210> 	34 
<211> 	12 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Heavy Chain CDR3 

<400> 	34 

Trp Asp Phe Ala Tyr Tyr Phe Gln Thr met Asp Tyr 
1 	 5 10 

<210> 	35 
<211> 	12 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy Chain CDR3 

<400> 	35 

Trp Asp Phe Ala Tyr Tyr Leu Glu Ala met Asp Tyr 
1 	 5 10 

<210> 	36 
<211> 	11 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Light Chain CDR1 

<400> 	36 

Lys Ala Ser Gln Asn val Gly Thr Asn Val Ala 
1 	 5 10 

<210> 	37 
<211> 	11 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	Light Chain CDR1 

<400> 	37 

Lys Ala Ser Ala Asn val Gly Asn Asn val Ala 
1 	 5 10 

<210> 	38 
<211> 	11 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Light Chain CDR1 

<400> 	38 

Lys Ala Ser Lys Asn val Gly Thr Asn val Ala 
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1 	 5 10 

<210> 	39 
<211> 	11 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Light chain CDR1 

<400> 	39 

Lys Ala Ser Ala Ala Val Gly Thr Tyr Val Ala 
1 	 5 10 

<210> 	40 
<211> 	11 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Light chain CDR1 

<400> 	40 

Lys Ala Ser Gln Tyr Ala Ser Thr Asn Val Ala 
1 	 5 10 

<210> 	41 
<211> 	11 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	Light Chain CDR1 

<400> 	41 

Lys Ala Ser His Asn val Gly Thr Asn Val Ala 
1 	 5 10 

<210> 	42 
<211> 	11 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Light chain CDR1 

<400> 	42 

Lys Ala Ser Gln Ile met Gly Pro Asn Val Ala 
1 	 5 10 

<210> 	43 
<211> 	11 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Light chain CDR1 

<400> 	43 
Page 12 



eolf-seql 

Lys Ala ser Gln Ile val Gly Thr Asn val Ala 
1 	 5 10 

<210> 	44 
<211> 	11 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Light chain CDR1 

<400> 	44 

Lys Ala Ser Gln Lys Val Leu Thr Asn val Ala 
1 	 5 10 

<210> 	45 
<211> 	11 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Light chain CDR1 

<400> 	45 

Lys Ala Ser Gln Thr Val ser Ala Asn val Ala 
1 	 5 10 

<210> 	46 
<211> 	7 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Light chain CDR2 

<400> 	46 

Ser Ala Ser Tyr Arg Tyr Ser 
1 	 5 

<210> 	47 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Light chain CDR2 

<400> 	47 

Tyr Leu Ala Ser Asn Leu ser Gly 
1 	 5 

<210> 	48 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Light Chain CDR2 
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<400> 	48 

Tyr Leu Ala Ser Tyr Pro Gln Ile 
1 	 5 

<210> 	49 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Light chain CDR2 

<400> 	49 

Tyr Ser Ala ser Tyr Arg Lys Arg 
1 	 5 

<210> 	50 
<211> 	8 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Light Chain CDR2 

<400> 	50 

Tyr Trp Ala ser Tyr Arg Tyr Ser 
1 	 5 

<210> 	51 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Light chain CDR2 

<400> 	51 

Tyr Ser Ala Ser His Arg Tyr ser 
1 	 5 

<210> 	52 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Light Chain CDR2 

<400> 	52 

Tyr Leu Ala ser Tyr HiS Glu Ser 
1 	 5 

<210> 	53 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 
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<220> 
<223> 	Light Chain CDR2 

<400> 	53 

Tyr Ser Ala Ser His Arg Pro Ser 
1 	 5 

<210> 	54 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Light Chain CDR2 

<400> 	54 

Tyr Leu Ala Ser Tyr Arg Tyr Ser 
1 	 5 

<210> 	55 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Light Chain CDR2 

<400> 	55 

Tyr Leu Ala Ser Tyr Arg Tyr Arg 
1 	 5 

<210> 	56 
<211> 	10 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Light Chain CDR3 

<400> 	56 

His Gln Tyr Tyr Thr Tyr Pro Leu Phe Thr 
1 	 5 10 

<210> 	57 
<211> 	30 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy Chain CDR1 

<400> 	57 
ggatacacct tcactgagtt tggaatgaac 

<210> 	58 
<211> 	30 
<212> 	DNA 
<213> 	Artificial Sequence 

30 
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<220> 
<223> 	Heavy Chain CDR1 

<400> 	58 
ggatacacct tcactgagta tggtatgaac 30 

<210> 	59 
<211> 	30 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Heavy Chain CDR1 

<400> 	59 
ggatacacct tcactgagta ttctatgaac 30 

<210> 	60 

<400> 	60 
000 

<210> 	61 
<211> 	30 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Heavy Chain CDR1 

<400> 	61 
ggatacacct tcactgagtt tggaatgagc 30 

<210> 	62 
<211> 	51 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy Chain CDR2 

<400> 	62 
tggataaaca ccaaaactgg agaggcaaca tatgttgaag agtttaaggg a 51 

<210> 	63 
<211> 	51 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Heavy Chain CDR2 

<400> 	63 
tggataaaca ccaaaactgg agaggcaaca tatattgaag agtttaaggg a 51 

<210> 	64 
<211> 	51 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Heavy Chain CDR2 
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<400> 	64 
tggataaaca ccaaaagtgg agaggcaaca tatgttgaag agtttaaggg a 51 

<210> 	65 
<211> 	51 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Heavy Chain CDR2 

<400> 	65 
tatataaaca ccaaaaatgg agaggcaaac tatgttgaag agtttaaggg a 51 

<210> 	66 
<211> 	51 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy Chain CDR2 

<400> 	66 
tggataaaca ccaaaaatgg agaggcaaca tatattgaag agtttaaggg a 51 

<210> 	67 
<211> 	36 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Heavy Chain CDR3 

<400> 	67 
tgggacttct atgattacgt ggaggctatg gactac 36 

<210> 	68 
<211> 	36 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy Chain CDR3 

<400> 	68 
tgggacttct atcattacgt ggaggctatg gactac 36 

<210> 	69 
<211> 	36 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy Chain CDR3 

<400> 	69 
tgggacttcg tggattacgt ggaggctatg gactac 36 

<210> 	70 
<211> 	36 
<212> 	DNA 
<213> 	Artificial Sequence 
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<220> 
<223> 	heavy Chain CDR3 

<400> 	70 
tgggacttct attggtacgt ggaggctatg gactac 

<210> 	71 
<211> 	36 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Heavy Chain CDR3 

<400> 	71 
tgggacgcct ttgagtacgt gaaggcgctg gactac 

<210> 	72 
<211> 	36 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Heavy Chain CDR3 

<400> 	72 
tgggatttct ttgagtattt taagactatg gactac 

<210> 	73 
<211> 	36 
<212> 	DNA 
<213> 	Artificial 	sequence 

<220> 
<223> 	Heavy Chain CDR3 

<400> 	73 
tgggactttt tttattacgt gcagactatg gactac 

<210> 	74 
<211> 	36 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy Chain CDR3 

<400> 	74 
tgggattttt cttattacgt tgaggcgatg gactac 

<210> 	75 
<211> 	36 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Heavy Chain CDR3 

<400> 	75 
tgggactttg ctcattactt tcagactatg gactac 

36 

36 

36 

36 

36 

36 
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<210> 	76 
<211> 	36 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Heavy Chain CDR3 

<400> 	76 
tgggacttcg cttattactt tcagactatg gactac 

<210> 	77 
<211> 	36 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Heavy Chain CDR3 

<400> 	77 
tgggatttcg cgtattacct tgaggctatg gactac 

<210> 	78 
<211> 	33 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Light Chain CDR1 

<400> 	78 
aaggccagtc agaatgtggg tactaatgtt gcc 

<210> 	79 
<211> 	33 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Light Chain CDR1 

<400> 	79 
aaggccagtg ccaatgtggg taataatgtt gcc 

<210> 	80 
<211> 	33 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Light chain CDR1 

<400> 	80 
aaggccagta agaatgtggg gactaatgtt gcg 

<210> 	81 
<211> 	33 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Light Chain CDR1 

36 

36 

33 

33 

33 
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<400> 	81 
aaggccagtg cggctgtggg tacgtatgtt gcg 

<210> 	82 
<211> 	33 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Light Chain CDR1 

<400> 	82 
aaggccagtc agatagcgag tactaatgtt gcc 

<210> 	83 
<211> 	33 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Light Chain CDR1 

<400> 	83 
aaggccagtc acaatgtggg taccaacgtt gcg 

<210> 	84 
<211> 	33 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Light chain cDR1 

<400> 	84 
aaggccagtc agattatggg tcctaatgtt gcg 

<210> 	85 
<211> 	33 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Light Chain cDR1 

<400> 	85 
aaggccagtc aaattgtggg tactaatgtt gcg 

<210> 	86 
<211> 	33 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Light chain cDR1 

<400> 	86 
aaggccagtc agaaggtgct tactaatgtt gcg 

<210> 	87 
<211> 	33 
<212> 	DNA 
<213> 	Artificial Sequence 

33 

33 

33 

33 

33 

33 
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<220> 
<223> 	Light Chain cDR1 

<400> 	87 
aaggccagtc agactgtgag tgctaatgtt gcg 

<210> 	88 
<211> 	24 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Light Chain CDR2 

<400> 	88 
tattcggcat cctaccgcta cagt 

<210> 	89 
<211> 	24 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Light Chain CDR2 

<400> 	89 
tatttggcct ccaacctctc cggt 

<210> 	90 
<211> 	24 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Light Chain CDR2 

<400> 	90 
tacctggcat cctaccccca gatt 

<210> 	91 
<211> 	24 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Light Chain CDR2 

<400> 	91 
tattcggcat cctaccgcaa aagg 

<210> 	92 
<211> 	24 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Light Chain CDR2 

<400> 	92 
tattgggcat cctaccgcta tagt 

33 

24 

24 

24 

24 

24 
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<210> 	93 
<211> 	24 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Light chain CDR2 

<400> 	93 
tattcggcat cccaccggta cagt 

<210> 	94 
<211> 	24 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Light Chain cDR2 

<400> 	94 
tatttggcat cctaccacga aagt 

<210> 	95 
<211> 	24 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Light Chain CDR2 

<400> 	95 
tattcggcat cccaccgtcc cagt 

<210> 	96 
<211> 	24 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Light Chain cDR2 

<400> 	96 
tatttggcat cctaccgcta cagt 

<210> 	97 
<211> 	24 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Light Chain cDR2 

<400> 	97 
tatttggcat cctaccgcta caga 

<210> 	98 
<211> 	30 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Light chain CDR3 

24 

24 

24 

24 

24 
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<400> 	98 
caccaatatt acacctatcc tctattcacg 

<210> 	99 
<211> 	121 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	PR1A3 VH 

<400> 	99 

Gln val 	Lys Leu Gln Gln Ser Gly Pro Glu Leu Lys Lys Pro Gly Glu 
1 	 5 10 15 

Thr val 	Lys Ile ser Cys Lys Ala ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly met Asn Trp val Lys Gln Ala Pro Gly Lys Gly Leu Lys Trp met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr val Glu Glu Phe 
50 55 60 

