<110>

<120>

<130>

<150>
<151>

<160>
170>
<216>
<211>
<212>
<213>

<220>
<223>

<400>

eolf-seql.txt
SEQUENCE LISTING

UCB Pharma
Molecules with Specificity for CD79 and (D22
G0224 WO

GB1412658.5
2014-07-16

163

PatentIn version 3.5
1

44

PRT

Artificial Sequence

GCN4(7P14P) sequence

1

Ala Ser Gly Gly Gly Arg Met Lys Gln Leu Glu Pro Lys Val Glu Glu

1

5 10

15

Leu Leu Pro Lys Asn Tyr His Leu Glu Asn Glu Val Ala Arg Leu Lys

20 25

Lys Leu Val Gly Glu Arg His His His His His His

<210>
<211>
<212>
<213>

<220>
<223>

<400>

35 49

2

132

DNA

Artificial Sequence

GCN4(7P14P) sequence

2

30

gctagcggag gcggaagaat gaaacaactt gaacccaagg ttgaagaatt gcttccgaaa

aattatcact tggaaaatga ggttgccaga ttaaagaaat tagttggcga acgccatcac

catcaccatc ac

Page 1

60

120

132



<210>
<211>
<212>
<213>

<220>
<223>

<400>

3
262
PRT

Artificial Sequence

52SR4 ds

3

Asp Ala Val val

1

Thr

Asn

Leu

Ser

65

Gln

His

Gly

Gly

Ser

145

Asp

Val

Tyr

Ile

50

Gly

Thr

Trp

Gly

Ser

130

Gln

Tyr

Thr

Ala

35

Gly

Ser

Glu

Val

Ser

115

Asp

Ser

Gly

Leu

20

Ser

Gly

Leu

Asp

Phe

100

Gly

Val

Leu

Val

scFv sequence

Thr

Thr

Trp

Thr

Ile

Glu

85

Gly

Gly

Gln

Ser

Asn

Gln

Cys

Val

Asn

Gly

70

Ala

Cys

Gly

Leu

Ile

150

Trp

Glu

Arg

Gln

Asn

55

Asp

Ile

Gly

Gly

Gln

135

Thr

Val

Ser

Ser

Glu

40

Arg

Lys

Tyr

Thr

Ser

120

Gln

Cys

Arg

eolf-seql.txt

Ala

Ser

25

Lys

Ala

Ala

Phe

Lys

105

Gly

Ser

Thr

Gln

Leu Thr
10

Thr Gly

Pro Asp

Pro Gly

Ala Leu
75

Cys Val
90

Leu Thr

Gly Gly

Gly Pro

Val Ser

155

Ser Pro

Page 2

Ser

Ala

His

Val

60

Thr

Leu

Val

Gly

Gly

140

Gly

Gly

Ser

val

Leu

45

Pro

Ile

Trp

Leu

Ser

125

Leu

Phe

Lys

Pro

Thr

30

Phe

Ala

Thr

Tyr

Gly

110

Gly

Val

Leu

Cys

Gly

15

Thr

Thr

Arg

Gly

Ser

95

Gly

Gly

Ala

Leu

Leu

Glu

Ser

Gly

Phe

Ala

80

Asp

Gly

Gly

Pro

Thr

160

Glu



Trp Leu Gly

Ser
195

Leu Lys

Phe Leu

210

Lys

Cys Val Thr

225

Val Ser Ser

Ile Ser Glu

<210> 4

<211> 792
<212> DNA
<213>

<220>
<223>

<400> 4
gatgcggtegg

acctgccgca
aaaccggatc
ccggegegcet
cagaccgaag
ggctgeggcea
ggcggtgecs

ctggtggcgc

165

Val Ile

180

Arg Leu

Met

Asn

Gly Leu

Trp

Ser

Ser

Phe

Gly Asp

Thr
200

val

Leu Gln

215

Asp Tyr

230

Ala
245

Ala

Glu
260

Asp

tgacccagga
gcagcaccgg
atctgtttac
ttagcggcag
atgaagcgat
ccaaactgac
ggtctggegg

cgagccagag

Ala

His His

Leu

Artificial Sequence

52SR4 ds scFv sequence

aagcgcegcetg
cgeggtgacc
cggcctgatt
cctgattggc
ttatttttgc
cgtgctgget
cggeggcage

cctgagcatt

eolf-seql.

170

Gly Ile Thr

185

Lys Asp Asn

Ser Gly Asp

Gln
235

Trp Gly

His His

250

His

accagcagcc

accagcaact

ggcggeacca
gataaagcgg
gtgctgtggt
ggaggcests
gatgtgcagc

acctgcaccg

Page 3

txt

Asn
190

Asp Tyr

Ser Lys Ser

205

Ser Ala

220

Arg

Gly Thr Thr

His Glu Gln

cgggcgaaac
atgcgagctg
acaaccgcgce
cgctgaccat
atagcgacca
gctcaggegg
tgcagcagag

tgagcggctt

175

Ser Ala

Gln Vval

Tyr

Tyr

Thr
240

Leu

Lys Leu

255

cgtgaccctg
ggtgcaggaa
gcegggegtg
taccggegceg
ttgggtgttt
aggtggctca

cggeaegsgsc

tctcctgacc

60

120

180

240

300

360

420

480



gattatggcg
atttggggcg
aaagataaca
gecgecgctatt
gtgagcagcg
gatctgtaat
<210> 5

<211> 8
<212> PRT

tgaactgggt gcgccagagce
atggcattac cgattataac
gcaaaagcca ggtgtttctg
attgcgtgac cggectgttt
cggccgccca tcaccatcac

ag

<213> Artificial Sequence

<220>

<223> Hinge linker

<400> 5

Asp Lys Thr His Thr Cys Ala Ala

1

<210> 6
<211> 11
<212> PRT

5

<213> Artificial Sequence

<220>

<223> Hinge linker

<400> 6

eolf-seql.txt
ccgggcaaat gecctggaatg getgggegtg

agcgcgetga aaagccgect gagcgtgacc
aaaatgaaca gcctgcagag cggegatagce
gattattggg gccagggcac caccctgacc

catcacgaac agaaactgat tagcgaagaa

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala

1

<210> 7
<211> 18
<212> PRT

5

<213> Artificial Sequence

<220>

<223> Hinge linker

<400> 7

10

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Thr Cys Pro Pro Cys

Page 4
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600

660

720

780

792



eolf-seql.txt
1 5 10 15

Pro Ala

<210> 8

<211> 25

<212> PRT

<213> Artificial Sequence

<220>
<223> Hinge linker

<400> 8

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Thr Cys Pro Pro Cys
1 5 10 15

Pro Ala Thr Cys Pro Pro Cys Pro Ala
20 25

<210> 9

<211> 30

<212> PRT

<213> Artificial Sequence

<220>
<223> Hinge linker

<400> 9

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Gly Lys Pro Thr Leu
1 5 10 15

Tyr Asn Ser Leu Val Met Ser Asp Thr Ala Gly Thr Cys Tyr
20 25 30

<210> 10

<211> 31

<212> PRT

<213> Artificial Sequence

<226>
<223> Hinge linker

<400> 190
Page 5



eolf-seql.txt

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Gly Lys Pro Thr His
1 5 10 15

Val Asn Val Ser Val Val Met Ala Glu Val Asp Gly Thr Cys Tyr
20 25 30

<210> 11

<211> 15

<212> PRT

<213> Artificial Sequence

<220>
<223> Hinge linker

<400> 11

Asp Lys Thr His Thr Cys Cys Val Glu Cys Pro Pro Cys Pro Ala
1 5 10 15

<210> 12
<211> 26
<212> PRT
<213> Artificial Sequence

<220>
<223> Hinge linker

<400> 12

Asp Lys Thr His Thr Cys Pro Arg Cys Pro Glu Pro Lys Ser Cys Asp
1 5 10 15

Thr Pro Pro Pro Cys Pro Arg Cys Pro Ala
20 25

<210> 13

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> Hinge linker

<400> 13

Asp Lys Thr His Thr Cys Pro Ser Cys Pro Ala
Page 6



eolf-seqgl.txt
1 5 10

<218> 14

<211> 7

<212> PRT

<213> Artificial Sequence

220>
<223> Flexible linker

<400> 14

Ser Gly Gly Gly Gly Ser Glu
1 5

<218> 15

<211> 6

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 15

Asp Lys Thr His Thr Ser
1 5

<210> 16

<211> 6

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 16

Ser Gly Gly Gly Gly Ser
1 5

<210> 17

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker
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eolf-seqgl.txt
<400> 17

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
1 5 10

<210> 18

<211> 16

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 18
Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser

1 5 10 15

<210> 19

<211> 21

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 19
Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser

1 5 10 15

Gly Gly Gly Gly Ser
20

<210> 20
<211> 26
<212> PRT
<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 20

Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
1 5 10 15
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eolf-seql.txt

