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Seq Group Sequence SEQ 1D NO:
CDRL1-1 RASQSIGR-=-SLH 196
{CORL1-2 |[RASQBVGEGR-51LH 197
CORL1-3 [RASQS I SR - Y LN 198
(DRL1-4 |[RASQSVYSSSY LA 189
CORL1-6 IRASQTVSRSY LA 200
CDRL1-13 [ RASQS I GS -5 L H 208
CORIICI IR AS QSVSRSY LA 281
1 65 - 8 H
N
Seq Group Sequence SEQ D NG
CORET7 |[KS S QNVLYSSNNKRNFLT 202
CORL1-S [KS S QS5SVLYRSNNMNNEFEFLA 203
CDRETS [K &S 8 QS VLYSSNNKHYLA 204
CORL1-10 [K 5 S Q3 VLY SS NNKNEFEFTLT 205
CORL1-11 |[K S S QS VLY SS NNKNYLA 208
CDRL112 |[K S S QS VLY SSNNRMNEFTLS 207
CORLI-C2 K 8 S Q35 VLYSSHNNKNFLT 252
N R MHY A
R 8
Seq Group Sequence SEQ D NO:
CORIZ2-1 |[Y A S QS L S 209
CDRi22 [A A S S L QS 210
CORIZCL |[Y AS Q8L S 253
A S L
Seq Group Sequence SEQIDNO:
CORLZ3 |G A S S R AT 211
CORi24 [L G S NRATES 212
CORIZ-C2 |G A S S RAT 254
LG N ]
Soq Group Saquence SEG D NO:
CORL2-5 |R A S TRES 213
CORL26 [WA S TRE S 214
CORIZ-C3I|IRA S TRES 258
W
Seq Group Segquence SEQ 1B NO:
CORL3A HQ S SRLPFT 215
CDRL22 Q8 Y SPPRPFT 218
CORL34 |QQF GSSPWT 218
CORL38 JQQ Y YSAPTFT 220
JCORLA-Y Q@ QY Y 1T S F LT 221
CORL3-8 QY YSSPF T 222
CORLICI o Qs YsSPPRET 258
H Y S RS L '
FG1 A W Flg 1
L
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Sayg Group Sequance SEQIDNO: | |Seq Group Sequence SEQ D NO:
CDRH1-1 RFAMH 223 CDRH1-2 RGGY YWS 224
CERH1-3 M AMH 225 CORH15 |8 GG F YWS 227
CDRH14 RY GV 8 226 CDRH1-6 (S C G Y YWS 228
CDRH1-8 SYG 1L 8 231 CDRH1-7 |S NS A AWN 223
CDRHI110 |8 ¥Y Y W S 232 CORH1-8 |S NS A TWN 230
CORH111 |¥Y Y A | H 233
CORHI-C2ZIR G G Y YW S 258
CHBRH1-C1 R Y AMMEB 257 SN S E A N
5 FGVS AT
¥ Y |
W
Seq Group Sequence SEGIDNO:
CDRH2-8 Y 1YY -8 - GNTYYNPSLEKS 241
CDRH2-1 RIYT~8-GSTNY NPSLEKS 234
CDRH2-2 RTYYRSKWSNHY AV SV KS 235
CDRH2-3 RTYYRSRWYNDY AV SV KS 238
CORHZCIIR T Y YRS KWS NHY AV SV HKS 258
Y | T - RGNTHN NP L
- Y Y
D
Seq Group. Saquence SEQ 1D NO:
CORHZ24 |V I SYDGGNKY Y AE SV KRG 237
CORHZS [V I SYDGSNKY Y ADSVY KRG 238
CORMHZLZ|IV I S Y DG G HNKY Y AESVY KRG 280
5 D
Beq Group Saguence SEQ D NO:
CORHZE W I NAYNGHTNYAQTFGGG 238
CORH2-7 W I TTYNGNTNYAQKLGG 240
CORHZCIIW I NAY NGHTNYAGQGTFGQG 251
T 7 [} K L
Saq Group Sequance | SEQ D NO:
CORH33 |G TWKQLWF L D H 238
CORH34 |GV FY SKGAFTD | 245
CORH35 |G YD I LTGYPDY 246
CORH3-8 |G YDV LTGYPDY 247
CORH3-S |G YD LLTGYPDY 250
CORHZ-C1 |G YRV L TGYPRPD Y 262
TWKGLWFL H :
Y FY §K AF £ Flg-z
L