Lys Gly Arg Phe Ala Phe ser Leu Glu Thr ser Ala Thr Thr Ala Tyr 
65 70 75 80 

Leu Gln Ile Asn. Asn Leu Lys Asn Glu Asp Thr Ala Lys Tyr Phe Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

• 

Gin Gly Thr Thr val Thr Val ser ser 
115 120 

<210> 	100 
<211> 	121 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	pEM1496 huPR1A3 vH 

<400> 	100 

Gln val Gln Leu Val Gln Ser Gly ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser val 	Lys val ser Cys Lys Ala ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly met Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp met 
35 40 45 

30 

Page 23 



eolf-seql 
Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr val Glu Glu Phe 

50 	 55 60 

Lys Gly Arg Phe val Phe Ser Leu Asp Thr Ser Val Ser Thr Ala Tyr 
65 	 70 75 80 

Leu Gln Ile ser Ser Leu Lys Ala Asp Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr val Thr Val Ser Ser 
115 120 

<210> 	101 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CH7A 

<400> 	101 

Gln val Gln Leu val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg Phe Val Phe Ser Leu Asp Thr ser Val Ser Thr Ala Tyr 
65 	 70 75 80 

Leu Gln Ile ser Ser Leu Lys Ala Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr Val Ser Ser 
115 120 

<210> 	102 
<211> 	98 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
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<223> 	IGHV7-4-1'02 

<400> 	102 

Gln Val Gln Leu val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

ser val Lys val ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 
20 25 30 

Ala Met Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp ile Asn Thr Asn Thr Gly Asn Pro Thr Tyr Ala Gln Gly Phe 
50 	 55 60 

Thr Gly Arg Phe Val Phe Ser Leu Asp Thr Ser Val Ser Thr Ala Tyr 
65 	 70 75 80 

Leu Gln Ile Ser ser Leu Lys Ala Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg 

<210> 	103 
<211> 	110 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	PR1A3 VL 

<400> 	103 

Asp Ile Val Met Thr Gln Ser Gln Arg Phe Met Ser Thr Ser val Gly 
1 	 5 10 15 

Asp Arg Val ser val Thr Cys Lys Ala Ser Gln Asn Val Gly Thr Asn 
20 25 30 

val Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Lys Ala Leu Ile 
35 40 45 

Tyr Ser Ala Ser Tyr Arg Tyr Ser Gly Val Pro Asp Arg Phe Thr Gly 
50 	 55 60 

Ser Gly ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Asn Val Gln Ser 
65 	 70 75 80 

Glu Asp Leu Ala Glu Tyr Phe Cys His Gln Tyr Tyr Thr Tyr Pro Leu 
85 90 95 

Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu Met Lys Arg Thr 
100 105 110 
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<210> 	104 
<211> 	109 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	pEM1495 huPR1A3 vL 

<400> 	104 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala ser Val Gly 
1 	 5 10 15 

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gln Asn Val Gly Thr Asn 
20 25 30 

val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Tyr Ser Ala Ser Tyr Arg Tyr Ser Gly val Pro ser Arg Phe ser Gly 
50 55 60 

Ser Gly ser Gly Thr Asp Phe Thr Phe Thr Ile Ser ser Leu Gln Pro 
65 70 75 80 

Glu Asp Ile Ala Thr Tyr Tyr Cys His Gln Tyr Tyr Thr Tyr Pro Leu 
85 90 95 

Phe Ser Phe Gly Gln Gly Thr Lys val Glu Ile Lys Arg 
100 105 

<210> 	105 
<211> 	108 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	CL1A 

<400> 	105 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Arg val Thr Ile Thr Cys Lys Ala ser Gln Asn val Gly Thr Asn 
20 25 30 

val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Tyr Ser Ala Ser Tyr Arg Tyr ser Gly val Pro ser Arg Phe ser Gly 
50 55 60 

Ser Gly ser Gly Thr Asp Phe Thr Leu Thr Ile ser Ser Leu Gln Pro 
65 70 75 80 
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Glu Asp Phe Ala Thr Tyr Tyr Cys His Gln Tyr Tyr Thr Tyr Pro Leu 
85 90 95 

Phe Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys 
100 105 

<210> 	106 
<211> 	95 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	ImGT_hvK_1_39 

<400> 	106 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Arg Val Thr Ile Thr Cys Arg Ala ser Gln Ser Ile ser Ser Tyr 
20 25 30 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Tyr Ala Ala ser Ser Leu Gln ser Gly val Pro ser Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ser Tyr ser Thr Pro 
85 90 95 

<210> 	107 
<211> 	121 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	CH7 rF9 

<400> 	107 

Gln val Gln Leu Val Gln ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Tyr 
20 25 30 

Gly met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Ser Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 55 60 
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Lys Gly Arg Phe Val Phe Ser Leu Asp Thr Ser Val Ser Thr Ala Tyr 
65 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr Val Ser Ser 
115 120 

<210> 	108 
<211> 	110 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CLA1 rH11 

<400> 	108 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gln Thr Val Ser Ala Asn 
20 25 30 

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Tyr Leu Ala Ser Tyr Arg Tyr Arg Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys His Gln Tyr Tyr Thr Tyr Pro Leu 
85 90 95 

Phe Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg Thr 
100 105 110 

<210> 	109 

<400> 	109 
000 

<210> 	110 

<400> 	110 
000 

<210> 	111 
<211> 	363 
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eolf-seql 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CL1A 

<400> 	117 
gatatccaga tgacccagtc tccatcctcc ctgtctgcat ctgtgggaga cagagtcacc 60 

atcacttgca aggccagtca gaatgtgggt actaatgttg cctggtatca gcagaaacca 120 

gggaaagcac ctaagctcct gatctattcg gcatcctacc gctacagtgg agtcccatca 180 

aggttcagtg gcagtggatc tgggacagat ttcactctca ccatcagcag tctgcaacct 240 

gaagatttcg caacttacta ctgtcaccaa tattacacct atcctctatt cacgtttggc 300 

cagggcacca agctcgagat caag 324 

<210> 	118 
<211> 	285 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	IMGT_hVK_1_39 

<400> 	118 
gacatccaga tgacccagtc tccatcctcc ctgtctgcat ctgtaggaga cagagtcacc 60 

atcacttgcc gggcaagtca gagcattagc agctatttaa attggtatca gcagaaacca 120 

gggaaagccc ctaagctcct gatctatgct gcatccagtt tgcaaagtgg ggtcccatca 180 

aggttcagtg gcagtggatc tgggacagat ttcactctca ccatcagcag tctgcaacct 240 

gaagattttg caacttacta ctgtcaacag agttacagta cccct 285 

<210> 	119 
<211> 	369 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CH7 rF9 

<400> 	119 
caggtgcaat tggtgcaatc tgggtctgag ttgaagaagc ctggggcctc agtgaaggtt 60 

tcctgcaagg cttctggata caccttcact gagtatggta tgaactgggt gcgacaggcc 120 

cctggacaag ggcttgagtg gatgggatgg ataaacacga aatctggaga ggcaacctat 180 

gttgaagagt ttaagggacg gtttgtcttc tccttggaca cctctgtcag cacggcatat 240 

ctgcagatca gcagcctaaa ggctgaagac actgccgtgt attactgtgc gagatgggac 300 

ttctatgatt acgtggaggc tatggactac tggggccaag ggaccacggt caccgtctcc 360 

tcagctagc 369 

<210> 	120 
<211> 	330 
<212> 	DNA 
<213> 	Artificial 	Sequence 
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OVZ 	DlE7U1D7P6 PD7DE7666; 1D6PARDDI. DDD616DDE6 1651676eD6 eD1DD71DE1 

OST 	DzDEMED;D D16eDe1DD1 61766D7D11 7DE7ED6160 6676EDDE61 7DD6D66ED1 

OZT 	DEE661671.6 166DE61667 DPE6DDDD21 D21.DP66EED 1561D761D6 664D))66D6 

09 	p7E7666661 D1DDE76E6E 2771771DDD PD664DDD7D 11.D166D1PD 77666-euDDE 
TZT 	<00b> 

TD6I 	<EZZ> 
<OZZ> 

aDuanbas 	Lept.p.lav 	<ETZ> 
VNO 	<ZTZ> 
L86 	<TTZ> 
TZT 	<OTZ> 

OEE 6Del6D6RED 1:26.257176P EDDED666ED 

00E 	D661116DED 11E1D1D71P I.77ED211P1 PEDDE7161D PlOPMEED 6D1llP6PE6 

OtZ 	1DDPED6lD1 6P76ED12DD P7I.D1DED11 1e5PDP6661 71E66;6ED6 616E71166E 

08T 	-271E77716P bbE6PDP4D6 DDE1DDleD6 61.1721.7126 1DDI.D6Eu1D De7bppE666 

OZT 	PDDEPP5ED5 E7I.E1.66167 61161EE1D6 16E61613E6 ED16EDD66E E7611De71e 

09 	7DE716e6ED E6E666161D 3eD61D161D DDI.771EDD1 D16ED3DP61. e6eD71E1E6 
OZT 	<0017> 

TiFIJ TV1D 	<EZZ> 
<OZZ> 

[bas -}Loa 



eolf-segl 
<223> 	IgG1 

<400> 122 

Thr Lys Gly Pro ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr 
1 5 10 15 

Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu val Lys Asp Tyr Phe Pro 
20 25 30 

Glu Pro val Thr val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly val 
35 40 45 

His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser 
50 55 60 

Ser val Val Thr val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile 
65 70 75 80 

Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys Ala 
85 90 95 

Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala 
100 105 110 

Pro Glu Leu Leu Gly Gly Pro ser val Phe Leu Phe Pro Pro Lys Pro 
115 120 125 

Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys val val 
130 135 140 

Val Asp Val 	Ser HiS Glu Asp Pro Glu val Lys Phe Asn Trp Tyr Val 
145 150 155 160 

Asp Gly val Glu Val 	His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln 
165 170 175 

Tyr Asn ser Thr Tyr Arg val val Ser val Leu Thr val Leu His Gln 
180 185 190 

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val ser Asn Lys Ala 
195 200 205 

Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro 
210 215 220 

Arg Glu Pro Gln val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr 
225 230 235 240 

Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser 
245 250 255 
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Asp Ile Ala val Glu Trp Glu ser Asn Gly Gln Pro Glu Asn Asn Tyr 

260 	 265 270 

Lys Thr Thr Pro Pro val 	Leu Asp ser Asp Gly Ser Phe Phe Leu Tyr 
275 	 280 285 

Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gln Gln Gly Asn val Phe 
290 	 295 300 

Ser Cys ser val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys 
305 	 310 315 320 

Ser Leu Ser Leu Ser Pro Gly Lys 
325 

<210> 	123 
<211> 	42 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Primer MS-43 

<400> 	123 
ccagccggcc atggccgata tccagatgac ccagtctcca tc 

<210> 	124 
<211> 	26 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Primer MS-52 

<400> 	124 
gaagaccgat gggcctttgg tgctag 

<210> 	125 
<211> 	30 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Primer MS-55 

<400> 	125 
gcaacatatg ttgaagagtt taagggacgg 

<210> 	126 
<211> 	25 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	MS-56 