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
20 25

<210> 21
<211> 11
<212> PRT
<213> Artificial Sequence

220>
<223> Flexible linker

<400> 21

Ala Ala Ala Gly Ser Gly Gly Ala Ser Ala Ser
1 5 10

<210> 22
<211> 16
212> PRT
<213> Artificial Sequence

<220>
<223> Flexible linker

<220>

<221> misc_feature

222> (7)..(7)

<223> Xaa can be naturally occuring amino acid

<400> 22

Ala Ala Ala Gly Ser Gly Xaa Gly Gly Gly Ser Gly Ala Ser Ala Ser
1 5 10 15

<210> 23

<211> 21

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<220>

<221> misc_feature

<222> (7)..(7)

<223> Xaa can be naturally occuring amino acid
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eolf-seql.txt

<220>

<221> misc_feature

<222>  (12)..(12)

<223> Xaa can be naturally occuring amino acid

<400> 23

Ala Ala Ala Gly Ser Gly Xaa Gly Gly Gly Ser Xaa Gly Gly Gly Ser
1 5 10 15

Gly Ala Ser Ala Ser
20

<21e> 24
<211> 26
<212> PRT
<213> Artificial Sequence

<220>
<223> Flexible linker

<220>

<221> misc_feature

222> (7)..(7)

<223> Xaa can be naturally occuring amino acid

<220>

<221> misc_feature

<222>  (12)..(12)

<223> Xaa can be naturally occuring amino acid

<220>

<221> misc_feature

<222>  (17)..(17)

<223> Xaa can be naturally occuring amino acid

<400> 24

Ala Ala Ala Gly Ser Gly Xaa Gly Gly Gly Ser Xaa Gly Gly Gly Ser
1 5 10 15

Xaa Gly Gly Gly Ser Gly Ala Ser Ala Ser
20 25

<210> 25
211> 31
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eolf-seql.txt
<212> PRT
<213> Artificial Sequence

<220>
<223> Flexible linker

<220>

<221> misc_feature

222> (7)..(7)

<223> Xaa can be naturally occuring amino acid

<220>

<221> misc_feature

<222>  (12)..(12)

<223> Xaa can be naturally occuring amino acid

<220>

<221> misc_feature

<222> (17)..(17)

<223> Xaa can be naturally occuring amino acid

<220>

<221> misc_feature

<222> (22)..(22)

<223> Xaa can be naturally occuring amino acid

<400> 25
Ala Ala Ala Gly Ser Gly Xaa Gly Gly Gly Ser Xaa Gly Gly Gly Ser
1 5 10 15

Xaa Gly Gly Gly Ser Xaa Gly Gly Gly Ser Gly Ala Ser Ala Ser
20 25 30

<216> 26
<211> 13
<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<220>

<221> misc_feature

<222> (7)..(7)

<223> Xaa can be naturally occuring amino acid

<400> 26
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eolf-seql.txt

Ala Ala Ala Gly Ser Gly Xaa Ser Gly Ala Ser Ala Ser
1 5 10

<210> 27

<211> 28

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 27

Pro Gly Gly Asn Arg Gly Thr Thr Thr Thr Arg Arg Pro Ala Thr Thr
1 5 10 15

Thr Gly Ser Ser Pro Gly Pro Thr Gln Ser His Tyr
20 25

<216> 28

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 28
Ala Thr Thr Thr Gly Ser Ser Pro Gly Pro Thr

1 5 10

<210> 29

<211> 6

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 29
Ala Thr Thr Thr Gly Ser
1 5

<2106> 30
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eolf-seql.txt
<211> @
<212> PRT
<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 30

000

<210> 31

<211> 21

<212> PRT

<213> Artificial Sequence

220>
<223> Flexible linker

<400> 31

Glu Pro Ser Gly Pro Ile Ser Thr Ile Asn Ser Pro Pro Ser Lys Glu
1 5 10 15

Ser His Lys Ser Pro
20

<210> 32

<211> 15

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible 1linker

<400> 32

Gly Thr val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp
1 5 10 15

<210> 33

<211> 15

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 33

Gly Gly Gly Gly Ile Ala Pro Ser Met Val Gly Gly Gly Gly Ser
Page 13



eolf-seqgl.txt
1 5 10 15

<210> 34

<211> 15

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 34

Gly Gly Gly Gly Lys Val Glu Gly Ala Gly Gly Gly Gly Gly Ser
1 5 10 15

<210> 35

<211> 15

<212> PRT

<213> Artificial Sequence

220>
<223> Flexible linker

<400> 35

Gly Gly Gly Gly Ser Met Lys Ser His Asp Gly Gly Gly Gly Ser
1 5 10 15

<210> 36

<211> 15

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 36

Gly Gly Gly Gly Asn Leu Ile Thr Ile Val Gly Gly Gly Gly Ser
1 5 10 15

<210> 37

<211> 15

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker
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eolf-seql.txt
<400> 37

Gly Gly Gly Gly val Val Pro Ser Leu Pro Gly Gly Gly Gly Ser
1 5 10 15

<218> 38
<211> 12
<212> PRT
<213> Artificial Sequence

<2206>
<223> Flexible linker

<406> 38
Gly Gly Glu Lys Ser Ile Pro Gly Gly Gly Gly Ser
1 5 10

<210> 39

<211> 18

<212> PRT

<213> Artificial Sequence

220>
<223> Flexible 1linker

<400> 39
Arg Pro Leu Ser Tyr Arg Pro Pro Phe Pro Phe Gly Phe Pro Ser Val

1 5 106 15

Arg Pro

<218> 40

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 40

Tyr Pro Arg Ser Ile Tyr Ile Arg Arg Arg His Pro Ser Pro Ser Leu
1 5 10 15
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eolf-seql.txt

Thr Thr

<216> 41

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 41
Thr Pro Ser His Leu Ser His Ile Leu Pro Ser Phe Gly Leu Pro Thr

1 5 10 15

Phe Asn

<210> 42

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 42
Arg Pro Val Ser Pro Phe Thr Phe Pro Arg Leu Ser Asn Ser Trp Leu

1 5 10 15

Pro Ala

<210> 43

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 43

Ser Pro Ala Ala His Phe Pro Arg Ser Ile Pro Arg Pro Gly Pro Ile
Page 16



eolf-seql.txt
1 5 1e 15

Arg Thr

<210> 44

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 44

Ala Pro Gly Pro Ser Ala Pro Ser His Arg Ser lLeu Pro Ser Arg Ala
1 5 10 15

Phe Gly

<210> 45

<211> 18

<212> PRT

<213> Artificial Sequence

220>
<223> Flexible linker

<400> 45

Pro Arg Asn Ser Ile His Phe Leu His Pro Leu Leu Val Ala Pro Leu
1 5 10 15

Gly Ala

<210> 46

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 46
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eolf-seql.txt

Met Pro Ser Leu Ser Gly Val Leu Gln Val Arg Tyr Leu Ser Pro Pro
1 5 10 15

Asp Leu

<210> 47

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 47

Ser Pro Gln Tyr Pro Ser Pro Leu Thr Leu Thr Leu Pro Pro His Pro
1 5 10 15

Ser Leu

<210> 48

<211> 18

<212> PRT

<213> Artificial Sequence

220>
<223> Flexible linker

<400> 48

Asn Pro Ser Leu Asn Pro Pro Ser Tyr Leu His Arg Ala Pro Ser Arg
1 5 10 15

Ile Ser

<210> 49

<211> 17

<212> PRT

<213> Artificial Sequence

220>
<223> Flexible linker
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eolf-seql.txt
<400> 49

Leu Pro Trp Arg Thr Ser Leu Leu Pro Ser Leu Pro Leu Arg Arg Arg
1 5 10 15

Pro

<218> 50

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 50
Pro Pro Leu Phe Ala Lys Gly Pro Val Gly Leu Leu Ser Arg Ser Phe
1 5 10 15

Pro Pro

<216e> 51

<211> 18

<212> PRT

<213> Artificial Sequence

220>
<223> Flexible linker

<400> 51
Val Pro Pro Ala Pro Val Val Ser Leu Arg Ser Ala His Ala Arg Pro
1 5 10 15

Pro Tyr

<218> 52

<211> 17

<212> PRT

<213> Artificial Sequence
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eolf-seql.txt
220>
<223> Flexible linker

<400> 52

Leu Arg Pro Thr Pro Pro Arg Val Arg Ser Tyr Thr Cys Cys Pro Thr
1 5 10 15

Pro

<210> 53

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 53
Pro Asn Val Ala His Val Leu Pro Leu Leu Thr Val Pro Trp Asp Asn

1 5 10 15

Leu Arg

<210> 54

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Flexible linker

<400> 54
Cys Asn Pro Leu Leu Pro Leu Cys Ala Arg Ser Pro Ala Val Arg Thr

1 5 10 15

Phe Pro

<210> 55
<211> 11
<212> PRT
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eolf-seql.txt
<213> Artificial Sequence

