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Spacer

LEFT BALF TARGET | size | RIGHT HALF TARGET
(bp)
TRAC TTGICCCACAGATATCC | 15 | CCGTGTACCCAGCTGAGA
52 | mcerceracraccnr | 15 | CTACACGTARGAGCA
PoLential | left matched | B! pight matohed | ao-
targets sequence (bP) sequence hes
1 ttgctetCaccAgtaTd | 25 | TTtTcaggtaaglgcaa | 8
2 tCActcttacctgGace | 19 | CCtacaggttaagGgcCa| 7
3 tctcagAtgAtacacCC | 24 | AgtacaggCaTgagcCa | 8
i tGAtcccacagahathc | 18 | gCatltctgtgggalCa | 8
5 ttCctctAacctqtall | 25 | gAtCcaggtaagGTcaa | 8
6 tAgtcccCcagatatGh | 19 | ahggtqTqGalgaggaa | 8
1 ttgtcAcacaTataCeG | 21 | TgGtatTtgtgTgacaa | 8
B tAActcttacctgtadT | 16 | AgatTtctCtggoGeaa | 8
9 | ttActcchactPacTat | 16 | ccqtTtaccGgetTaga | 7
10 tGgctcAtacctgtatl | 14 | aGgAtgagGTggaggaa | 8
11 ttgctcAtacAtgtGeA | 21 | atgCtqTgtagqTggTa | 8
12 | ttgtcccacagaCatTc | 18 | ccACgtaGeagetgGga | 6
13 | tchcaCctggtacaTAg | 27 | GtgTtTagtageGggaa | 8
14 ttgteccacagCtaCcc | 29 | gAgtCtTtgtAggacaa | 6
15 | tctcaActghRacaMqg | 23 | TgtahtgTCaagagcaa | 8

Fig.94
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Control transfection

CD52-TALEN+TRAC+TALEN

(no RR) transfection
Frequency Frequency
Mbseq | N |, Nbseq | Nb |,
. dels(l : 1s(1
analyzedilndels in thzé)ess analyzed |indels 1nd§hzé)ess
3965 | 0 | 25204 | 7560 | 3371 | 0.4
146 0 | 9.562-04 | 2266 | 1056 | 0.47
Matched
sequence
ORRINMCR| TR | 0 | La-0t | M | 1 | 130
CD52-R_TRAC-R | 6431 0 1.6E-04 131 2 2.78-04
CD52-R_TRAC-R | 2771 0 3.6E-04 2704 80 | 3.7E-04
TRAC-L_CD52-L | 5525 0 1.8E-04 4739 0 2.1E-04
CD52-R_TRAC-R | 27958 0 3.6E-05 | 16646 0 6.0E-05
TRAC-L_CD52-L | 22456 0 §.58-05 | 32912 10 | 3.0E-04
TRAC-L_CD52-L | 8275 0 1,28-04 5629 0 1.8E-04
TRAC-L_CD52-R | 23253 0 §4.38-05 | 22054 16 | 7.3E-04
o5l RACR| 19310 | 0 | T.5E-05 | 13688 | 1 | 73605
(D52 22856 0 4.4E-05 | 31292 0 3.2E-05
(D52 3238 1 3.1E-04 3064 0 3.3E-04
TRAC 4530 0 2,2E-04 4652 0 2.1E-04
CD52-L_TRAC-R | 17361 0 5.8E-05 | 14454 0 6.9E-05
TRAC-L_CD52-L | 32823 0 3.0E-05 | 33911 1 | 2,905
CD52-R_TRAC-R | 6479 0 1,58-04 6088 0 1.6E-04

Fig.9B
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B2-A::PE-A

Single chain CAR mRNA
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