<400> 	126 
atgaactggg tgcgacaggc ccctg 

42 

26 

30 

25 
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<210> 	127 
<211> 	56 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Primer EAB-679 

<220> 
<221> 	misc_feature 
<222> 	(26)..(26) 
<223> 	m is a or c 

<220> 
<221> 	misc_feature 
<222> 	(27)..(28) 
<223> 	n is a, 	c, 	g, 	or t 

<220> 
<221> 	misc_feature 
<222> 	(30)..(30) 
<223> 	w is a or t 

<400> 	127 
caggggcctg tcgcacccag ttcatmnnaw actcagtgaa ggtgtatcca gaagcc 56 

<210> 	128 
<211> 	81 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Primer EAB-680 

<400> 	128 
ccgtccctta aactcttcaa cataggttgc c ctccagtt ttggtgttta tccatcccat 60 

ccactcaagc ccttgtccag g 81 

<210> 	129 
<211> 	50 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Primer EAB-685 

<400> 	129 
cagctatgac catgattacg ccaagcttgc atgcaaattc tatttcaagg 50 

<210> 	130 
<211> 	27 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Primer EAB-686 

<400> 	130 
gttgcgtggt atcagcagaa accaggg 27 

<210> 	131 
<211> 	34 
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<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Primer EAB-687 

<400> 	131 
gctctttgtg acgggcgagc tcaggccctg atgg 34 

<210> 	132 
<211> 	35 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Primer EAB-688 

<400> 	132 
ggagtcccat caaggttcag tggcagtgga tctgg 35 

<210> 	133 
<211> 	70 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Primer EAB-681 

<400> 	133 
cctggtttct gctgatacca cgcaacatta gtacccacat tctgactggc cttgcaagtg 60 

atggtgactc 70 

<210> 	134 
<211> 	77 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Primer EAB-682 

<400> 	134 
ctgccactga accttgatgg gactccactg tagcggtagg atgccgaata gatcaggagc 60 

ttaggtgctt tccctgg 77 

<210> 	135 
<211> 	64 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Primer AC7 

<220> 
<221> 	misc_feature 
<222> 	(37)..(37) 
<223> 	m is a or c 

<220> 
<221> 	misc_feature 
<222> 	(38)..(39) 
<223> 	n is a, 	c, 	g, 	or t 
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<400> 	135 
ccagtagtcc atagcctcca cgtaatcata gaagtcmnnt ctcgcacagt aatacacggc 60 

agtg 64 

<210> 	136 
<211> 	64 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Primer AC8 

<220> 
<221> 	misc_feature 
<222> 	(34)..(34) 
<223> 	m is a or c 

<220> 
<221> 	misc_feature 
<222> 	(35)..(36) 
<223> 	n is a, 	c, 	g, 	or t 

<400> 	136 
ccagtagtcc atagcctcca cgtaatcata gaamnnccat ctcgcacagt aatacacggc 60 

agtg 64 

<210> 	137 
<211> 	64 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Primer AC9 

<220> 
<221> 	misc_feature 
<222> 	(31)..(31) 
<223> 	m is a or c 

<220> 
<221> 	misc_feature 
<222> 	(32)..(33) 
<223> 	n is a, 	c, 	g, 	or t 

<400> 	137 
ccagtagtcc atagcctcca cgtaatcata mnngtcccat ctcgcacagt aatacacggc 60 

agtg 64 

<210> 	138 
<211> 	64 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Primer AC10 

<220> 
<221> 	misc_feature 
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<222> 	(28)..(28) 
<223> 	m is a or c 

<220> 
<221> 	misc_feature 
<222> 	(29)..(30) 
<223> 	n is a, 	c, 	g, 	or t 

<400> 	138 
ccagtagtcc atagcctcca cgtaatcmnn gaagtcccat ctcgcacagt aatacacggc 60 

agtg 64 

<210> 	139 
<211> 	64 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Primer Ac11 

<220> 
<221> 	misc_feature 
<222> 	(25)..(25) 
<223> 	m is a or c 

<220> 
<221> 	misc_feature 
<222> 	(26)..(27) 
<223> 	n 	is a, 	c, 	g, 	or t 

<400> 	139 
ccagtagtcc atagcctcca cgtamnnata gaagtcccat ctcgcacagt aatacacggc 60 

agtg 64 

<210> 	140 
<211> 	64 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Primer Ac12 

<220> 
<221> 	misc_feature 
<222> 	(37)..(37) 
<223> 	m is a or c 

<220> 
<221> 	misc_feature 
<222> 	(38)..(39) 
<223> 	n is a, 	c, 	g, 	or t 

<400> 	140 
cgtggtccct tggccccagt agtccatagc ctccacmnna tcatagaagt cccatctcgc 60 

acag 64 

<210> 	141 
<211> 	64 
<212> 	DNA 
<213> 	Artificial sequence 
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<220> 
<223> 	Primer AC13 

<220> 
<221> 	misc_feature 
<222> 	(34)..(34) 
<223> 	m is a or c 

<220> 
<221> 	misc_feature 
<222> 	(35)..(36) 
<223> 	n is a, 	c, 	g, 	or t 

<400> 	141 
cgtggtccct tggccccagt agtccatagc ctcmnngtaa tcatagaagt cccatctcgc 60 

acag 64 

<210> 	142 
<211> 	64 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Primer AC14 

<220> 
<221> 	misc_feature 
<222> 	(31)..(31) 
<223> 	m is a or c 

<220> 
<221> 	misc_feature 
<222> 	(32)—(33) 
<223> 	n is a, 	c, 	g, 	or t 

<400> 	142 
cgtggtccct tggccccagt agtccatagc mnncacgtaa tcatagaagt cccatctcgc 60 

acag 64 

<210> 	143 
<211> 	64 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	Primer AC1s 

<220> 
<221> 	misc_feature 
<222> 	(28)..(28) 
<223> 	m is a or c 

<220> 
<221> 	misc_feature 
<222> 	(29)..(30) 
<223> 	n is a, 	c, 	g, 	or t 

<400> 	143 
cgtggtccct tggccccagt agtccatmnn ctccacgtaa tcatagaagt cccatctcgc 60 
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acag 64 

<210> 	144 
<211> 	64 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Primer AC16 

<220> 
<221> 	misc_feature 
<222> 	(25)..(25) 
<223> 	m is a or c 

<220> 
<221> 	misc_feature 
<222> 	(26)..(27) 
<223> 	n 	is a, 	c, 	g, 	or t 

<400> 	144 
cgtggtccct tggccccagt agtcmnnagc ctccacgtaa tcatagaagt cccatctcgc 60 

acag 64 

<210> 	145 
<211> 	77 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Primer AC17 

<400> 	145 
cgtggtccct tggccccagt agtccatagc ctccacgtaa tcatagaagt cccatctcgc 60 

acagtaatac acggcag 77 

<210> 	146 
<211> 	25 
<212> 	DNA 
<213> 	Artificial 	sequence 

<220> 
<223> 	Primer EAB-749 

<400> 	146 
ccatcagggc ctgagctcgc ccgtc 25 

<210> 	147 
<211> 	30 
<212> 	DNA 
<213> 	Artificial 	sequence 

<220> 
<223> 	Primer EAB-750 

<400> 	147 
cgtggaggct atggactact ggggccaagg 30 

<210> 	148 
<211> 	29 
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<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer EAB-751 

<400> 	148 
gactactggg gccaagggac cacggtcac 29 

<210> 	149 
<211> 	23 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Primer EAB-752 

<400> 	149 
ggtcagggcg cctgagttcc acg 23 

<210> 	150 
<211> 	60 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Primer AC1 

<220> 
<221> 	misc_feature 
<222> 	(37)..(37) 
<223> 	m is a or c 

<220> 
<221> 	misc_feature 
<222> 	(38)—(39) 
<223> 	n is a, 	c, 	g, 	or t 

<400> 	150 
ggtgccctgg ccaaacgtga atagaggata ggtgtamnnt tggtgacagt agtaagttgc 60 

<210> 	151 
<211> 	60 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Primer AC2 

<220> 
<221> 	misc_feature 
<222> 	(34)..(34) 
<223> 	m is a or c 

<220> 
<221> 	misc_feature 
<222> 	(35)..(36) 
<223> 	n is a, 	c, 	g, 	or t 

<400> 	151 
ggtgccctgg ccaaacgtga atagaggata ggtmnnatat tggtgacagt agtaagttgc 60 
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<210> 	152 
<211> 	60 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Primer AC3 

<220> 
<221> 	misc_feature 
<222> 	(31)..(31) 
<223> 	m is a or c 

<220> 
<221> 	misc_feature 
<222> 	(32)..(33) 
<223> 	n is a, 	c, 	g, 	or t 

<400> 	152 
ggtgccctgg ccaaacgtga atagaggata mnngtaatat tggtgacagt agtaagttgc 60 

<210> 	153 
<211> 	60 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Primer AC4 

<220> 
<221> 	misc_feature 
<222> 	(28)..(28) 
<223> 	m is a or c 

<220> 
<221> 	misc_feature 
<222> 	(29)..(30) 
<223> 	n is a, 	c, 	g, 	or t 

<400> 	153 
ggtgccctgg ccaaacgtga atagaggmnn ggtgtaatat tggtgacagt agtaagttgc 60 

<210> 	154 
<211> 	60 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Primer AC5 

<220> 
<221> 	misc_feature 
<222> 	(22)..(22) 
<223> 	m is a or c 

<220> 
<221> 	misc_feature 
<222> 	(23)..(24) 
<223> 	n is a, 	c, 	g, 	or t 

<400> 	154 
ggtgccctgg ccaaacgtga amnnaggata ggtgtaatat tggtgacagt agtaagttgc 60 
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<210> 	155 
<211> 	60 
<212> 	DNA 
<213> 	Artificial 	Sequences 

<220> 
<223> 	Primer AC6 

<400> 	155 
ggtgccctgg ccaaacgtga atagaggata ggtgtaatat tggtgacagt agtaagttgc 60 

<210> 	156 
<211> 	36 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Primer EAB-746 

<400> 	156 
cgcttgatct cgagcttggt gccctggcca aacgtg 3E 

<210> 	157 

<400> 	157 
000 

<210> 	158 
<211> 	428 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	pETR6592 

<400> 	158 

Gln Leu Thr Thr Glu Ser Met Pro Phe Asn Val Ala Glu Gly Lys Glu 
1 	 5 10 15 

Val 	Leu Leu Leu Val 	His Asn Leu Pro Gln Gln Leu Phe Gly Tyr Ser 
20 25 30 

Trp Tyr Lys Gly Glu Arg val Asp Gly Asn Arg Gln Ile Val Gly Tyr 
35 	 40 45 

Ala Ile Gly Thr Gln Gln Ala Thr Pro Gly Pro Ala Asn Ser Gly Arg 
50 	 55 60 

Glu Thr Ile Tyr Pro Asn Ala Ser Leu Leu Ile Gln Asn Val Thr Gln 
65 	 70 75 80 

Asn Asp Thr Gly Phe Tyr Thr Leu Gln Val 	Ile Lys Ser Asp Leu Val 
85 90 95 

Asn Glu Glu Ala Thr Gly Gln Phe His val Tyr Pro Glu Leu Pro Lys 
100 105 110 
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Pro Ser Ile Ser Ser Asn Asn Ser Asn Pro Val Glu Asp Lys Asp Ala 