<220>
<223> albumin binding peptide

<400> 55

Asp Leu Cys Leu Arg Asp Trp Gly Cys Leu Trp
1 5 10

<210> 56

<211> 11

<212> PRT

<213> Artificial Sequence

220>
<223> albumin binding peptide

<400> 56

Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp
1 5 10

<210> 57

<211> 15

<212> PRT

<213> Artificial Sequence

<220>
<223> albumin binding peptide

<400> 57

Met Glu Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp Gly Asp
1 5 10 15

<216> 58

<211> 20

<212> PRT

<213> Artificial Sequence

220>
<223> albumin binding peptide

<400> 58

Gln Arg Leu Met Glu Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp
1 5 10 15
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eolf-seql.txt

Glu Asp Asp Glu
20

<210> 59

<211> 20

<212> PRT

<213> Artificial Sequence

<220>
<223> albumin binding peptide

<400> 59

Gln Gly Leu Ile Gly Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp
1 5 10 15

Gly Arg Ser Vval
20

<210> 60

<211> 21

<212> PRT

<213> Artificial Sequence

<220>
<223> albumin binding peptide

<400> 690

Gln Gly Leu Ile Gly Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp
1 5 10 15

Gly Arg Ser val Lys
20

<210> 61

<211> 15

<212> PRT

<213> Artificial Sequence

<220>
<223> albumin binding peptide

<400> 61

Glu Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp Glu Asp Asp
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eolf-seql.txt
1 5 10 15

<216> 62

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> albumin binding peptide

<400> 62

Arg Leu Met Glu Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp Glu
1 5 10 15

Asp Asp

<2190> 63

<211> 16

<212> PRT

<213> Artificial Sequence

<220>
<223> albumin binding peptide

<400> 63

Met Glu Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp Glu Asp Asp
1 5 10 : 15

<210> 64

<211> 15

<212> PRT

<213> Artificial Sequence

<220>
<223> albumin binding peptide

<400> 64

Met Glu Asp Ile Cys Leu Pro Arg Trp Gly Cys Leu Trp Glu Asp
1 5 10 15

<210> 65
<211> 18
<212> PRT
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eolf-seql.txt
<213> Artificial Sequence

<220>
<223> albumin binding peptide

<400> 65

Arg Leu Met Glu Asp Ile Cys Leu Ala Arg Trp Gly Cys Leu Trp Glu
1 5 10 15

Asp Asp

<216> 66

<211> 20

<212> PRT

<213> Artificial Sequence

220>
<223> albumin binding peptide

<400> 66

Glu Val Arg Ser Phe Cys Thr Arg Trp Pro Ala Glu Lys Ser Cys Lys
1 5 10 15

Pro Leu Arg Gly
20

<210> 67
<211> 20
<212> PRT
<213> Artificial Sequence

<220>
<223> albumin binding peptide

<400> 67
Arg Ala Pro Glu Ser Phe Val Cys Tyr Trp Glu Thr Ile Cys Phe Glu

1 5 10 15

Arg Ser Glu Gln
20

<210> 68
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eolf-seqgl.txt
<211> 11
<212> PRT
<213> Artificial Sequence

<220>
<223> albumin binding peptide

<400> 68

Glu Met Cys Tyr Phe Pro Gly Ile Cys Trp Met
1 5 10

<210> 69

<211> 11

<212> PRT

<213> Artificial Sequence

220>
<223> rigid linkers

<400> 69

Gly Ala Pro Ala Pro Ala Ala Pro Ala Pro Ala
1 5 10

<219> 70

<211> 4

<212> PRT

<213> Artificial Sequence

<220>
<223> rigid linker

<400> 70

Pro Pro Pro Pro
1

210> 71
<211> 113
<212> PRT
<213> Artificial Sequence

<220>
<223> Rabbit Ab 4447 VL region

<400> 71

Ala Gln Val Leu Thr Gln Thr Pro Ser Pro Val Ser Ala Pro Val Gly
Page 25



Ile

Trp

Ala

Ser

Ala

85

Cys

Asn Cys

Leu Gln

Ser Thr
55

Gly Thr
70

Ala Thr

Asn Ala

Artificial Sequence

Gln

Gln

40

Leu

Gln

Tyr

Phe

Rabbit Ab 4447 VL region

1

Gly Thr val Thr
20

Asn Tyr Leu Ala

35
Leu Ile His Ser
50

Ser Gly Ser Gly

65

Gln Cys Glu Asp

Ser Ser His Asp
100

Lys

<21e> 72

<211> 339

<212> DNA

<213>

<220>

<223>

<400> 72

gcccaagtge tgacccagac
atcaattgcc aggccagtca
aaaccagggc agcctcccaa
tcatcgeggt tcageggcag tggatctggg
cagtgtgaag atgctgccac

tgtaatgctt tcggcggagg

tcegtecect
gagtgttgtt

gcaactgatc

ttactactgt

gaccgaggtg

eolf-seql.

Ala

25

Lys

Ala

Phe

Tyr

Gly
105

10

Ser Gln

Pro Gly

Ser Gly

Thr Leu
75

Cys Leu
90

Gly Gly

gtgtctgcac

agtggcaatt

cattctgcat

acacaattca

ctaggcgaat

gtggtcaaa

Page 26

txt

Ser

Gln

Val

60

Thr

Gly

Thr

ctgtgggagg cacagtcacc
acctagcctg gettcageag
ccactctgge atctggggtc
ctctcaccat cagceggegtg

ttagttgtag tagtcatgat

val

Pro

45

Ser

Ile

Glu

Glu

Val

30

Pro

Ser

Ser

Phe

Val
110

15

Ser

Lys

Arg

Gly

Ser

95

Val

Gly

Gln

Phe

Val

80

Cys

Val

60

120

180

240

300

339



<210>
<211>
<212>
<213>

<220>
<223>

<400>

73
123
PRT

Artificial Sequence

Rabbit Ab 4447 VH region

73

Gln Ser Leu Glu

1

Leu

Val

Ile

Gly

65

Thr

Pro

Trp

Thr

Ser

Ile

50

Arg

Ser

Tyr

Gly

<216>
<211>
<212>
<213>

<220>
<223>

<400>

Leu Thr
20

Trp Val
35

Tyr Ile

Phe Thr

Pro Ser

Glu Pro
100

Pro Gly
115

74
369
DNA

Glu

Cys

Arg

Glu

Ile

Thr

85

Tyr

Thr

Ser

Thr

Gln

Thr

Ser

70

Glu

Asp

Leu

Gly

val

Ala

Gly

55

Lys

Asp

Asp

Val

Artificial Sequence

Gly

Ser

Pro

40

Thr

Thr

Thr

Ser

Thr
120

Rabbit Ab 4447 VH region

74

eolf-seql.txt

Arg

Gly

25

Gly

Thr

Ser

Ala

Asn

165

Val

Leu

10

Phe

Glu

Trp

Thr

Thr

90

Ile

Ser

Page 27

val

Ser

Gly

Tyr

Thr

75

Tyr

Tyr

Ser

Thr

Leu

Leu

Ala

60

Val

Phe

Tyr

Pro

Sepr

Glu

45

Asn

Asp

Cys

Gly

Gly

Asn

30

Trp

Trp

Leu

Ala

Met
110

Thr

15

Tyr

Tle

Ala

Thr

Arg

95

Asp

Pro

Ala

Gly

Lys

Ile

80

Glu

Pro



cagtcgctgg
tgcaccgtct
ggggagggac

aactgggcga

accagtccgt
tatgatgata
gtctcgagt
<210> 75
<211> 13
<212> PRT

<213>

<220>
<223>

<400> 75

aggagtccgg
ctggattctc
tggaatggat
aaggccgatt
caaccgagga

gtaatattta

CDRL1

eolf-seql.txt

gggtcgectg gtcacgectg
cctcagtaac tatgcagtaa
cgggatcatt tatattgaaa
caccatctcc aaaacctcga
cacggccacc tatttctgtg

ctacggcatg gacccctggg

Artificial Sequence

ggacacccct

gctgggtccg

ctggtaccac
ccacggtgga
ccagagaacc

gcccaggceac

Gln Ala Ser Gln Ser Val Val Ser Gly Asn Tyr Leu Ala

1

<210> 76
<211> 7

<212> PRT
<213>

<220>
<223>

<400> 76

5

CDRL2

10

Artificial Sequence

Ser Ala Ser Thr Leu Ala Ser

1

<210> 77
<211> 13
<212> PRT
<213>

<220>
<223>

<400> 77

5

CDRL3

Artificial Sequence

Page 28

gacactcacc
ccaggctcca
atggtacgcg
tctgacaatc
ttatgaacct

cctegtcacc

60

120

180

240

300

360

369



eolf-seql.txt

Leu Gly Glu Phe Ser Cys Ser Ser His Asp Cys Asn Ala
1 5 10

<210> 78

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> CDRH1

<400> 78

Gly Phe Ser Leu Ser Asn Tyr Ala Val Ser
1 5 10

<216> 79

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<223> CDRH2

<400> 79
Ile Ile Tyr Ile Glu Thr Gly Thr Thr Trp Tyr Ala Asn Trp Ala Lys
1 5 10 15

Gly

<210> 80

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<223> CDRH3

<400> 80
Glu Pro Tyr Glu Pro Tyr Asp Asp Ser Asn Ile Tyr Tyr Gly Met Asp
1 5 10 15

