1/24

/-7"gure 7/

5,

Nfkbia

T

¥ Mouse Genome
——-a——

ey S - Chromosome: 12

56590831 ' 56590397

AAGTACCAAAATAATTACCAAC  AT1462015

(437 bp)

TTIGTCIGTAARAATCTGTITART ARRTATACATCT TAG
ARRATACARCATATACAACATTTACAAGARGGCGACACA
GACCTTAGTTGGGGCCGACTTTTAAGCACATGCCACTGARCRACCTGGLTC
TTACATGGCGAGGACACACTGGGCTCACTTACTAGGTCTATGGTGGTTCAR
TCARRAGCACAATAAATARARCGT GG TCCTTTCATTAGGTTCTGGARART
CACCTCCLCCCCCCCCARARRARA TCCCACARRCATGARACCTTAAGAGAC
ATTITCTTIGAARTTTCAGTGAYCTGTTTCCCCGGATTICACAARGACART
AGCCGARTCACCCCAGTARRRTGCCTGEGICTAGGCGCTGTGTGRTGTGS
TGCTARGTATACCCTTITCTCATTTTTTETCTITITTCT

LOCUS AH62015 437 bp mRNA linear EST 09-MAR-1999

DEFINITION ub69d10.x} Soaves_mammary gland NMLMG Mus musculus ¢cDNA clone
MAGE:1382995 3' similar to gb:M65043 MAJOR HISTOCOMPATIBILITY COMPLEX
ENHANCER-BINDING PROTEIN (HUMAN);, mRNA sequence.

ACCESSION AM62015

VERSION Al462015.1 GL1: 4316045
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Figure 3
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Figure 5
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Figure 7
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Figure 9
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Figure 17
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Figure 12

A part of Hamster Nfkbia mRNA (134 bp)
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Figure 13
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Figure 15
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Figure 1/
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Figure 18
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Figure 20
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Figure 22
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Figure 24
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Figure 25-1

(a)

SEIAEN | GERELR | FSEDSA | REATM [EpTAS | pEEA PEENRG L EEEN L SBAMES
Genes
RFKDL, 1065 1573
A 0505w EECEE > ] o E e R IR SRS T K

Human Nfkbia 1562: TGTAAAAATC TGTTTAATAA ATATACATCA TAAAAGTACC AAAATAATTA 1511
Fhd i hh bt dhdkkrddbd Ak Rk Ah *k FhkAhAhA ok AARRE b kb
Ald62015 7: TGTAARARTC TGTTTAATAA ATATACATCT TAGAAGTACC ARMATAATTA 56

1512: CCAACAR--T ACATTATGTA CACCATTTAC AGGARG 1478
FhRkEAh & kAk ok ok kd RANhARR ok Rk

57: CCAACAMAMAT ACAACATATA CARCATTTAC ARGAA 91

Matching = 75/85 (88%)

(b)

51Be L Raesn | gLmr TRt s UL IR v BRRE TR0 7RI
Genes ’ T h

’ bk 1963 1583

NM_OTHIOETES.2 v R e o —— IR — sy —— I — i S~ T TR o I DT GRNER

Rat Nfkbia 1562: TCTARAPRYC TGITTAATAR ATATACATCT TAGAAGTACC AAAATARTTA 1511
AAFhEF R AL kb kk bk ks Aahhkrhktdh dhhktdthkadn Av A Add ok ko
AT462015 7: TGTARAAATC TGTTTARTAR ATATACATCT TAGAAGTACC AAAATAATTA 56

1512: CCAACAAAAT ACACCATATA CARCATTTAC ARGARA 1478
Shhhhhhdhh hRd REkARA FhhhAddkhd hhkhk

57: CCARCARAAT ACAACATATA CAACATTTAC ARGAA 91

Matching = 84/85 (99%)
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Figure 25-2
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Chimpanzee Nfkbia 2209: TGTAARAATC TGTTTAATAA ATATACATCA TARAAGTACC AARATAATTA 2158
Fordk ok dedrok e vl e e b de R Ao *h dedkkfdok whkkhd ko

Al462015 7: TGTAARAATC TGTTTAATAA ATATACATCT TAGAAGTACC AABATAATTA 56

215%9: CTAMC--AMY ACKTOINTGTA CATCATTTAC AGSAGGGTAR € 212%
* ok hkd kdk kk ok R hkNkRkx kA *

59 : CCAACRRAMT ACARCATALA CPACATTTAC A--AG----A A 81

Matching = 75/85 (88%)

(d)
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RESHA 1306 001
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Rhesus monkey Nikbiz  1995: TGGAAARATC TGTTTAATAM ATATACATAA TAAAAGIACC ARAATARTTA 1544
*k khkhkwhkhk dhkkdhkkkr wdhhwkdokn Ak kEkwhhR hkkRddktds

Al462015 7: TGTARARATC TGTTTAATAA ATATACATCT TAGARGTACC ARMATAAMYTA 56

1545: CCAAC--AAT ACACTATGTA CACCATTITAC AGAAGGGTAA C 1907
Shk kR ARk kwk AW NE Rk RkakAdh T *

57: CCARCARAAT ACAACATATA CAACAITTAC --ARG-—~--A A 81

Matching = 74/85 (87%)
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Figure 25-3
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Bovine Nfkbia 1570: TGTAAAARTC TGTTTAATAA ATATACATCT TAAAAGTACC AAAMATAATTA 1519
WhhkhhRhhhkh dhkbkdkhkhkhhkid hhdwkddhhdd dhk whbhbddd b hkdbhdn
Al462015 7: TGTAAAAATC PGTTTAATAA ATATACATCT TAGARGTACC ARARTAATTA 56

1520: CTGACARAAT ACACTRTGTA CACTATTTAC AGGAGGGGAR 1481
W RkRERRR KAk kE kk k% hdRhkk X L T2

57: CCARCARRAT ACRACATATA CARCATTTAC A——=-- AGAA, 93

Matching = 76/85 (89%}
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