115 120 125 

met Ala Phe Thr cys Glu Pro Glu Thr Gln Asp Thr Thr Tyr Leu Trp 
130 135 140 

Trp Ile Asn Asn Gln Ser Leu Pro Val Ser Pro Arg Leu Gln Leu ser 
145 150 155 160 

Asn Gly Asn Arg Thr Leu Thr Leu Leu Ser Val Thr Arg Asn Asp Thr 
165 170 175 

Gly Pro Tyr Glu Cys Glu Ile Gln Asn Pro val ser Ala Asn Arg Ser 
180 185 190 

Asp Pro val Thr Leu Asn Val Thr Tyr Gly Pro Asp Thr Pro Thr Ile 
195 200 205 

ser Pro Pro Asp ser Ser Tyr Leu Ser Gly Ala Asn Leu Asn Leu Ser 
210 215 220 

cys His Ser Ala Ser Asn Pro Ser Pro Gln Tyr Ser Trp Arg Ile Asn 
225 230 235 240 

Gly Ile Pro Gln Gln His Thr Gln Val Leu Phe Ile Ala Lys Ile Thr 
245 250 255 

Pro Asn Asn Asn Gly Thr Tyr Ala Cys Phe Val Ser Asn Leu Ala Thr 
260 265 270 

Gly Arg Asn Asn Ser Ile Val Lys Ser Ile Thr Val Ser Ala Leu Ser 
275 280 285 

Pro Val val Ala Lys Pro Gln Ile Lys Ala Ser Lys Thr Thr Val Thr 
290 295 300 

Gly Asp Lys Asp Ser val Asn Leu Thr Cys Ser Thr Asn Asp Thr Gly 
305 310 315 320 

Ile Ser Ile Arg Trp Phe Phe Lys Asn Gln Ser Leu Pro Ser Ser Glu 
325 330 335 

Arg Met Lys Leu ser Gln Gly Asn Ile Thr Leu Ser Ile Asn Pro Val 
340 345 350 

Lys Arg Glu Asp Ala Gly Thr Tyr Trp Cys Glu val Phe Asn Pro Ile 
355 360 365 

Ser Lys Asn Gln Ser Asp Pro Ile Met Leu Asn Val Asn Tyr Asn Ala 
370 375 380 
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Leu Pro Gln Glu Asn Leu Ile Asn val Asp Leu Glu val 	Leu Phe Gln 
385 	 390 	 395 400 

Gly Pro Gly Ser Gly Leu Asn Asp Ile Phe Glu Ala Gln Lys Ile Glu 
405 	 410 415 

Trp His Glu Ala Arg Ala His His His His His His 
420 	 425 

<210> 	159 
<211> 	363 
<212> 	DNA 
<213> 	Artificial 	sequence 

<220> 
<223> 	Pm522 

<400> 	159 
caggtgcaat tggtgcaatc tgggtctgag ttgaagaagc ctggggcctc agtgaaggtt 60 

tcctgcaagg cttctggata caccttcact gagtttggaa tgaactgggt gcgacaggcc 120 

cctggacaag ggcttgagtg gatgggatgg ataaacacca aaactggaga ggcaacatat 180 

gttgaagagt ttaagggacg gtttgtcttc tccttggaca cctctgtcag cacggcatat 240 

ctgcagatca gcagcctaaa ggctgaagac actgccgtgt attactgtgc gagatgggac 300 

ttctatgatt acgtggaggc tatggactac tggggccaag ggaccacggt caccgtctcc 360 

tca 363 

<210> 	160 
<211> 	363 
<212> 	DNA 
<213> 	Artificial 	sequence 

<220> 
<223> 	Primer 1c8 

<400> 	160 
caggtgcaat tggtgcaatc tgggtctgag ttgaagaagc ctggggcctc agtgaaggtt 60 

tcctgcaagg cttctggata caccttcact gagtttggaa tgaactgggt gcgacaggcc 120 

cctggacaag ggcttgagtg gatgggatgg ataaacacca aaactggaga ggcaacatat 180 

gttgaagagt ttaagggacg gtttgtcttc tccttggaca cctctgtcag cacggcatat 240 

ctgcagatca gcagcctaaa ggctgaagac actgccgtgt attactgtgc gagatgggac 300 

ttctatcatt acgtggaggc tatggactac tggggccaag ggaccacggt caccgtctcc 360 

tca 363 

<210> 	161 
<211> 	363 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	3E1 
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<400> 	161 
caggtgcaat tggtgcaatc tgggtctgag ttgaagaagc ctggggcctc agtgaaggtt 60 

tcctgcaagg cttctggata caccttcact gagtttggaa tgaactgggt gcgacaggcc 120 

cctggacaag ggcttgagtg gatgggatgg ataaacacca aaactggaga ggcaacatat 180 

gttgaagagt ttaagggacg gtttgtcttc tccttggaca cctctgtcag cacggcatat 240 

ctgcagatca gcagcctaaa ggctgaagac actgccgtgt attactgtgc gagatgggac 300 

ttcgtggatt acgtggaggc tatggactac tggggccaag ggaccacggt caccgtctcc 360 

tca 363 

<210> 	162 
<211> 	363 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	2D7 

<400> 	162 
caggtgcaat tggtgcaatc tgggtctgag ttgaagaagc ctggggcctc agtgaaggtt 60 

tcctgcaagg cttctggata caccttcact gagtttggaa tgaactgggt gcgacaggcc 120 

cctggacaag ggcttgagtg gatgggatgg ataaacacca aaactggaga ggcaacatat 180 

gttgaagagt ttaagggacg gtttgtcttc tccttggaca cctctgtcag cacggcatat 240 

ctgcagatca gcagcctaaa ggctgaagac actgccgtgt attactgtgc gagatgggac 300 

ttctattggt acgtggaggc tatggactac tggggccaag ggaccacggt caccgtctcc 360 

tca 363 

<210> 	163 
<211> 	363 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	Affinity Matured Heavy Chain 

<400> 	163 
caggtgcaat tggtgcaatc tgggtctgag ttgaagaagc ctggggcctc agtgaaggtt 60 

tcctgcaagg cttctggata caccttcact gagtttggaa tgaactgggt gcgacaggcc 120 

cctggacaag ggcttgagtg gatgggatgg ataaacacca aaactggaga ggcaacatat 180 

gttgaagagt ttaagggacg gtttgtcttc tccttggaca cctctgtcag cacggcatat 240 

ctgcagatca gcagcctaaa ggctgaagac actgccgtgt attactgtgc gagatgggac 300 

tttgctcatt actttcagac tatggactac tggggccaag ggaccacggt caccgtctcc 360 

tca 363 

<210> 	164 
<211> 	363 
<212> 	DNA 
<213> 	Artificial sequence 
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eolf-seql 

ctgcagatca gcagcctaaa ggctgaagac actgccgtgt attactgtgc gagatgggac 300 

ttctatgatt acgtggaggc tatggactac tggggccaag ggaccacggt caccgtctcc 360 

tca 363 

<210> 	173 
<211> 	363 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	H1/H2 	(5) 	2 

<400> 	173 
caggtgcaat tggtgcaatc tgggtctgag ttgaagaagc ctggggcctc agtgaaggtt 60 

tcctgcaagg cttctggata caccttcact gagtattcta tgaactgggt gcgacaggcc 120 

cctggacaag ggcttgagtg gatgggatac ataaacacca aaaatggaga ggcaaactat 180 

gttgaagagt ttaagggacg gtttgtcttc tccttggaca cctctgtcag cacggcatat 240 

ctgcagatca gcagcctaaa ggctgaagac actgccgtgt attactgtgc gagatgggac 300 

ttctatgatt acgtggaggc tatggactac tggggccaag ggaccacggt caccgtctcc 360 

tca 363 

<210> 	174 
<211> 	363 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	H1/H2 	(5) 	11 

<400> 	174 
caggtgcaat tggtgcaatc tgggtctgag ttgaagaagc ctggggcctc agtgaaggtt 60 

tcctgcaagg cttctggata caccttcact gagtatggta tgaactgggt gcgacaggcc 120 

cctggacaag ggcttgagtg gatgggatgg ataaacacca aaaatggaga ggcaacctat 180 

attgaagagt ttaagggacg gtttgtcttc tccttggaca cctctgtcag cacggcatat 240 

ctgcagatca gcagcctaaa ggctgaagac actgccgtgt attactgtgc gagatgggac 300 

ttctatgatt acgtggaggc tatggactac tggggccaag ggaccacggt caccgtctcc 360 

tca 363 

<210> 	175 
<211> 	363 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	H1/H2 	(5) 	13 

<400> 	175 
caggtgcaat tggtgcaatc tgggtctgag ttgaagaagc ctggggcctc agtgaaggtt 60 

tcctgcaagg cttctggata caccttcact gagtttggta tgaactgggt gcgacaggcc 120 
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eolf-seql 
<400> 	178 
gatatccaga tgacccagtc tccatcctcc ctgtctgcat ctgtgggaga cagagtcacc 60 

atcacttgca aggccagtgc caatgtgggt aataatgttg cctggtatca gcagaaacca 120 

gggaaagcac ctaagctcct gatctatttg gcctccaacc gctccggtgg agtcccatca 180 

aggttcagtg gcagtggatc tgggacagat ttcactctca ccatcagcag tctgcaacct 240 

gaagatttcg caacttacta ctgtcaccaa tattacacct atcctctatt cacgtttggc 300 

cagggcacca agctcgagat caagcgtacg 330 

<210> 	179 
<211> 	330 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	pAC19 (2C6) 

<400> 	179 
gatatccaga tgacccagtc tccatcctcc ctgtctgcat ctgtgggaga cagagtcacc 60 

atcacttgca aggccagtaa gaatgtgggg actaatgttg cgtggtatca gcagaaacca 120 

gggaaagcac ctaagcccct gatctacctg gcatcctacc cccagattgg agtcccatca 180 

aggttcagtg gcagtggatc tgggacagat ttcactctca ccatcagcag tctgcaacct 240 

gaagatttcg caacttacta ctgtcaccaa tattacacct atcccctatt cacgtttggc 300 

cagggcacca agctcgagat caagcgtacg 330 

<210> 	180 
<211> 	330 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	pAC18 (2F1) 

<400> 	180 
gatatccaga tgacccagtc tccatcctcc ctgtctgcat ctgtgggaga cagagtcacc 60 

atcacttgca aggccagtgc ggctgtgggt acgtatgttg cgtggtatca gcagaaacca 120 

gggaaagcac ctaagctcct gatctattcg gcatcctacc gcaaaagggg agtcccatca 180 

aggttcagtg gcagtggatc tgggacagat ttcactctca ccatcagcag tctgcaacct 240 

gaagatttcg caacttacta ctgtcaccaa tattacacct atcctctatt cacgtttggc 300 

cagggcacca agctcgagat caagcgtacg 330 

<210> 	181 
<211> 	330 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	pAC23 (2F11) 