Pro

Page 29



eolf-seql.txt

<210> 81

<211> 111

<212> PRT

<213> Artificial Sequence

<220>
<223> Rabbit Ab 4450 VL region

<400> 81

Ala Ile Asp Met Thr Gln Thr Pro Ser Pro Val Ser Ala Ala Val Gly
1 5 10 15

Gly Thr val Thr Ile Asn Cys Gln Ser Ser Gln Ser Ile Tyr Asn Asn
20 25 30

Asn Asp Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Pro Pro Lys Leu
35 40 45

Leu Ile Tyr Glu Ala Ser Lys Leu Ala Ser Gly Val Pro Ser Arg Phe
50 55 60

Lys Gly Ser Gly Ser Gly Thr Gln Phe Thr Leu Thr Ile Ser Gly Val
65 70 75 80

Gln Cys Asp Asp Ala Ala Thr Tyr Tyr Cys Gln Gly Gly Gly Ser Gly
85 90 95

Gly Asp Gly Ile Ala Phe Gly Gly Gly Thr Lys Val Vval val Glu
100 105 110

<210> 82

<211> 333

<212> DNA

<213> Artificial Sequence

<220>
<223> Rabbit Ab 4450 VL region

<400> 82
gccattgata tgacccagac tccatcccce gtgtctgecag ctgtggegagg cacagtcacc

Page 30



atcaatt
aaaccag
ccatcgc
cagtgtg
gcttteg
<210>
<211>
<212>

<213>

<220>
223>

<400>

gcc
gec
ggt
atg
gcg
83

117
PRT

agtccagtca

agcctcccaa

eolf-seqgl.txt

gctcctgatc tacgaagcat

tcaaaggcag tggatctggg acacagttca

atgctgccac

gagggaccaa

Artificial Sequence

Rabbit Ab 4450 VH region

83

Gln Ser Val Glu

1

Leu Thr

Met Val

Ile Ile

50

Arg Phe

65

Ser Leu

Gly His

Val Thr

Leu

Trp

35

Tyr

Thr

Thr

Ser

Val
115

Thr

20

Val

Val

Ile

Thr

Asp

100

Ser

Glu

Cys

Arg

Ser

Ser

Glu

85

Val

Ser

Ser

Thr

Gln

Gly

Arg

70

Asp

Asp

Gly

Val

Ala

Asn

55

Thr

Thr

Val

Gly

Ser

Pro

490

Ala

Ser

Ala

Leu

ggtggtcgtc gaa

Arg

Gly

25

Tyr

Thr

Thr

Asp
105

Leu

10

Phe

Lys

Tyr

Thr

Tyr

90

Ile

Page 31

ttactactgt cagggcggtg

Val

Ser

Gly

Ala

Val

75

Phe

gagtatttat aataataatg acttagcctg gtatcagcag

Ccaaactggc atctggggtc

ctctcaccat cagtggcgtg

gtagtggtgg tgatggcatt

Thr Pro Gly Ala Pro
15

Leu Asn Asn Tyr Val
30

Leu Glu Trp Ile Gly
45

Ser Trp Ala Lys Gly
60

Asp Leu Lys Val Thr
80

Cys Ala Arg Asp Ala
95

Gly Pro Gly Thr Leu
110

120

180

240

3600

333



<210>
<211>
<212>
<213>

<220>
<223>

<400>

84
351
DNA
Artificial Sequence

Rabbit Ab 4450 VH region

84

cagtcggtgg aggagtccgg gggtegecty

tgcacagtct ctggattctc cctcaataac

gggaagggge tggaatggat cggaatcatt

tgggcaaaag gccgattcac catctccaga

agtctgacaa ccgaggacac ggccacctat

gtcgatgttt tggatatttg gggcccgggc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

85
13
PRT
Artificial Sequence

CDRL1

85

eolf-segl.txt

gtcacgcctg
tatgtaatgg
tatgttagtg
acctcgacca
ttctgtgcca

accctcgtca

gggcacccct gacactcacc
tctgggtccg ccaggctcca
gtaatgcata ctacgcgagc
cggtggatct gaaagtgacc
gagatgctgg tcatagtgat

ccgtctcgag t

Gln Ser Ser Gln Ser Ile Tyr Asn Asn Asn Asp Leu Ala

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

86

7

PRT

Artificial Sequence

CDRL2

86

Glu Ala Ser Lys Leu Ala Ser

1

<210>

5

87

106

Page 32

60

120

180

240

300

351



eolf-seql.txt
<211> 11
<212> PRT
<213> Artificial Sequence

<220>
<223> CDRL3

<400> 87

Gln Gly Gly Gly Ser Gly Gly Asp Gly Ile Ala
1 5 10

<210> 88

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> (CDRH1

<400> 88

Gly Phe Ser Leu Asn Asn Tyr Val Met Val
1 5 10

<210> 89
<211> 16
<212> PRT
<213> Artificial Sequence

<220>
<223> (CDRH2

<400> 89

Ile Ile Tyr Val Ser Gly Asn Ala Tyr Tyr Ala Ser Trp Ala Lys Gly
1 5 10 15

<210> 90
<211> 12
<212> PRT
<213> Artificial Sequence

<220>
<223> CDRH3

<400> 90

Asp Ala Gly His Ser Asp Val Asp Val Leu Asp Ile
Page 33



eolf-seql.txt
1 5 10

<210> 91

<211> 111

<212> PRT

<213> Artificial Sequence

<220>
<223> Rabbit Ab 4120 VL region

<400> 91

Ala Phe Glu Leu Ser Gln Thr Pro Ala Ser Val Glu Ala Ala Val Gly
1 5 10 15

Gly Thr Val Thr Ile Lys Cys Gln Ala Ser Gln Ser Ile Ser Thr Ala
20 25 30

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Arg Pro Lys Leu Leu Ile
35 40 45

Tyr Gly Ala Ser Thr Leu Ala Ser Gly val Ser Ser Arg Phe Lys Gly
50 55 60

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Asp Leu Glu Cys
65 70 75 80

Ala Asp Ala Ala Thr Tyr Tyr Cys Gln Ser Tyr Tyr Gly Thr Ser Ser
85 90 95

Gly Gly Ser Trp Ala Phe Gly Gly Gly Thr Lys Val Val Vval Lys
100 105 110

<210> 92

<211> 333

<212> DNA

<213> Artificial Sequence

<220>
<223> Rabbit Ab 4120 VL region

<400> 92
gcattcgaat tgagccagac tccagcctcc gtggaggcag ctgtgggagg cacagtcacc

Page 34



eolf-seql.txt
atcaagtgcc aggccagtca gagcattage actgcattag cctggtatca gcagaaacca

gggcagcgtc ccaagctect gatctatggt geatccactc tggeatctgg ggtcteatceg
cggttcaaag gcagtggatc tgggacagag ttcactctca ccatcagcga cctggagtgt
gcecgatgetg ccacttacta ctgtcaaage tattatggta cgagtagtgg tggttcttgg
gctttcggeg gagggaccaa ggtggtcgte aaa

<210> 93

<211> 124

<212> PRT

<213> Artificial Sequence

<220>
<223> Rabbit Ab 4120 VH region

<400> 93
Gln Ser Leu Glu Glu Ser Gly Gly Asp Leu Val Lys Pro Gly Ala Ser

1 5 10 15

Leu Thr Leu Thr Cys Thr Ala Ser Gly Phe Ser Phe Ser Ser Ser Tyr
20 25 30

Tyr Met Cys Trp Val Arg Gln Ser Pro Gly Lys Gly Leu Glu Trp Ile
35 40 45

Ala Cys Ile Tyr Thr Gly Ser Ser Gly Asp Thr Tyr Tyr Ala Ser Trp
50 55 60

Ala Lys Gly Arg Phe Thr Ile Ser Lys Thr Ser Ser Thr Thr Val Ser
65 70 75 80

Leu Gln Met Thr Ser Leu Thr Ala Ala Asp Thr Ala Thr Tyr Phe Cys
85 99 95

Ala Arg Gly Pro Tyr Val Gly Tyr Gly Tyr Asp Leu Gln Tyr Leu Tyr
100 105 110

Leu Trp Gly Pro Gly Thr Leu Val Thr val Ser Ser
115 120

Page 35

120

180

240

300

333



<216> 94
<211> 372
<212> DNA
<213>

<220>
<223>

<400> 94
cagtcattgg

tgcacagcct
ccagggaagg
tacgcgagct
ctgcaaatga
tatgttggtt
accgtctcga
<216> 95

<211> 11

<212> PRT

<213>

<220>
<223>

<400> 95

Rabbit Ab 4120

aggagtccgg
ctggattctc
ggctggagty
gggcgaaagy
ccagtctgac

atggttatga

gt

CDRL1

Artificial Sequence

VH region

gggagacctg
cttcagtagt
gatcgcatgc
ccgattcacc
agccgcggac

tcttcaatac

Artificial Sequence

eolf-seql.txt

gtcaagcctg gggcatccct gacactcacc
agctactaca tgtgctgggt ccgccagtct
atttatactg gtagtagtgg tgacacttac
atctccaaaa cctegtcgac cacggtgtct
acggccactt atttctgtgc gagagggcect

ttgtacttgt ggggeccggg gaccctegtce

Gln Ala Ser Gln Ser Ile Ser Thr Ala Leu Ala

1

<21e> 96
<211> 7
<212> PRT
<213>

<220>
<223>

<400> 96

5

CDRL2

Artificial Sequence

Gly Ala Ser Thr Leu Ala Ser

1

5

10

Page 36

60

120

180

240

300

360

372



eolf-seql.txt

<210> 97

<211> 13

<212> PRT

<213> Artificial Sequence

<220>
<223> CDRL3

<400> 97

Gln Ser Tyr Tyr Gly Thr Ser Ser Gly Gly Ser Trp Ala
1 5 10

<210> 98

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> CDRH1

<400> 98
Gly Phe Ser Phe Ser Ser Ser Tyr Tyr Met Cys
1 5 10

<210> 99

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> CDRH2

<400> 99
Cys Ile Tyr Thr Gly Ser Ser Gly Asp Thr Tyr Tyr Ala Ser Trp Ala
1 5 10 15

