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polynucleotide

«220>
«221> CD

<222> {1}..(2831)

,H
~ 0

<400> 1

atyg grg gac ctg goc gag tgce aac
Met Ala Asp Leu Ala Glu Cys Asn
1 5

cer cte aac gag tet gas gty aac
Pro Leu Asn Glu Ser Glu Val Asn
20

ttt cag gga gas gac acg gtce gtg
Phe Gln Gly Glu Asp Thr val Vval

gat cgg gtg ttce cag tca age aca
Asp Arg Val Phe Gln Ser Ser Thxr

tgt gea aag aag att gtt aaa gat
Cys Ala Lys Lys Ile Val Lys Asp
6% 70

ata ttt gca tat gga caa aca tcc
Ile Phe Ala T Gly Gln Thr Sex

ggt aaa ctt cat gat cca gasa ggc
Gly Lys Leu His Asp Pro Glu Gly

Sequence: Synthetic

atc

gta
Val

tct
Ser

atg
Met

aaa gtg atg
Lys Val Met

ggc gac aag
Gly Asp Lys

geg tee aag
Als Ser Lys

caa gag caa
Gln Glu Gln
60

ctt gaa gga
Leu Glu Gly
75

ggg aag aca
Gly Lys Thr
S0

gga att att
Gly Ile Ile
Page 1

tgt
Cys

tac

Tyr

cet
Pro
45

gtg
Val

tat

Tyr

cac
Hisg

cca
Pro

cge
Aryg

atc
Ile
30

tat
Tyr

tat
Tyr

aabt

aca
Thr

aga
Arg

tte
Phe
15

gee

Ala

gca
Ala

ata
Ile

aga
Arg

aag
Lys

Lttt
Phe

gac
Agp

aca
Thr
80

gay
Glu

gtg
val

48

296

—
#>
S

192

240

288

336



caa
Gln

cat
His

ctg

cga

gat
Asp

gca
Ala

ctt
Leu

gga
Gly
225

act
Thr

tca
Sexr

aca
Thr

coa
ser

tca
Ser
305

agy
Arg

gca
Ala

ate
Ile

cgt
AYY

gat
Asp

att
Ile
130

tta
Leu

gtt
val

gaa

bt |
Glu

gtt
Val

att
Ile
210

aaa

Lys

gga
Gly

ctt
Leu

tat
Tyr

tta
Leu
290

tca
Ser

gcc

Ala

ctyg

aat
Asn

at:
Ile
115

aag

Lys

gat
Asp

sisle
Pro

<t

Ser

gtt
Val
275

agt
Gly

tac
Tyr

aaa
Lys

cag
Gin

cgy
Arg
355

g9g9
Gly

100
tte
Phe

gtt
Val

gtt
Val

tat
Tyr

atyg
Met
180

aat
Asn

gte
val

tat

i Tyr

gaa
Glu

260

aca
Thr

tag
Trp
340

aac

Asgn

gag
Gin

aat
Asn

tca
Ser

tca
Ser

gta
Val
165

gat
Bep

atg
Met

aaa
Lys

ctyg
Leu

ggt
Gly

245

ctt
Leu

tat
Tyr

aac
Asn

gag
Glu

att
Ile
325
aaa

Lys

act
Thr

acg
Thr

tat
Tyr

tat
Tyr

aay
Lys
150

aag
Lys

ace
Thr

aat
Asn

caa
Gln

gtt
Val
230

get
Ala

gga
Gly

cga
Arg

tgt
Cys

Lo
Ser
310

aagy
Lys

att
Ile

ttt
Phe
135

ace
Thr

999
Gly

ata
Ile

gaa
Glu

gag
Glu
215

gat
Asp

gtg
Val

aat
ASn

gat
Asp

aga
Arg
295

gaa
Glu

aac
Asn

aag
Lys

cag
Gln

ceot
Pro

tac

120
gaa
Glu

aac
Asn

tge
Cys

gat
Asp

cat
His
200

aac
Asn

tta
Leau

ctg
Leu

gte
Val

agc
Ser

280
acc

Thr

aca
Thr

aca
Thr

tat
Tyr

tgg
360

att
Ile

10E

roc
Ser

ata
Ile

ctt
Leu

aca