<400> 	181 
gatatccaga tgacccagtc tccatcctcc ctgtctgcat ctgtgggaga cagagtcacc 60 
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atcacttgca aggccagtca gatagcgagt actaatgttg cctggtatca gcagaaacca 120 

gggaaagcac ctaagctcct gatctattgg gcatcctacc gctatagtgg agtcccatca 180 

aggttcagtg gcagtggatc tgggacagat ttcactctca ccatcagcag tctgcaacct 240 

gaagatttcg caacttacta ctgtcaccaa tattacacct atcctctatt cacgtttggc 300 

cagggcacca agctcgagat caagcgtacg 330 

<210> 	182 
<211> 	330 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	H4E9 light chain 

<400> 	182 
gatatccaga tgacccagtc tccatcctcc ctgtctgcat ctgtgggaga cagagtcacc 60 

atcacttgca aggccagtca gaatgtgggt actaatgttg cctggtatca gcagaaacca 120 

gggaaagcac ctaagcccct gatctattcg gcatcctacc gctacagtgg agtcccatca 180 

aggttcagtg gcagtggatc tgggacagat ttcactctca ccatcagcag tctgcaacct 240 

gaagatttcg caacttacta ctgtcaccaa tattacacct atcctctatt cacgtttggc 300 

cagggcacca agctcgagat caagcgtacg 330 

<210> 	183 
<211> 	330 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	L2D2 

<400> 	183 
gatatccaga tgacccagtc tccatcctcc ctgtctgcat ctgtgggaga cagagtcacc 60 

atcacttgca aggccagtca caatgtgggt accaacgttg cgtggtatca gcagaaacca 120 

gggaaagcac ctaagctcct gatctattcg gcatcccacc ggtacagtgg agtcccatca 180 

aggttcagtg gcagtggatc tgggacagat ttcactctca ccatcagcag tctgcaacct 240 

gaagatttcg caacttacta ctgtcaccaa tattacacct atcctctatt cacgtttggc 300 

cagggcacca agctcgagat caagcgtacg 330 

<210> 	184 
<211> 	330 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	pAC6 (Cl) 

<400> 	184 
gatatccaga tgacccagtc tccatcctcc ctgtctgcat ctgtgggaga cagagtcacc 60 

atcacttgca aggccagtca gattatgggt cctaatgttg cgtggtatca gcagaaacca 120 
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eolf-seql 

aggttcagtg gcagtggatc tgggacagat ttcactctca ccatcagcag tctgcaacct 	240 

gaagatttcg caacttacta ctgtcaccaa tattacacct atcctctatt cacgtttggc 	300 

cagggcacca agctcgagat caagcgtacg 330 

<210> 	188 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	PMS22 

<400> 	188 

Gln Val 	Gln Leu Val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys Val 	Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 55 60 

Lys Gly Arg Phe Val Phe Ser Leu Asp Thr Ser Val Ser Thr Ala Tyr 
65 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 

Gln Gly Thr Thr val Thr val Ser 

105 

Ser 

110 

115 120 

<210> 	189 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	1C8 

<400> 	189 

Gln val Gln Leu Val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys Val 	Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 
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Gly met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 

35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg Phe Val Phe Ser Leu Asp Thr Ser val Ser Thr Ala Tyr 
65 	 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr His Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr Val Ser Ser 
115 120 

<210> 	190 
<211> 	121 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	3E1 

<400> 	190 

Gin val Gln Leu Val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg Phe Val Phe Ser Leu Asp Thr Ser Val Ser Thr Ala Tyr 
65 	 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe val Asp Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr Val Ser Ser 
115 120 

<210> 	191 
<211> 	121 
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<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	2D7 

<400> 	191 

Gln val Gln Leu Val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys Val 	Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr val Glu Glu Phe 
50 55 60 

Lys Gly Arg Phe Val Phe Ser Leu Asp Thr Ser val Ser Thr Ala Tyr 

65 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Trp Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 

Gln Gly Thr Thr val Thr val Ser 

105 

Ser 

110 

115 120 

<210> 	192 
<211> 	121 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Affinity Matured Heavy chain 

<400> 	192 

Gln Val 	Gln Leu Val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser val 	Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 55 60 

Lys Gly Arg Phe val Phe Ser Leu Asp Thr Ser val Ser Thr Ala Tyr 

65 70 75 80 
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Leu Gln Ile Ser Ser Leu -Lys Ala Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Ala His Tyr Phe Gln Thr Met Asp Tyr Trp Gly 
100 

Gln Gly Thr Thr Val Thr val Ser 

105 

Ser 

110 

115 120 

<210> 	193 
<211> 	121 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Affinity matured Heavy Chain 

<400> 	193 

Gln val Gin Leu Val Gln ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg Phe Val Phe ser Leu Asp Thr ser val Ser Thr Ala Tyr 
65 	 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Ala Tyr Tyr Phe Gin Thr met Asp Tyr Trp Gly 
100 

Gln Gly Thr Thr Val Thr val Ser 

105 

Ser 

110 

115 120 

<210> 	194 
<211> 	121 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Affinity Matured Heavy Chain 

<400> 	194 

Gln Val Gln Leu Val Gln ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 
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Ser Val 	Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 55 60 

Lys Gly Arg Phe val Phe Ser Leu Asp Thr Ser val Ser Thr Ala Tyr 
65 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Ala Tyr Tyr Leu Glu Ala Met Asp Tyr Trp Gly 
100 

Gln Gly Thr Thr Ile Thr val Ser 

105 

ser 

110 

115 120 

<210> 	195 
<211> 	121 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	H3 Full 	(5) 19 

<400> 	195 

Gin val 	Gln Leu Val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Ser Trp val Arg Gin Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr val Glu Glu Phe 
SO 55 60 

Lys Gly Arg Phe val Phe Ser Leu Asp Thr Ser Val ser Thr Ala Tyr 
65 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Ala Phe Glu Tyr val Lys Ala Leu Asp Tyr Trp Gly 
100 105 110 
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Gln Gly Thr Thr Val Thr Val Ser Ser 

115 120 

<210> 	196 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	H3 	Full 	(5) 	8 

<400> 	196 

Gln val 	Gln Leu Val 	Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys val 	Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr val Glu Glu Phe 
50 55 60 

Lys Gly Arg Phe Val 	Phe Ser Leu Asp Thr Ser val Ser Thr Ala Tyr 
65 	 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Phe Glu Tyr Phe Lys Thr Met Asp Tyr Trp Gly 
100 

Gln Gly Thr Thr val Thr val Ser 

105 

Ser 

110 

115 120 

<210> 	197 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	H3 	Full 	(5) 	28 

<400> 	197 

Gln val Gln Leu Val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser val 	Lys val 	Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp met 
35 40 45 
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Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 

50 	 55 60 

Lys Gly Arg Phe Val Phe Ser Leu Asp Thr Ser val Ser Thr Ala Tyr 
65 	 70 75 80 

Leu Gln Ile Ser ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Phe Tyr Tyr Val Gln Thr Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr val Ser ser 
115 120 

<210> 	198 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	H3 Full 	(5) 	27 

<400> 	198 

Gln Val Gln Leu Val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser val Lys Val Ser Cys Lys Ala ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg Phe Val Phe Ser Leu Asp Thr Ser Val Ser Thr Ala Tyr 
65 	 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe ser Tyr Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr val Ser Ser 
115 120 

<210> 	199 
<211> 	121 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
Page 61 



eolf-seql 
<223> 	H4E9 Heavy Chain 

<400> 	199 

Gln Val 	Gln Leu Val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys Val 	Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Ile Glu Glu Phe 
50 55 60 

Lys Gly Arg Phe Val Phe Ser Leu Asp Thr Ser val Ser Thr Ala Tyr 
65 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr Val Ser Ser 
115 120 

<210> 	200 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	pAC14 (B9) 

<400> 	200 

Gln Val Gln Leu Val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Ser Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 55 60 

Lys Gly Arg Phe val Phe Ser Leu Asp Thr Ser val Ser Thr Ala Tyr 
65 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 
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Ala Arg Trp Asp Phe Tyr Asp Tyr val Glu Ala Met Asp Tyr Trp Gly 
100 

Gln Gly Thr Thr val Thr Val ser 

105 

ser 

110 

115 120 

<210> 	201 
<211> 	121 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	pAC15 (F9) 

<400> 	201 

Gin val Gln Leu val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Tyr 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp met 
35 40 45 

Gly Trp Ile Asn Thr Lys Ser Gly Glu Ala Thr Tyr val Glu Glu Phe 
50 55 60 

Lys Gly Arg Phe Val Phe Ser Leu Asp Thr ser val Ser Thr Ala Tyr 
65 70 75 80 

Leu Gln Ile ser Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr Val Ser Ser 
115 120 

<210> 	202 
<211> 	121 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	H1/H2 (5) 2 

<400> 	202 

Gln val Gln Leu val Gln Ser Gly ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Tyr 
20 25 30 
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Ser Met Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Tyr Ile Asn Thr Lys Asn Gly Glu Ala Asn Tyr Val Glu Glu Phe 
50 55 60 

Lys Gly Arg Phe Val Phe Ser Leu Asp Thr Ser Val Ser Thr Ala Tyr 
65 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr Val Ser Ser 
115 120 

<210> 	203 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	H1/H2 (5) 11 

<400> 	203 

Gln Val Gln Leu val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser val 	Lys val 	Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Tyr 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Asn Gly Glu Ala Thr Tyr Ile Glu Glu Phe 
50 55 60 

Lys Gly Arg Phe Val Phe Ser Leu Asp Thr Ser Val Ser Thr Ala Tyr 
65 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 

Gln Gly Thr Thr Val Thr val Ser 

105 

Ser 

110 

115 120 
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<210> 	204 
<211> 	121 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Hl/H2 (5) 13 

<400> 	204 

Gln val Gln Leu val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser val 	Lys val Ser Cys Lys Ala ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Tyr Ile Asn Thr Lys Asn Gly Glu Ala Asn Tyr Val Glu Glu Phe 
50 55 60 

Lys Gly Arg Phe Val Phe Ser Leu Asp Ala ser Val Ser Thr Ala Tyr 
65 70 75 80 

Leu Gln Ile Ser ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 

Gln Gly Thr Thr val Thr val ser 

105 

ser 

110 

115 120 

<210> 	205 
<211> 	121 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Hl/H2 (5) 14 

<400> 	205 

Gln val Gln Leu val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser val 	Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Tyr 
20 25 30 

Gly met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Tyr Ile Asn Thr Lys Asn Gly Glu Ala Asn Tyr Val Glu Glu Phe 
50 55 60 

Page 65 



eolf-seql 
Lys Gly Arg Phe val Phe ser Leu Asp Thr Ser val Ser Thr Ala Tyr 
65 	 70 75 80 

Leu Gln Ile ser Ser Leu Lys Ala Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gin Gly Thr Thr Val Thr Val Ser Ser 
115 120 

<210> 	206 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	H3 Full 	(5) 19 

<400> 	206 

Gln Val Gln Leu Val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys Val Ser cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg Phe val Phe Ser Leu Asp Thr Ser Val Ser Thr Ala Tyr 
65 	 70 75 80 

Leu Gln Ile ser Ser Leu Lys Ala Glu Asp Thr Ala val Tyr Tyr cys 
85 90 95 

Ala Arg Trp Asp Ala Phe Glu Tyr Val Lys Ala Leu Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr val Thr Val Ser Ser 
115 120 

<210> 	207 
<211> 	110 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	pAC21 (3A1) 