Lys Gly

<210> 100

<211> 15

<212> PRT

<213> Artificial Sequence
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<220>
<223>

<400>

CDRH3

100

eolf-seql.txt

Gly Pro Tyr Val Gly Tyr Gly Tyr Asp Leu Gln Tyr Leu Tyr Leu

1

<210>
<211>
<212>
<213>

<220>
223>

<400>

101
112
PRT

5

Artificial Sequence

Rabbit Ab 4126 VL region

1e1

Asp Ile Val Met

1

Gly

Leu

Tyr

Ser

65

Ala

Arg

Thr

Ala

Tyr

50

Gly

Asp

Ser

<210>
<211>
<212>
<213>

Val

Trp

35

Ala

Ser

Ala

Tyr

102
336
DNA

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

Ile

Gln

Thr

Thr

Thr

85

Asn

Gln

Gln

Leu

Gln

70

Ala

Thr

Cys

Lys

Ala

55

Phe

Tyr

Phe

Artificial Sequence

Pro

Gln

Pro

40

Ser

Thr

Cys

Gly

Ala

Ala

25

Gly

Leu

Gln

Gly
105

16

Ser Val
10

Ser Gln

Gln Pro

Val Pro

Thr Ile

75

Ser His
99

Gly Thr

Page 38

Glu

Asn

Pro

Ser

60

Ser

Asp

Glu

Ala

Ile

Lys

45

Arg

Asp

Tyr

Val

Ala

Gly

30

Leu

Phe

Leu

Ser

Val
110

15

Val

15

Ser

Leu

Lys

Glu

Ser

95

Val

Gly

Gly

Ile

Gly

Cys

80

Val

Lys



<220>

<223> Rabb

<400> 102
gacattgtga

atcaagtgcc
gggcagcctc
aggttcaaag
gccgacgetg
aatgctttcg
<210>
<211>

<212>
<213>

103
126
PRT

<220>
<223>
<400> 103

Gln Gln His
1

Thr Leu Thr

Met
35

Tyr Tyr

Val Ala

50

Cys

Trp Ala

65

Lys

Thr Leu Gln

Cys Ala Arg

it Ab 4126

tgacccagac
aggccagtca
ccaagctcct
gcagtggatc
ccacttacta

gcggageeac

Leu Glu Gl

Leu Thr

20

Cy

Cys Trp Va

Ile Asp Pr

Ph
70

Gly Arg

Thr
85

Met Se

Ala Tyr G1

VL region

tccagcctcc
gaacattggt
gatctattat

tgggacacag

ctgtcaaagt

cgaggtggtsy

Artificial Sequence

Rabbit Ab 4126 VH region

u Ser Gly

Ala

s Lys

Gln
40

1 Arg

o Ala Ser

55

e Thr Ile

Thr

r Leu

y Ser Gly

Gly

Ser

25

Ala

Ser

Ser

Ala

Gly

eolf-seql.txt

gtggaggcag
agtggtttag
gcatccactc
ttcactctca
catgattata

gtcaaa

Gly Leu

16

Gly Ile

Pro Gly
Thr

Gly

Thr
75

Lys

Ala
99

Asp

Ser Gly
Page 39

ctgtgggagg cacagtcacc
cctggtatca gcagaaacca
tggcatctgg ggtcccatca
ccatcagcga cctggagtgt

gtagtgttcg gagttacggt

Val Pro Gly

15

Lys Gly

Phe Ser Ser

30

Asp Tyr

Gly Leu Glu

45

Lys Trp

Thr
60

Tyr Tyr Ala Thr

Val
80

Ser Ser Thr Thr

Thr Ala Thr Tyr Phe

95

Tyr Ile Gly Cys Tyr

60

120

180

240

300

336



eolf-seql.txt
100 105 110

Phe Asp Leu Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
115 120 125

<210> 104
<211> 378
<212> DNA
<213> Artificial Sequence

<220>
<223> Rabbit Ab 4126 VH region

<400> 104

cagcagcacc tggaggagtc cgggggagge ctggtcaagc ctggaggaac cctgacactc 60
acctgcaaag cctctggaat cgacttcagt agctactact acatgtgctg ggtccgeccag 120
gctccaggga aggggctgga gtgggtcgeg tgecattgatc ctgctagtag tggtactact 180
tactacgcga cctgggecgaa aggccgattc accatctcca aaacctcgtc gaccacggtg 240
actctgcaaa tgaccagtct gacagccgcg gacacggcca cctatttctg tgcgagggca 300
tatggtagtg ggggtagtgg ttatataggg tgctactttg acttgtgggeg ccaaggcacc 360
ctcgtcaccg tctcgagt 378
<210> 105

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> (CDRL1

<400> 105

Gln Ala Ser Gln Asn Ile Gly Ser Gly Leu Ala
1 5 10

<210> 106

211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> (CDRL2
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eolf-seql.txt
<400> 106

Tyr Ala Ser Thr Leu Ala Ser
1 5

<210> 107
<211> 14
<212> PRT
<213> Artificial Sequence

<220>
<223> C(DRL3

<400> 107
Gln Ser His Asp Tyr Ser Ser Val Arg Ser Tyr Gly Asn Ala
1 5 10

<210> 108
<211> 11
<212> PRT
<213> Artificial Sequence

<220>
<223> CDRH1

<400> 108
Gly Ile Asp Phe Ser Ser Tyr Tyr Tyr Met Cys
1 5 10

<210> 109

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> C(DRH2

<400> 109

Cys Ile Asp Pro Ala Ser Ser Gly Thr Thr Tyr Tyr Ala Thr Trp Ala
1 5 10 15

Lys Gly

Page 41



<216>
<211>
<212>
<213>

<220>
<223>

<400>

110
16
PRT

Artificial Sequence

CDRH3

110

eolf-seql.txt

Ala Tyr Gly Ser Gly Gly Ser Gly Tyr Ile Gly Cys Tyr Phe Asp Leu

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

111
112
PRT

5

Artificial Sequence

Rabbit Ab 4127 VL region

111

Ala Ile Val Met

1

Gly Thr

Asn Glu

Leu Ile
50

Ser Gly
65

Gln Cys

Ser Asp

Val

Leu

35

Tyr

Ser

Asp

Asp

Thr

20

Ser

Leu

Gly

Asp

Gly
100

Thr

Ile

Trp

Ala

Ser

Ala

85

Thr

Gln

Asn

Tyr

Ser

Gly

70

Ala

Thr

Thr

Cys

Gln

Arg

55

Thr

Thr

Phe

Pro

Gln

Gln

40

Leu

Gln

Tyr

Gly

Ser

Ala

25

Lys

Ala

Phe

Tyr

Gly
105

10

Ser Lys
10

Ser Gln

Pro Gly

Ser Gly

Thr Leu
75

Cys Ala
90

Gly Thr

Page 42

Ser

Ser

Gln

Val

60

Thr

Gly

Lys

Val

Val

Pro

45

Pro

Ile

Tyr

Val

Pro

Tyr

30

Pro

Ser

Ser

Lys

Val
110

15

Met

15

Gly

Lys

Arg

Gly

Ser

95

Val

Gly

Asn

Leu

Phe

Val

80

Asp

Glu



210>
<211>
<212>
<213>

112
336
DNA

<220>
<223>

<400> 112
gccatcgtga

atcaactgcc
aaaccagggc
ccatcgecggt
cagtgtgacg
actactttcg
<210>
<211>

<212>
<213>

113
122
PRT

<220>

<223>

<400> 113

Gln Gln Leu

1

Leu Thr

Tyr Met
35

Gly Cys
50

Ala Lys
65

Leu

Cys

Ile

Gly

Rabbit Ab 4127

tgacccagac
aggccagtca
agcctcccaa
ttagcggcag
atgctgccac

geggagggac

Glu Glu
5

Se

Thr Cys Th

20

Trp Val Ar

Se

Asp Ile

Th
70

Arg Phe

Artificial Sequence

VL region

tccatcttcc
gagtgtttat
gctcctgatc

tggatctggg

ttactactgt

caaggtggtg

Artificial Sequence

Rabbit Ab 4127 VH region

r Gly Gly

r Ala

Ser

Ala
40

g Gln

r Ser Ser

55

r Ile Ser

eolf-seql.txt

aagtctgtcc
ggtaataacg
tatttggcat
acacagttca
gcaggctata

gtcgaa

Leu Val

10

Asp

Gly Phe Ser

25

Pro Gly Lys

Gly Ser Thr

Thr Ser

75

Lys

Page 43

ctatgggagg cacagtcacc
aattatcctg gtatcagcag
ccaggctgge atcgggggtce
ctctcaccat cagcggegtg