<400> 	207 
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Asp Ile Gln Met Thr Gln ser Pro Ser ser Leu Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Arg val Thr Ile Thr Cys Lys Ala Ser Ala Asn val Gly Asn Asn 
20 25 30 

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Tyr Leu Ala Ser Asn Arg ser Gly Gly Val Pro Ser Arg Phe Ser Gly 
50 	 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 
65 	 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys His Gln Tyr Tyr Thr Tyr Pro Leu 
85 90 95 

Phe Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg Thr 
100 105 110 

<210> 	208 
<211> 	110 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	pAC19 (2c6) 

<400> 	208 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala ser val Gly 
1 	 5 10 15 

Asp Arg val Thr Ile Thr Cys Lys Ala Ser Lys Asn val Gly Thr Asn 
20 25 30 

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Pro Leu Ile 
35 40 45 

Tyr Leu Ala Ser Tyr Pro Gln Ile Gly Val Pro Ser Arg Phe Ser Gly 
50 	 55 60 

ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile ser ser Leu Gln Pro 
65 	 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys His Gln Tyr Tyr Thr Tyr Pro Leu 
85 90 95 

Phe Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg Thr 
100 105 110 

<210> 	209 
<211> 	110 
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<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	pAC18 (2F1) 

<400> 	209 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Arg val Thr Ile Thr Cys Lys Ala Ser Ala Ala val Gly Thr Tyr 
20 25 30 

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Tyr Ser Ala Ser Tyr Arg Lys Arg Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys His Gln Tyr Tyr Thr Tyr Pro Leu 
85 90 95 

Phe Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg Thr 
100 105 110 

<210> 	210 
<211> 	110 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	pAC23 (2F11) 

<400> 	210 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser val Gly 
1 	 5 10 15 

Asp Arg val Thr Ile Thr Cys Lys Ala Ser Gln Ile Ala Ser Thr Asn 
20 25 30 

val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Tyr Trp Ala Ser Tyr Arg Tyr Ser Gly val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys His Gln Tyr Tyr Thr Tyr Pro Leu 
85 90 95 
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Phe Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg Thr 
100 105 110 

<210> 	211 
<211> 	110 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	H4E9 light chain 

<400> 	211 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gln Asn Val Gly Thr Asn 
20 25 30 

val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Pro Leu Ile 
35 40 45 

Tyr Ser Ala Ser Tyr Arg Tyr Ser Gly val Pro Ser Arg Phe ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys His Gln Tyr Tyr Thr Tyr Pro Leu 
85 90 95 

Phe Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg Thr 
100 105 110 

<210> 	212 
<211> 	110 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	L2D2 

<400> 	212 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala ser val Gly 
1 	 5 10 15 

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser His Asn Val Gly Thr Asn 
20 25 30 

Val Ala Trp Tyr Gin Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Tyr Ser Ala Ser His Arg Tyr Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 
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Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys His Gln Tyr Tyr Thr Tyr Pro Leu 
85 90 95 

Phe Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg Thr 
100 105 110 

<210> 	213 
<211> 110 
<212> PRT 

sequence <213> 	Artificial 

<220> 
<223> pAC6 (C1) 

<400> 213 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 5 10 15 

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gln Ile Met Gly Pro Asn 
20 25 30 

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Tyr Leu Ala Ser Tyr His Glu Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys His Gln Tyr Tyr Thr Tyr Pro Leu 
85 90 95 

Phe Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg Thr 
100 105 110 

<210> 214 
<211> 110 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> pAC7 (E10) 

<400> 214 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser val Gly 
1 5 10 15 

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gln Ile Val Gly Thr Asn 
20 25 30 
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val Ala Trp Tyr Gin Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Tyr Ser Ala Ser His Arg Pro Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys His Gln Tyr Tyr Thr Tyr Pro Leu 
85 90 95 

Phe Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg Thr 
100 105 110 

<210> 215 
<211> 110 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> pAC12 (H7) 

<400> 215 

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 5 10 15 

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gln Lys Val Leu Thr Asn 
20 25 30 

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Tyr Leu Ala Ser Tyr Arg Tyr Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gin Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys His Gln Tyr Tyr Thr Tyr Pro Leu 
85 90 95 

Phe Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg Thr 
100 105 110 

<210> 216 
<211> 110 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> pAC13 (H11) 
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<400> 216 

Asp Ile Gln met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 5 10 15 

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gln Thr Val Ser Ala Asn 
20 	 25 30 

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 	 40 45 

Tyr Leu Ala Ser Tyr Arg Tyr Arg Gly Val Pro Ser Arg Phe ser Gly 
SO 55 60 

ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser ser Leu Gln Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys His Gln Tyr Tyr Thr Tyr Pro Leu 
85 90 95 

Phe Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Arg Thr 
100 	 105 110 

<210> 217 
<211> 12 
<212> PRT 
<213> Artificial 	sequence 

<220> 
<223> PR1A3 (Y98A) Heavy Chain CDR3 

<400> 217 

Trp Asp Phe Ala Asp Tyr val Glu Ala met Asp Tyr 
1 5 10 

<210> 218 
<211> 12 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> PR1A3 (D99Y) Heavy chain CDR3 

<400> 218 

Trp Asp Phe Tyr Tyr Tyr val Glu Ala met Asp Tyr 
1 5 10 

<210> 219 
<211> 12 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> PR1A3 (099H) Heavy Chain CDR3 

<400> 219 
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Trp Asp Phe Tyr His Tyr Val Glu Ala Met Asp Tyr 
1 	 5 	 10 

<210> 	220 
<211> 	12 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	PR1A3 (V101F) Heavy Chain CDR3 

<400> 	220 

Trp Asp Phe Tyr Asp Tyr Phe Glu Ala Met Asp Tyr 
1 	 5 	 10 

<210> 	221 
<211> 	12 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	PR1A3 (E101aQ) Heavy Chain CDR3 

<400> 	221 

Trp Asp Phe Tyr Asp Tyr val Gln Ala Met Asp Tyr 
1 	 5 	 10 

<210> 	222 
<211> 	12 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	PR1A3 (A103T) Heavy Chain CDR3 

<400> 	222 

Trp Asp Phe Tyr Asp Tyr val Glu Thr Met Asp Tyr 
1 	 5 	 10 

<210> 	223 
<211> 	12 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	PR1A3 (Y98A / D99Y) Heavy Chain CDR3 

<400> 	223 

Trp Asp Phe Ala Tyr Tyr val Glu Ala Met Asp Tyr 
1 	 5 	 10 

<210> 	224 
<211> 	12 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	PR1A3 (w95Y) Heavy Chain CDR3 
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<400> 	224 

Tyr Asp Phe Tyr Asp Tyr Val Glu Ala Met Asp Tyr 
1 	 5 10 

<210> 	225 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CH7A (Y98A) Heavy Chain Construct 

<400> 	225 

Gln val Gln Leu Val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg Phe val Phe ser Leu Asp Thr ser val ser Thr Ala Tyr 
65 	 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Ala Asp Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr Val Ser Ser 
115 120 

<210> 	226 
<211> 	121 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	CH7A (D99Y) Heavy Chain Construct 

<400> 	226 

Gln Val Gln Leu val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser val 	Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 
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Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg Phe val 	Phe Ser Leu Asp Thr Ser val Ser Thr Ala Tyr 
65 	 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Tyr Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 

Gln Gly Thr Thr Val Thr Val ser 

105 

Ser 

110 

115 120 

<210> 	227 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CH7A (o99H) Heavy Chain Construct 

<400> 	227 

Gln val 	Gln Leu Val 	Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys Val 	ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg Phe Val 	Phe ser Leu Asp Thr Ser Val Ser Thr Ala Tyr 
65 	 70 75 80 

Leu Gln tie Ser Ser Leu Lys Ala Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr His Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr val Thr val Ser Ser 
115 120 

<210> 	228 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	sequence 
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<220> 
<223> CH7A (V101F) Heavy Chain Construct 

<400> 228 

Gln Val Gln Leu Val Gln Ser Gly ser Glu Leu Lys Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gin Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 55 60 

Lys Gly Arg Phe Val Phe Ser Leu Asp Thr Ser Val ser Thr Ala Tyr 
65 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr Phe Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr val Thr Val Ser Ser 
115 120 

<210> 229 
<211> 121 
<212> PRT 
<213> Artificial 	Sequence 

<220> 
<223> CH7A (E102Q) Heavy Chain Construct 

<400> 229 

Gln Val Gln Leu val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys val Ser Cys Lys Ala ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 55 60 

Lys Gly Arg Phe Val Phe Ser Leu ASp Thr Ser Val ser Thr Ala Tyr 
65 70 75 80 

Page 76 



eolf-seql 
Leu Gln Ile Ser ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr val Gln Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr val Ser Ser 
115 	 120 

<210> 	230 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	CH7A (A103T) Heavy Chain Construct 

<400> 	230 

Gln val 	Gln Leu Val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys Val 	ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg Phe val 	Phe Ser Leu Asp Thr Ser val Ser Thr Ala Tyr 
65 	 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr val Glu Thr Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr Val Ser Ser 
115 	 120 

<210> 	231 
<211> 	121 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	CH7A (Y98A / D99Y) Heavy Chain Construct 

<400> 	231 

Gln Val 	Gln Leu Val 	Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 
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Ser Val Lys val Ser Cys Lys Ala ser Gly Tyr Thr Phe Thr Glu Phe 

20 25 30 

Gly Met Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp met 
35 	 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg Phe Val Phe Ser Leu Asp Thr Ser Val Ser Thr Ala Tyr 
65 	 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Ala Tyr Tyr val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr Val Ser Ser 
115 	 120 

<210> 	232 
<211> 	121 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	CH7A (w95Y) Heavy chain construct 

<400> 	232 

Gln val Gln Leu Val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser val Lys Val Ser Cys Lys Ala ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 	 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg Phe val Phe Ser Leu Asp Thr Ser Val Ser Thr Ala Tyr 
65 	 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Tyr Asp Phe Tyr Asp Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr val Thr val Ser Ser 
115 	 120 
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<210> 	233 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	CH1A1A 	(Y98A) 

<400> 	233 

Gln Val 	Gln Leu Val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys Val 	Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr TyrVal Glu Glu Phe 
50 55 60 

Lys Gly Arg val Thr Phe Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Arg Ser Leu Arg ser Asp Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Ala Asp Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 

Gln Gly Thr Thr val Thr val Ser 

105 

Ser 

110 

115 120 

<210> 	234 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CH1A1A 	(D99Y) 

<400> 	234 

Gln Val 	Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser val 	Lys Val 	ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 55 60 
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Lys Gly Arg Val Thr Phe Thr Thr Asp Thr Ser Thr ser Thr Ala Tyr 
65 	 70 75 80 

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Tyr Tyr val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr Val Ser Ser 
115 120 

<210> 	235 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CH1A1A (D99H) 

<400> 	235 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 55 60 

Lys Gly Arg Val Thr Phe Thr Thr Asp Thr ser Thr Ser Thr Ala Tyr 
65 	 70 75 80 

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr HiS Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 

Gln Gly Thr Thr Val Thr val Ser 

105 

Ser 

110 

115 120 

<210> 	236 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CH1A1A 	(V101F) 
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<400> 	236 

Gln val 	Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg Val Thr Phe Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 	 70 75 80 