aaagtgatag tgatgatggc

Ala
15

Lys Pro Gly Ser

Phe Asn Leu

30

Ser Tyr

Leu Glu Leu Ile

45

Gly

Tyr Ala Ser

60

Tyr Trp

Thr Thr

80

Ser Thr val

60

120

180

240

300

336



eolf-seql.txt

Leu Gln Met Thr Ser Leu Thr Ala Ala Asp Thr Ala Thr Tyr Phe Cys
85 90 95

Ala Arg Asp Tyr Tyr Ser Ser Asp Trp Gly Val Arg Phe Asn Leu Trp
100 105 110

Gly Gln Gly Thr Leu Val Thr Val Ser Ser
115 120

<210> 114
<211> 366
<212> DNA
<213> Artificial Sequence

<220>
<223> Rabbit Ab 4127 VH region

<400> 114

cagcagctgg aggagtccgg gggagacctg gtcaagcctg gggcatccct gacactcacce 60
tgcacagcct ctggattctc cttcagtaat ctctattaca tgtgttgggt ccgccagget 120
Cccagggaagg ggctggagtt gatcggatgc attgatatta gcagtagtgg tagcacttac 180
tacgcgagct gggcgaaagg ccgattcacc atctccaaaa cctcgtcgac cacggtgact 240
ctgcagatga ccagtctgac agccgcggac acggccacct atttctgtgec gagagattac 300
tattctagtg actggggtgt tagatttaac ttgtggggcc agggcaccct cgtcaccgtc 360
tcgagt 366
<210> 115

<211> 13

<212> PRT

<213> Artificial Sequence

<220>
<223> CDRL1

<400> 115
Gln Ala Ser Gln Ser Val Tyr Gly Asn Asn Glu Leu Ser

1 5 10

<210> 116
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eolf-seql.txt
<211> 7
<212> PRT
<213> Artificial Sequence

<220>
<223> CDRL2

<400> 116

Leu Ala Ser Arg Leu Ala Ser
1 5

<210> 117
<211> 12
<212> PRT
<213> Artificial Sequence

<220>
<223> C(DRL3

<400> 117

Ala Gly Tyr Lys Ser Asp Ser Asp Asp Gly Thr Thr
1 5 10

<210> 118
<211> 11
<212> PRT
<213> Artificial Sequence

<220>
<223> C(DRH1

<400> 118

Gly Phe Ser Phe Ser Asn Leu Tyr Tyr Met Cys
1 5 10

<210> 119

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> CDRH2

<400> 119

Cys Ile Asp Ile Ser Ser Ser Gly Ser Thr Tyr Tyr Ala Ser Trp Ala
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Lys Gly

<216> 120
<211> 13
<212> PRT

<213> Artificial Sequence

<220>
<223> CDRH3

<400> 120

eolf-seql.txt

10

Asp Tyr Tyr Ser Ser Asp Trp Gly Val Arg Phe Asn Leu

1

<216> 121
<211> 111
<212> PRT

5

<213> Artificial Sequence

<220>

<223> Rabbit Ab 4128 VL region

<400> 121

Asp Ile Val Met
1

Gly Thr Vval Thr
20

Leu Ser Trp Phe
35

Tyr Ala Ser Ser
50

Asp Arg Ser Gly
65

Ala Asp Ala Ala

Thr Gln
5

Ile Lys

Gln Gln

Lys Leu

Thr Glu

70

Thr Tyr

Thr

Cys

Lys

Sepr

55

Tyr

Tyr

Pro

Gln

Pro

40

Ser

Thr

Cys

Ala

Ala

25

Gly

Gly

Leu

Gln

10

Ser Val Glu
10

Ser Glu Ser

Gln Pro Pro

Val Pro Ser
60

Thr Ile Ser
75

Ile Tyr Tyr
Page 46

Ala

Ile

Lys

45

Arg

Asp

Ser

Ala

Ser

30

Leu

Phe

Leu

Ala

15

Val

15

Asn

Leu

Glu

Ser

Gly

Tyr

Ile

Gly

Cys

80

Gly



85

eolf-seql.txt

90

95

Ser Arg Asp Trp Thr Phe Gly Gly Gly Thr Lys Val Val Val Glu

<210>
<211>
212>
<213>

122
333
DNA

<2206>
<223>

<400> 122
gacattgtga

atcaagtgcc
gggcagcctc
cggttcaaag
gccgatgetg
actttcggeg
<210>
<211>

<212>
<213>

123
126
PRT

<220>

<223>

<400> 123

100

tgacccagac
aggccagtga
ccaagctcct
gcgatagatc
ccacttacta

gagggaccaa

Artificial Sequence

Rabbit Ab 4128 VL region

tccagcctcc
aagcattagc
gatctatgct
tgggacagag

ctgtcaaatc

getggtcgtc

Artificial Sequence

Rabbit Ab 4128 VH region

Gln Ser Leu Glu Glu Ser Gly Gly

1

5

Leu Thr Leu Thr Cys Lys Gly Ser

20

Ile Cys Trp Val Arg Gln Ala Pro

35

40

Cys Ile VvVal Thr Gly Ser Ser Asp

105

gtggaggcag
aactacttat
tcatccaaac
tacactctca
tattattcgg

gaa

Asp Leu Val Gln Pro

10

Gly Leu Asp Phe Ser
25

Gly Lys Gly Leu Glu

Asn Thr Tyr Tyr Ala

Page 47

110

ctgtgggagg cacagtcacc
cctggtttca gcagaaacca
tgtcatctgg ggtcccatcg
ccatcagcga cctggagtgt

ctagtggcag tcgtgattgg

Glu Gly Ser
15

Ser Tyr Trp
30

Trp Ile Ala
45

Ser Trp Ala

60

120

180

240

300

333



50

55

eolf-seql.txt

60

Lys Gly Arg Phe Thr Ile Ser Lys Thr Ser Ser Thr Thr Val Thr Leu

65

Gln Met Thr Ser Leu

Arg Gly Gly Gly Ala

Gly Thr Leu Val Thr
115

<210>
<211>
<212>
<213>

124
360
DNA

<220>
<223>

<400> 124
cagtcgttgg

tgcaaaggct
gBgaaggegc
gcgagetggg
caaatgacca
gctggttata
<210> 125
<211> 11
<212> PRT

<213>

<220>
<223>

<400> 125

70

85

100

Rabbit Ab 4128

aggagtccgg
ccgggttaga
tggagtggat
cgaaaggccg
gtctgacagc

gtggtgcctt

CDRL1

Thr Ala

Gly Tyr

Val Ser

Ser
120

Artificial Sequence

VH region

gggagacctg

cttcagtagc
cgcatgcatt
attcaccatc
cgcggacacg

tgacttgtgg

Artificial Sequence

75

90

105

gtccagcctg
tactggatat
gttactggta
tccaaaacct

gccacctatt

ggccaaggga

Gln Ala Ser Glu Ser Ile Ser Asn Tyr Leu Ser

Page 48

agggatccct
gctgggtecg
gtagtgataa
cgtcgaccac
tctgtgcgag

ccctegtcac

80

Ala Asp Thr Ala Thr Tyr Phe Cys Ala

95

Ser Gly Ala Phe Asp Leu Trp Gly Gln
110

gacactcacc
ccaggctcca
cacttactac
ggtgactctg
aggtggtggt

cgtctcgagt

60

120

180

240

300

360



eolf-seql.txt
1 5 10

<210> 126

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> CDRL2

<400> 126

Ala Ser Ser Lys Leu Ser Ser
1 5

<210> 127

<211> 13

<212> PRT

<213> Artificial Sequence

<220>
<223> CDRL3

<400> 127

Gln Ile Tyr Tyr Ser Ala Ser Gly Ser Arg Asp Trp Thr
1 5 10

<210> 128
<211> 10
<212> PRT
<213> Artificial Sequence

<220>
<223> C(CDRH1

<400> 128

Gly Leu Asp Phe Ser Ser Tyr Trp Ile Cys
1 5 10

<210> 129

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> CDRH2
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<400> 129