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr Phe Glu Ala met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr Val Ser Ser 
115 120 

<210> 	237 
<211> 	121 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	CH1A1A 	(E102Q) 

<400> 	237 

Gln Val 	Gln Leu Val 	Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg Val Thr Phe Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 	 70 75 80 

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 
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Ala Arg Trp Asp Phe Tyr Asp Tyr Val Gln Ala Met Asp Tyr Trp Gly 

100 

Gln Gly Thr Thr val Thr val 	Ser 

105 

Ser 

110 

115 120 

<210> 	238 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	CH1A1A 	(A103T) 

<400> 	238 

Gln Val 	Gln Leu Val 	Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr val 	Glu Glu Phe 
50 55 60 

Lys Gly Arg val Thr Phe Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 	 70 75 80 

Met Glu Leu Arg ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr Val 	Glu Thr Met Asp Tyr Trp Gly 
100 

Gln Gly Thr Thr val Thr val Ser 

105 

ser 

110 

115 120 

<210> 	239 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CH1A1A 	(Y98A / D99Y) 

<400> 	239 

Gln Val Gln Leu val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 
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Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 

35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg Val Thr Phe Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 	 70 75 80 

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Ala Tyr Tyr val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr Val Ser Ser 
115 120 

<210> 	240 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	CH1A1A 	(w95Y) 

<400> 	240 

Gln val Gin Leu Val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg Val Thr Phe Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 	 70 75 80 

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Tyr Asp Phe Tyr Asp Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr val Ser Ser 
115 120 

<210> 	241 
<211> 	121 
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<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	CH1A1B (Y98A) 

<400> 	241 

Gln Val 	Lys Leu Gln Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ala 
1 	 5 10 15 

ser Val 	Lys val Ser cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 55 60 

Lys Gly Arg val Thr Met Thr Thr Asp Thr ser Thr ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Arg ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Ala Asp Tyr val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr val Thr val ser Ser 
115 120 

<210> 	242 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CH1AIB (D99Y) 

<400> 	242 

Gin Val Lys Leu Gin Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ala 
1 	 5 10 15 

ser val 	Lys val ser cys Lys Ala ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr val Glu Glu Phe 
50 55 60 

Lys Gly Arg val Thr Met Thr Thr Asp Thr ser Thr ser Thr Ala Tyr 
65 70 75 80 
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met Glu Leu Arg ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Tyr Tyr val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr Val Ser Ser 
115 120 

<210> 243 
<211> 121 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> CH1A1B (D99H) 

<400> 243 

Gln Val Lys Leu Gln Gln ser Gly Ala Glu val Lys Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys Val ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr val Glu Glu Phe 
50 55 60 

Lys Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

met Glu Leu Arg ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr His Tyr val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr val Ser Ser 
115 120 

<210> 244 
<211> 121 
<212> PRT 
<213> Artificial 	sequence 

<220> 
<223> CH1A1B (v101F) 

<400> 244 

Gln val Lys Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 5 10 15 

Page 85 



eolf-seql 

Ser Val 	Lys Val 	Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 55 60 

Lys Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr Phe Glu Ala Met Asp Tyr Trp Gly 
100 

Gln Gly Thr Thr val Thr val Ser 

105 

Ser 

110 

115 120 

<210> 	245 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CH1A16 (E102Q) 

<400> 	245 

Gln val 	Lys Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser val 	Lys Val 	Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 55 60 

Lys Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr Val Gln Ala Met Asp Tyr Trp Gly 
100 105 110 
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Gln Gly Thr Thr val Thr Val Ser Ser 

115 120 

<210> 	246 
<211> 	121 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	cH1A1B (A103T) 

<400> 	246 

Gln Val 	Lys Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys Val Ser cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 55 60 

Lys Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala val Tyr Tyr cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr val Glu Thr met Asp Tyr Trp Gly 
100 105 110 

Gin Gly Thr Thr Val Thr Val Ser Ser 
115 120 

<210> 	247 
<211> 	121 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	CH1A16 (Y98A / D99Y) 

<400> 	247 

Gln Val 	Lys Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 
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Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr val Glu Glu Phe 

50 	 55 60 

Lys Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 	 70 75 80 

met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Ala Tyr Tyr val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr val Ser Ser 
115 120 

<210> 	248 
<211> 	121 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	CN1A16 (w95Y) 

<400> 	248 

Gln val 	Lys Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 	 70 75 80 

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Tyr Asp Phe Tyr Asp Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr val Thr Val Ser Ser 
115 120 

<210> 	249 
<211> 	363 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
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081 	1ei.p)22)66 26e661)eee EDDEDEEVE 56126564E5 61.52511)56 beppe66)) 

OZT 	))65-2)26)6 15551.)2261 2265141.6e6 1DUfl1DDED E1E661D11D 66EED61DD; 

09 	1166e266e )1»66661) )5226u2614. 5e61)16661 )12e)E4661 )6e)61.66e) 
OSZ 	<00V> 

1Dmi1suop upip AAEaH (A660) VLHJ 	<EZZ> 
<OZZ> 

apuanbas 	Lepl.41-1JV <ETZ> 
vNG 	<ZTZ> 
E9E 	<TTZ> 
OSZ 	<OTZ> 

E9E EDI. 

09E 	DD17160DED 156DEDDE66 beEDD66661 DE].)2661.E1 D66e6616DE 11E61D6D11 

OOE 	)26661e5e5 )6161.)2142 1.616))61)2 petee61)65 PEE;DAED6 ep1e52)61) 

017Z 	1E1EJ66JEJ 6e)161)1o) epe6611»1 D14)161115 6)25562211 16e62E6116 
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Lbas-4Loa 



eolf-seql 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CH7A (V101E) Heavy Chain Construct 

<400> 	252 
ccaggtgcag ctggtgcaat ctgggtctga gttgaagaag cctggggcct cagtgaaggt 60 

ttcctgcaag gcttctggat acaccttcac tgagtttgga atgaactggg tgcgacaggc 120 

ccctggacaa gggcttgagt ggatgggatg gataaacacc aaaactggag aggcaacata 180 

tgttgaagag tttaagggac ggtttgtctt ctccttggac acctctgtca gcacggcata 240 

tctgcagatc agcagcctaa aggctgaaga cactgccgtg tattactgtg cgagatggga 300 

cttctatgat tacttcgagg ctatggacta ctggggccaa gggaccacgg tcaccgtctc 360 

ctca 364 

<210> 	253 
<211> 	364 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CH7A (E102Q) Heavy Chain Construct 

<400> 	253 
ccaggtgcag ctggtgcaat ctgggtctga gttgaagaag cctggggcct cagtgaaggt 60 

ttcctgcaag gcttctggat acaccttcac tgagtttgga atgaactggg tgcgacaggc 120 

ccctggacaa gggcttgagt ggatgggatg gataaacacc aaaactggag aggcaacata 180 

tgttgaagag tttaagggac ggtttgtctt ctccttggac acctctgtca gcacggcata 240 

tctgcagatc agcagcctaa aggctgaaga cactgccgtg tattactgtg cgagatggga 300 

cttctatgat tacgtgcagg ctatggacta ctggggccaa gggaccacgg tcaccgtctc 360 

ctca 364 

<210> 	254 
<211> 	363 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	cH7A (A103T) Heavy Chain Construct 

<400> 	254 
caggtgcagc tggtgcaatc tgggtctgag ttgaagaagc ctggggcctc agtgaaggtt 60 

tcctgcaagg cttctggata caccttcact gagtttggaa tgaactgggt gcgacaggcc 120 

cctggacaag ggcttgagtg gatgggatgg ataaacacca aaactggaga ggcaacatat 180 

gttgaagagt ttaagggacg gtttgtcttc tccttggaca cctctgtcag cacggcatat 240 

ctgcagatca gcagcctaaa ggctgaagac actgccgtgt attactgtgc gagatgggac 300 

ttctatgatt acgtggagac tatggactac tggggccaag ggaccacggt caccgtctcc 360 

tca 363 
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<210> 	255 
<211> 	363 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CH7A (Y98A / D99Y) Heavy Chain Construct 

<400> 	255 
caggtgcagc tggtgcaatc tgggtctgag ttgaagaagc ctggggcctc agtgaaggtt 60 

tcctgcaagg cttctggata caccttcact gagtttggaa tgaactgggt gcgacaggcc 120 

cctggacaag ggcttgagtg gatgggatgg ataaacacca aaactggaga ggcaacatat 180 

gttgaagagt ttaagggacg gtttgtcttc tccttggaca cctctgtcag cacggcatat 240 

ctgcagatca gcagcctaaa ggctgaagac actgccgtgt attactgtgc gagatgggac 300 

ttcgcttatt acgtggaggc tatggactac tggggccaag ggaccacggt caccgtctcc 360 

tca 363 

<210> 	256 
<211> 	363 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CH7A (W95Y) Heavy Chain Construct 

<400> 	256 
caggtgcagc tggtgcaatc tgggtctgag ttgaagaagc ctggggcctc agtgaaggtt 60 

tcctgcaagg cttctggata caccttcact gagtttggaa tgaactgggt gcgacaggcc 120 

cctggacaag ggcttgagtg gatgggatgg ataaacacca aaactggaga ggcaacatat 180 

gttgaagagt ttaagggacg gtttgtcttc tccttggaca cctctgtcag cacggcatat 240 

ctgcagatca gcagcctaaa ggctgaagac actgccgtgt attactgtgc gagatacgac 300 

ttctatgatt acgtggaggc tatggactac tggggccaag ggaccacggt caccgtctcc 360 

tca 363 

<210> 	257 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CH1A1 

<400> 	257 

Gln val 	Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 	 5 	 10 15 

Ser val 	Lys Val 	Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 	 25 30 
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Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 

35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg Val Thr Phe Thr Leu Asp Thr Ser Thr Ser Thr Ala Tyr 
65 	 70 75 80 

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr val ser ser 
115 120 

<210> 	258 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CH1A2 

<400> 	258 

Gln Val 	Lys Leu Gln Gln Ser Gly Pro Glu Leu Lys Lys Pro Gly Glu 
1 	 5 10 15 

Thr val 	Lys Ile ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly met Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 	 70 75 80 

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr val ser Ser 
115 120 

<210> 	259 
<211> 	121 
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<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	CH1A3 

<400> 	259 

Gln Val 	Gln Leu val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys Val ser Cys Lys Ala ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Lys Gln Ala Pro Gly Lys Gly Leu Lys Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 55 60 

Lys Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr val Glu Ala Met Asp Tyr Trp Gly 
100 

Gln Gly Thr Thr Val Thr val Ser 

105 

Ser 

110 

115 120 

<210> 	260 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CH1A4 

<400> 	260 

Gin Val Gln Leu Val Gin Ser Gly Ala Glu val Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 55 60 

Lys Gly Arg Phe Ala Phe Ser Leu Glu Thr Ser Ala Thr Thr Ala Tyr 
65 70 75 80 
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Leu Gln Ile Asn Asn Leu Lys Asn Glu Asp Thr Ala Lys Tyr Phe Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr val Glu Ala met Asp Tyr Trp Gly 
100 

Gln Gly Thr Thr Val Thr val Ser 

105 

Ser 

110 

115 120 

<210> 	261 
<211> 	121 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	CH1A1A 

<400> 	261 

Gln val Gln Leu val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser val Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr val Glu Glu Phe 
50 55 60 