eolf-seql.txt

Cys Ile Val Thr Gly Ser Ser Asp Asn Thr Tyr Tyr Ala Ser Trp Ala

1

Lys Gly

<216> 130
<211> 12
<212> PRT

5

<213> Artificial Sequence

<220>
<223> CDRH3

<400> 130

10

Gly Gly Gly Ala Gly Tyr Ser Gly Ala Phe Asp Leu

1

<216> 131
<211> 111
<212> PRT

5

<213> Artificial Sequence

<220>

<223> Rabbit Ab 4130 VL region

<400> 131

Ala Ala Val Leu
1

Gly Thr Val Ser
20

Lys Asp Leu Ala
35

Leu Ile Tyr Gly
50

Ser Gly Ser Gly

Thr Gln

5

Ile Ser

Trp Tyr

Thr Ser

Ser Gly

Thr

Cys

Gln

Thr

55

Thr

Pro

Gln

Gln

40

Leu

Glu

Ser

Ser

25

Lys

Ala

Phe

10

Pro Vval Ser
10

Ser Gln Ser

Pro Gly Gln

Ser Gly Val
60

Thr Leu Thr
Page 50

15

Ala Ala val Gly
15

Val Tyr Asn Thr
30

Pro Pro Lys Leu
45

Ser Ser Arg Phe

Ile Ser Asp Leu



65

70

eolf-seql.txt

75

80

Glu Cys Asp Asp Ala Ala Thr Tyr Tyr Cys Gln Gly Gly Phe Ser Ser

85

90

95

Ser Asp Leu Asn Val Phe Gly Gly Gly Thr Lys Val Val Val Lys

<210> 132
<211> 333
<212> DNA

160

<213> Artificial Sequence

<220>

<223> Rabbit Ab 4130

<400> 132
gccgeegtgc

atcagttgcc
aaaccagggc
tcatcacggt
gagtgtgacg
gttttcggeg
<216> 133

<211> 123
<212> PRT

tgacccagac
agtccagtca
agcctcccaa
tcagcggcag
atgctgccac

gagggaccaa

VL region

tccatctccc
gagtgtttat
gctectgatc

tggatctggg

ttattactgt

ggtggtggtc

<213> Artificial Sequence

<220>

<223> Rabbit Ab 4130 VH region

<400> 133

165

gtgtctgcag
aatacaaagg
tatggtacat
acagagttca
caaggcecggtt

daa

110

ctgtgggagg cacagtcagc
acttagcctg gtatcagcag
ccactctggec atctggggtc
ctctcaccat cagcgacctg

ttagtagtag tgatttgaat

Gln Gln Gln Leu Glu Glu Ser Gly Gly Asp Leu Val Arg Pro Glu Gly

1

5

10

15

Ser Leu Thr Leu Thr Cys Thr Ala Ser Gly Phe Asp Phe Ser Gly Gly
20 25 30

Tyr Asp Ile Ser Trp Val Arg Gln Ala Pro Gly Lys Gly teu Glu Trp
Page 51

60

120

180

240

300

333



eolf-seql.txt

35 40 45
Ile Gly Cys Ile Tyr Gly Gly Ile Asn Ser Val Thr Asp Tyr Ala Ser
50 55 60
Trp Ala Lys Gly Arg Val Thr Ile Ser Lys Thr Ser Ser Thr Thr val
65 70 75 80
Thr Leu Gln Met Thr Ser Leu Thr Ala Ala Asp Thr Ala Thr Tyr Phe
85 920 95
Cys Ala Arg Asp Val Ser Asn Ser Asp His Tyr Thr Arg Leu Asp Leu
100 105 110
Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
115 120
<210> 134
<211> 369
<212> DNA
<213> Artificial Sequence
<220>
<223> Rabbit Ab 4130 VH region
<400> 134
cagcagcagc tggaggagtc cgggggagac ctggtcagge ctgagggatc cctgacactc 60
acctgcacag cctctggatt cgacttcagt ggcggctacg acatttcctg ggtccgecag 120
gctccaggga aggggetgga gtggatcgga tgcatttatg gtggtatcaa tagtgtcact 180
gactacgcga gctgggegaa aggccgagtc accatctcca aaacctcgtc gaccacggtg 240
actctgcaga tgaccagtct gacagccgeg gacacggcca cctatttetg tgcgagagat 300
gttagtaata gcgatcatta tactcggttg gatctctggg gccaaggcac cctggtcacc 360
gtctcgagt 369
<210> 135
<211> 13
<212> PRT
<213> Artificial Sequence
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eolf-seql.txt
<220>
<223> (CDRL1

<400> 135

Gln Ser Ser Gln Ser Val Tyr Asn Thr Lys Asp Leu Ala
1 5 10

<210> 136

211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> CDRL2

<400> 136

Gly Thr Ser Thr Leu Ala Ser
1 5

<210> 137

211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> CDRL3

<400> 137
Gln Gly Gly Phe Ser Ser Ser Asp Leu Asn Val
1 5 10

<210> 138
<211> 11
<212> PRT
<213> Artificial Sequence

<220>
<223> CDRH1

<400> 138
Gly Phe Asp Phe Ser Gly Gly Tyr Asp Ile Ser
1 5 10

<2106> 139
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eolf-seql.txt
<211> 18
<212> PRT
<213> Artificial Sequence

<220>
<223> CDRH2

<400> 139
Cys Ile Tyr Gly Gly Ile Asn Ser Val Thr Asp Tyr Ala Ser Trp Ala

1 5 10 15

Lys Gly

<210> 140

<211> 13

<212> PRT

<213> Artificial Sequence

<220>
<223> CDRH3

<400> 140
Asp Val Ser Asn Ser Asp His Tyr Thr Arg Leu Asp Leu

1 5 10

<210> 141
<211> 110
<212> PRT
<213> Artificial Sequence

<220>
<223> Rabbit Ab 4132 VL region

<400> 141
Asp Ile Val Met Thr Gln Thr Pro Ala Ser Val Glu Ala Ala Val Gly

1 5 10 15

Gly Thr Val Thr Ile Lys Cys Gln Ala Ser Glu Thr Ile Ser Ser Arg
20 25 30

Leu Ala Trp Tyr Gln Gln Lys Leu Gly Gln Pro Pro Lys Leu Leu Ile
35 40 45
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Tyr Ser Ala Ser Thr Le

50

Ser Gly Ser Gly Thr Gl

65

70

Ala Asp Ala Ala Thr Ty

85

Ser Asp Tyr Gly Phe Gl

<210>
<211>
<212>
<213>

142
330
DNA

<220>
<223>

<400> 142
gacattgtga

atcaagtgcc
gggcagcctc
cggttcaaag
gccgatgetg
ttcggcggag
<210>
<211>

<212>
<213>

143
121
PRT

<220>

<223>

<400> 143

100

Rabbit Ab 4132

tgacccagac
aggccagtga
ccaaactcct
gcagtggatc
ccacttatta

ggaccaaggt

eolf-seql.txt
u Ala Ser Gly Val Pro Ser Arg Phe Lys Gly
55 60

u Tyr Thr teu Thr Ile Ser Gly Val Gln Cys
75 80

r Tyr Cys Gln Gly Tyr Tyr Tyr Ser Ser Gly
99 95

y Gly Gly Thr Lys Val Vval Val Lys
105 110

Artificial Sequence

VL region

tccagectce gtggaggecag ctgtgggagg cacagtcacc
gaccattagt agtagattag cctggtatca gcagaagcta
gatctattct gcatccactc tggcgtctgg ggtcccateg
tgggacagag tacactctca ccatcagecgg cgtgcagtgt
ctgtcaagge tattattata gtagtggtag tgattatggt

ggtcgtcaaa

Artificial Sequence

Rabbit Ab 4132 VH region

Gln Ser Leu Glu Glu Ser Gly Gly Asp Leu Val Lys Pro Gly Ala Ser

1

5

10 15

Page 55

60

1206

180

240

300

330



Leu Thr Leu

Trp Ile Cys

35

Gly Cys Ile

50

Lys
65

Gly Arg

Gln Met Thr

Arg Glu Trp

Gln Gly Thr

115

<210>
<211>
<212>
<213>

144
363
DNA

<220>

<223> Rabb

<400> 144
cagtcgttgg

tgcacagcect
ccagggaagsg
gcgagetggg
caaatgacca
agtggttatt

agt

Thr
20

Cys
Val

Trp

Asn Ser

Phe

Thr

Leu
85

Ser

Val
100

Ser

Leu Val

it Ab 4132

aggagtccgg
ctggattctc
ggctggagtg
cgaaaggccg
gtctgacagc

ataaagatgc

Thr

Arg

Gly

Ile

70

Thr

Gly

Thr

Ala Ser

Gln Ala

40

Thr
55

Gly

Ser Asn

Ala Ala

Tyr Tyr

Val Ser

120

Artificial Sequence

VH region

gggagacctg
cttcagtagc
gagcggatgc
attcaccatc
cgcggacacg

ttttgatcte

eolf-seql.txt

Gly

25

Pro

Gly

Ser

Asp

Lys

105

Ser

Phe Ser Phe

Gly Lys Gly

Thr Ala Tyr
60

Ser Ser Thr
75

Thr Ala Thr
90

Asp Ala Phe

Ser

Leu

45

Ala

Thr

Asp

Ser

30

Glu

Ser

Val

Phe

Leu
110

gtcaagcctg gggcatcect

agctactgga tatgctgggt

attaatagtg gtactggtgg

tccaattcct cgtcgaccac

gccacctatt tctgtgcgag

tggggccagg gcaccctggt

Page 56

Ser Tyr

Trp Ser

Trp Ala

Thr Leu

80

Cys Ala

95

Trp Gly

gacactcacc
ccgeccagget
cactgcctac
ggtgactctt
agaatgggtt

caccgtctcg

60

120

180

240

300

360

363



<210>
<211>
<212>
<213>

<220>
<223>

<400>

eolf-seql.txt
145
11
PRT
Artificial Sequence

CDRL1

145

Gln Ala Ser Glu Thr Ile Ser Ser Arg Leu Ala

1

<210>
211>
<212>
<213>

<220>
<223>

<400>

5 10

146

7

PRT

Artificial Sequence

CDRL2

146

Ser Ala Ser Thr Leu Ala Ser

1

<216>
<211>
<212>
<213>

<220>
<223>

<400>

5

147
12
PRT
Artificial Sequence

CDRL3

147

Gln Gly Tyr Tyr Tyr Ser Ser Gly Ser Asp Tyr Gly

1

<216>
<211>
<212>
<213>

<220>
<223>

<400>

5 10

148
11
PRT
Artificial Sequence

CDRH1

148
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eolf-seql.txt

Gly Phe Ser Phe Ser Ser Ser Tyr Trp Ile Cys
1 5 10

<210> 149

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<223> CDRH2

<400> 149

Cys Ile Asn Ser Gly Thr Gly Gly Thr Ala Tyr Ala Ser Trp Ala Lys
1 5 10 15

Gly

<210> 150

<211> 13

<212> PRT

<213> Artificial Sequence

<220>
<223> CDRH3

<400> 150
Glu Trp Vval Ser Gly Tyr Tyr Lys Asp Ala Phe Asp Leu

1 5 10

<210> 151
<211> 1@
<212> PRT
<213> Artificial Sequence

<220>
<223> CDRH1 dAbH1

<400> 151
Gly Ile Asp Leu Ser Asn Tyr Ala Ile Asn

1 5 10

<210> 152
Page 58



eolf-seql.txt
<211> 16
<212> PRT
<213> Artificial Sequence

<220>
<223> (CDRH2 dAbH1

<400> 152

Ile Ile Trp Ala Ser Gly Thr Thr Phe Tyr Ala Thr Trp Ala Lys Gly
1 5 10 15

<210> 153

<211> 13

<212> PRT

<213> Artificial Sequence

<220>
<223> CDRH3 dAbH1

<400> 153

Thr val Pro Gly Tyr Ser Thr Ala Pro Tyr Phe Asp Leu
1 5 10

<210> 154

<211> 12

<212> PRT

<213> Artificial Sequence

220>
<223> CDRL1 dAbL1

<400> 154
Gln Ser Ser Pro Ser Val Trp Ser Asn Phe Leu Ser

1 5 10

<210> 155

211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> CDRL2 dAbL1l

<400> 155

Glu Ala Ser Lys Leu Thr Ser
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eolf-seql.txt

<2106> 156

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> CDRL3 dAbL1

<400> 156

Gly Gly Gly Tyr Ser Ser Ile Ser Asp Thr Thr
1 5 10

<210> 157
<211> 121
<212> PRT
<213> Artificial Sequence

<220>
<223> Heavy chain variable domain of anti-albumin antibody (no ds)

<4006> 157
Glu Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Val Ser Gly Ile Asp Leu Ser Asn Tyr
290 25 30

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Ile
35 40 45

Gly Ile Ile Trp Ala Ser Gly Thr Thr Phe Tyr Ala Thr Trp Ala Lys
50 55 60

Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Val Tyr Leu
65 70 75 80

Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 95

Arg Thr Val Pro Gly Tyr Ser Thr Ala Pro Tyr Phe Asp Leu Trp Gly
Page 60



100

eolf-seql.txt

105

Gln Gly Thr Leu Val Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

115

158
121
PRT

Artificial Sequence

Heavy chain variable

158

Glu val Gln

1

Ser

Ala

Gly

Gly

65

Gln

Arg

Gln

Leu

Ile

Ile

50

Arg

Met

Thr

Gly

<216>
<211>
<212>

Arg

Asn
35

Ile

Phe

Asn

Val

Thr

115

159
112
PRT

Leu

Leu

20

Trp

Trp

Thr

Ser

Pro

100

Leu

Leu

Ser

Val

Ala

Ile

Leu

85

Gly

Val

Glu

Cys

Arg

Ser

Ser

70

Arg

Tyr

Thr

Ser

Ala

Gln

Gly

55

Arg

Ala

Ser

Val

120

110

domain of anti-albumin antibody

Gly Gly Gly Leu

Val

Ala

40

Thr

Asp

Glu

Thr

Ser
120

Ser

25

Pro

Thr

Asn

Asp

Ala

105

Ser

10

Gly

Gly

Phe

Ser

Thr

90

Pro

Page 61

Ile

Lys

Tyr

Lys

75

Ala

Tyr

val

Asp

Cys

Ala

60

Asn

Val

Phe

Gln

Leu

Leu

45

Thr

Thr

Tyr

Asp

Pro

Ser

30

Glu

Trp

Val

Tyr

Leu
110

Gly

15

Asn

Trp

Ala

Tyr

Cys

95

Trp

(ds)

Gly

Tyr

Ile

Lys

Leu

80

Ala

Gly



Artificial Sequence

Light chain variable

Met

Thr

20

Trp

Ala

Ser

Phe

Thr
100

Thr

Ile

Tyr

Ser

Gly

Ala

85

Phe

Gln

Thr

Gln

Lys

Thr

70

Thr

Gly

Ser

Cys

Gln

Leu

55

Asp

Tyr

Gly

Artificial Sequence

eolf-seql.txt

domain of anti-albumin antibody

Pro

Gln

Lys

40

Thr

Phe

Tyr

Gly

Ser

Ser

25

Pro

Ser

Thr

Cys

Thr
105

Ser

10

Ser

Gly

Gly

Leu

Gly

90

Lys

Val

Pro

Lys

Val

Thr

75

Gly

Val

Ser

Ser

Ala

Pro

60

Ile

Gly

Glu

Ala

val

Pro

45

Ser

Ser

Tyr

Ile

Ser

Trp

30

Lys

Arg

Ser

Ser

Lys
110

Val

15

Ser

Leu

Phe

Leu

Ser

95

Arg

(no ds)

Gly

Asn

Leu

Ser

Gln

80

Ile

Thr

Light chain variable domain of anti-albumin antibody (ds)

<213>

220>

<223>

<400> 159

Asp Ile Gln

1

Asp Arg Val

Phe Leu Ser
35

Ile Tyr Glu

50

Gly Ser Gly

65

Pro Glu Asp

Ser Asp Thr

<210> 160

<211> 128

<212> PRT

<213>

<220>

<223>

<400> 160

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Gly Lys Pro Thr His

1

5

10

15

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Val Ser Ala Ser Val Gly

20

25

Page 62

30



Asp Arg

Phe Leu
50

Ile Tyr
65

Gly Ser

Pro Glu

Ser Asp

<210>
<211>
<212>
<213>

220>
<223>

<400>
Met His

1

Ala Phe

Tyr Ala

Leu Asp

50

Asn Lys

Val
35

Ser

Glu

Gly

Asp

Thr

115

161l
847
PRT

Thr

Trp

Ala

Ser

Phe

100

Thr

Ile

Tyr

Ser

Gly

85

Ala

Phe

Thr

Gln

Lys

70

Thr

Thr

Gly

Cys

Gln

55

Leu

Asp

Tyr

Cys

Artificial Sequence

Human CD22

161l

Leu

Ser

Trp

35

Gly

Asn

Leu

Asp

20

Glu

Asp

Thr

Gly

Ser

Gly

Leu

Ser

Pro

Ser

Ala

Glu

Lys

Trp

Lys

Cys

Ser

55

Phe

Gln

40

Lys

Thr

Phe

Tyr

Gly
120

Leu

Trp

Val

40

Phe

Asp

eolf-seql.txt

Ser Ser Pro Ser

Pro

Ser

Thr

Cys

105

Thr

Leu

Val

25

Trp

Ile

Gly

Gly

Gly

Leu

90

Gly

Lys

Leu

10

Phe

Ile

Leu

Lys

Val

75

Thr

Gly

Val

Leu

Glu

Pro

Phe

Ala

60

Pro

Ile

Gly

Glu

Val

His

Cys

His
60

Thr Arg Leu

Page 63

Val

45

Pro

Ser

Ser

Tyr

Ile
125

Leu

Pro

Thr

45

Asn

Tyr

Trp

Lys

Arg

Ser

Ser

110

Lys

Glu

Glu

30

Tyr

Pro
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