Lys Gly Arg val Thr Phe Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr Val Glu Ala met Asp Tyr Trp Gly 
100 

Gln Gly Thr Thr val Thr val Ser 

105 

ser 

110 

115 120 

<210> 	262 
<211> 	121 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	cH1A1B 

<400> 	262 

Gln val Lys Leu Gin Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 	 5 10 15 
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Ser val 	Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly met Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 55 60 

Lys Gly Arg val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 

Gln Gly Thr Thr Val Thr val Ser 

105 

ser 

110 

115 120 

<210> 	263 
<211> 	121 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	CH1A1C 

<400> 	263 

Gln Val Gln Leu Val Gln Ser Gly Pro Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 55 60 

Lys Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 
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Gln Gly Thr Thr val Thr Val Ser Ser 

115 120 

<210> 	264 
<211> 	121 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	CH1A1D 

<400> 	264 

Gin val Gin Leu Val Gln Ser Gly Ala Glu val Lys Lys Pro Gly Glu 
1 	 5 10 15 

Thr val 	Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
SO 55 60 

Lys Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr Val Glu Ala met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr Val Ser Ser 
115 120 

<210> 	265 
<211> 	121 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	CH1A1E 

<400>. 	265 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 
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Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr val Glu Glu Phe 

50 	 55 60 

Lys Gly Arg Phe Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 	 70 75 80 

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr val Thr Val Ser Ser 
115 120 

<210> 	266 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CH1A1F 

<400> 	266 

Gln Val 	Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser val 	Lys val 	Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 	 70 75 80 

Leu Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr Val Glu Ala met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr val ser ser 
115 120 

<210> 	267 
<211> 	121 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
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<223> CH1A1G 

<400> 267 

Gln val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 	 5 	 10 15 

Ser Val 	Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 	 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 	 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 	 70 	 75 80 

Met Glu I e Arg Ser Leu Arg Ser Asp Asp Thr Ala val Tyr Tyr Cys 
85 	 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr val Glu Ala Met Asp Tyr Trp Gly 
100 	 105 110 

Gln Gly Thr Thr Val Thr Val Ser Ser 
115 	 120 

<210> 	268 
<211> 	363 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CH1A1 

<400> 	268 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggagctag tgtgaaggtg 60 

tcctgcaagg ccagcggcta caccttcacc gagttcggca tgaactgggt ccgacaggct 120 

ccaggccagg gcctcgaatg gatgggctgg atcaacacca agaccggcga ggccacctac 180 

gtggaagagt tcaagggcag agtgaccttc accctggaca ccagcaccag caccgcctac 240 

atggaactgc ggagcctgag aagcgacgac accgccgtgt actactgcgc cagatgggac 300 

ttctacgatt acgtggaagc catggactac tggggccagg gcaccaccgt gaccgtgtct 360 

agc 363 

<210> 	269 
<211> 	363 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CH1A2 
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09 	61.66T-26;6a 6e1D6E661D DEPP6U26] uPeoDDD664 D16ED61661 D5E761.6627 
VLZ 	<0017> 

DTvTHD 	<EZZ> 
<OZZ> 

aDuanbas 	cep!-J41-1 v 	<ETZ> 
VNO 	<ZTZ> 
E9E 	<UTZ> 
17ZZ 	<OTZ> 

E9E 
D6e 

09E 	1D1616DDE6 16DDEDDeD6 66EDD66661 De1De661eD D6ep6616DE 11E67e1D1l 

OOE 	DE6661e6eD 76D61yeaDe 1616DADDe Dp6De6D6ep 6e61DD6e66 D61DRE661e 

OVZ 	DelDADDED EIEDDEAUDD PDE66DUDDE 61eDDe516e 6eD566yeD1 16e6ee6ba6 

08T 	DeaDDeDD66 -26D6E0Ye6e eDDEDEPDaP 661D666aub 61ee6DaDD6 66eDD66eDD 

OZT 	1D66eDe6DD 1bb61ppe6a ED66D116.26 DDPD147DeD elA6D6eDD 662PAI.DD4 

09 	6166Re5161 6e1D6u661D Deuebeebab ee6DAD661. Da6ED6eD61 DEee6166E7 
EZZ 	<0017> 

8TvTHD 	<EZZ> 
<OZZ> 

aDuanbas LPPI-40-Jv <ETZ> 
VNO 	<ZTZ> 
E9E 	<FEZ> 
ELZ 	<OTZ> 

E9E 
D6e 

09E 	1D1616DDe6 16DDeDDeD5 66eDD66661 7e1De661eD D6pe651.6De 11E6De1D11 

OOE 	De6661p6eD D6D61DuaDe 4616DD6DDe De6De676ee 6e61DD6p66 D61Dee6ble 

OVZ 	TelDADDED 5eDDEAUDD PDP66DEODE D1aDDe616e 6eD66EeeD1 abe6pp6616 

08T 	DRIDDEDD66 P6D660DPET UDDeDEEDI.0 661D6661e6 61pe6D1DD6 66eDD66eDD 

OZT 	1D66eDe6DD 1.6661pee61 2766Dfl6E6 DDPMDDED e1D66D6eDD 66eeD61DD; 

09 	6166ree6161 6e1D6E661D Dee-e6-2.2616 pp6DD6D661 D16eD6156; D6eD6166eD 
ZZZ 	<00V> 

VTVTHD 	<EZZ> 
<OZZ> 

Lbas-410a 



TOT abed 
09E 	171616J7eb 15DDep7eD6 66E7D65661 DeaDebblep 7ETe56167p nu6De1D11 

00E 	De6561ebeD D6D64Delpe 1.616DD677E yettpubDope beb4DD5e56 D617epb64D 

OtZ 	7E17D67DED 6eDDe76PDD PDE66DEDDP 6nD7eb162 6ED66bee74 16e6ee6616 

08T 	DulDpup766 P6)66DDE6e eDDeDeE71P bE4D6661e6 61pp6DoD6 66eDDE)62DD 

OZT 	1Dbbepp5DD 16561.7eeb1 eDb67146e6 DDUD11DDED E1D66DbEDD 562eD617D1 

09 	666-e26161 belD6p661) 7eepopp516 pe6006D661 71bu761.66 	DEcepfaffrep 

	

La 	<00-17> 

	

dTv-CHD 	<EZZ> 
<OZZ> 

aDuanbas 	LeP!-41-4.1 v 	<ETZ> 
VNO 	<ZTZ> 
E9E 	<TTZ> 
LLZ 	<OW> 

E9E Dbe 

09E 	1716167De6 1.677E7DE76 66E7766661 7e1Te661ED D6eebb46De 14e6De171l 

00E 	De6661p6P) D6D61on7e 16167D6DDE Deb7ebp6up Eleolopbebb A1Tee661u 

1017Z 	7E1776072D ETDDED6EDD eye667e77e Eaufleone Erepbberenl 16pbeebb16 

08T 	7e17DED766 E6D66DDP6E EDDEDUEDle 6E176be1u6 61ppE7D76 66eDD66-e77 

OZT 	1D6buDebDo 15661Jee61 eD56717.6E6 77UD11D7ED e1766DETDD 66peD61.D71 

09 	5166ee6161 6e176e661) Dugeoep616 epb3D6D661 715-2)61661 D6E76166ED 

	

9ZZ 	<00t> 

	

iTvTFID 	<EZZ> 
<OZZ> 

aDuanbas 	LeP!-41-1-1V 	<ETZ> 

	

vNa 	<ZTZ> 
E9E 	<TTZ> 
9ZZ 	<OW> 

E9E Dbe 

09E 	1.716167725 1677e7Je7b 66pDp66661 D.flpebbapp Dbee6646Dp 11ebDe1711 

00E 	7e6561pbeD DopopeaDe 16i.EI7AD7e DpEopEonee 6261776p66 D6Dup6b1e 

OtZ 	7E1DD6DDeD 6237'2)6E7D 12DP.65DeDDP blUDDE615E 6P)656PPD1 15e5pub516 

08T 	DelppeDDM e6o0677pbe PDDEDEED1P 66i.76b61e6 61pp677D6 6Ee7p66eDD 

OZT 	1J66EJE6J7 15561.Dp.261 u766711bp6 DDUDflDDED papb6D6eDD Weepb;DDI. 

09 	71poee616; DebeErebblp 7epp6Ee646 epE77Eo651. DbpDtizbibq 7be76165P7 
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aTv-END 	<Ezz> 
<OZZ> 

	

ajuanbas LeP!-4P-JV 	<ETZ> 

	

vN0 	<ZTZ> 
E9E 	<ITZ> 
SZZ 	<OW> 

Lbas-Roa 



eolf-seql 

agc 
	

363 

<210> 	278 
<211> 	363 
<212> 	DNA 
<213> 	Artificial 	Sequence 

<220> 
<223> 	CH1A1G 

<400> 	278 
caggtgcagc tggtgcagtc tggcgccgaa gtgaagaaac ctggagctag tgtgaaggtg 60 

tcctgcaagg ccagcggcta caccttcacc gagttcggca tgaactgggt ccgacaggct 120 

ccaggccagg gcctcgaatg gatgggctgg atcaacacca agaccggcga ggccacctac 180 

gtggaagagt tcaagggcag agtgaccatg accacggaca ccagcaccag caccgcctac 240 

atggaaatcc ggagcctgag aagcgacgac accgccgtgt actactgcgc cagatgggac 300 

ttctacgatt acgtggaagc catggactac tggggccagg gcaccaccgt gaccgtgtct 360 

agc 363 

<210> 	279 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	CH1A 

<400> 	279 

Gln Val Gln Leu val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 	 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr 
65 	 70 75 80 

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 

Gln Gly Thr Thr Val Thr val ser 

105 

ser 

110 

115 	 120 
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eolf-seql 

<210> 280 
<211> 363 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> CH1A 

<400> 	280 
caggtgcagc tggtgcagtc tggcgctgag gtgaagaagc ctggcgcctc ggtgaaggtc 60 

tcctgcaagg cctctggtta cacatttacg gaattcggga tgaattgggt cagacaagca 120 

cctgggcaag ggctcgagtg gatgggatgg ataaacacga agacaggcga ggccacctac 180 

gtagaagagt tcaaaggaag ggtcacgatg accacagata cttctacctc tactgcgtat 240 

atggaactac ggagcttgcg tagcgatgac acagcggtgt actattgtgc tcgatgggat 300 

ttctatgact atgttgaagc tatggactac tggggccaag ggaccaccgt gaccgtctcc 360 

tca 363 

<210> 	281 
<211> 	121 
<212> 	PRT 
<213> 	Artificial 	sequence 

<220> 
<223> 	PR1A3 

<400> 	281 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val 	Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Glu Phe 
20 25 30 

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 	 40 45 

Gly Trp Ile Asn Thr Lys Thr Gly Glu Ala Thr Tyr Val Glu Glu Phe 
50 	 55 60 

Lys Gly Arg Phe Val 	Phe Ser Leu Asp Thr Ser Val 	Ser Thr Ala Tyr 
65 	 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp Asp Phe Tyr Asp Tyr Val Glu Ala Met Asp Tyr Trp Gly 
100 105 110 

Gln Gly Thr Thr Val Thr Val 	Ser Ser 
115 	 120 
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