Thr

aca
hy

got
Ala

gat
Asp

act
Thr

aza
Lys

gtt
Val

gaa
Glu
345
ctt
Leu

gat
Asp

atg
Met

tat
Tyr

tca
Ser

gag
GLu
170

gga
Gly

tct
Ser

gaa
250
tct

Ser

atg
Met

att
Ile

tect
Ser

tgt
Cys
330

aaa
Lys

gaa
Glu

gaa

gat
Asp

ttg
Leu

gt
Val
155

cgt

gaa
Flu

gat
Asp
140

cat
His

Iss
t
ot

Arg Ph

aaa
Lys

agg
Arg

acg
Thr

agt
Ser
235

gct
Ala

gat
Ala

aca
Thy

gta
Val

_aca

Thx
315

gte
Val

gaa
Glu

sav
Asn

cag

tee
Sexr

agt
Ser

gaa
Glu
220
gaa

Glu

aaa
Lys

ttg
Leu

aga
Arg

att
Ile
300

cta
Leu

aat
Asn

saa
Lys

gag
Glu

ttt

Glu Gln Phe

Page 2

aat
Asn
125
aag
Lys

gaa
Glu

gta
Val

aac
Asn
cac

205

aag

aac
Asn

get
Ala

atc
Iie
285

tge

Cys

Leu E

gty
Val

gaa
Glu

cte
Leu
365

gac
Asp

110

ttg
Leu

ata
Ile

gac
Asp

gt
Cys

aga
Axry
180

agt
Ser

aag
Liys

gtt
Val

atc
Ile

gag
Glu
270

ctt
Leu

tgc
Cys

gag
Glu

aaa
Lvs
350

aac
Asn

[stule]

Leu

agt
Ser

aac
Asn
255

ggt
Gly

caa
Gln

tect
Sexr

gge
Gly

tta
Leu
3358

aat

Asn

aga
Arg

gag
Glu

R ni o
Phe

gac
Asp

aac
Asn
160

cea
Pro

aaa
Lys
240

aag
Lys

agt

Ser

gat
Asp

cca
Pro

caa
Gln
320

aaa
Lys

432

480

528

576

624

672

720

768

816

264

912

960

1008

10656

1104

1182



agy
Bra
465

gag
&1

625

aac
Asn

aaa
Lys

zge

Arg

gac
Asp

aag
Lys

450

gat

fatel
T e

Lew

aag
Lys

tta
Leu
530

cac
His

[aiwht

Leu

tg

p
L8

Pro

aga
Arg

acg
Thr

caa
Gln

gea
Ala

gaa
Glu
51%

acy

Ala

cag
Gin

0w

in Dy
0 =
[ e ]

gac

tet
Sexr

gre

. Val

500

tat
TyT

tgg
Trp
580

gge
Gly

aga
Arg

H 0

et
D Q
e IR ¢ ]

cag
Gln

gt

aAla

tgt
Cys

gaa
Glu

aty
Met

aat
Asn

H QO
[sts]

B0y

<5

atg
Met
470

gaa
Glu

gat
Asp

-
T

Leu

tacg
Ty

i3

gag
Glu

aac
Al
44§

cag
Gln

cag
Gln

agh

520

gct
Ala

gag
Glu

cat
His

gaa ©

Glu

cayg a

Gin

ate
Val

goc
2la

oy
Leu
525

=

[

Iie

Page 3

naa
Gln

act

e Thr

Lttt
Phe

cag

Gl

525

aagy
Lys

toa
Ser

g
Leu

cta
Leun
49k

gag
Agp

ana

Lys

aga
Arg

1200

1440

1488

o)
£
[
&)



tge
Cys

ggc
Gly

tac
Tyr

gat
Asp
705

atc
Ile

tce
Sex
785
ggt
Gly

gg9
Gly

atyg
Met

caa
Gin

age
Ser
865

ctt
Leu

tca
Ser

cga

age
Ser

tce
Ser

ctg
Leu
£90

gag
Glu

teca
Ser

ttg
Leu

teg
Ser

aag
Lys
770

ctt

Leu

gtc
Val

att
Ile

cag
Gln

ety
Leu
675

gca

gat
Asp
755

agg
Arg

bl ok ol
Phe

ctg’

Leu

act
Pro

agg
Arg
838

tgg
Trp

gac
hsp

gcg
Ala

gat
Asp
660

cgg

Arg

agt
Ser

gee
Ala

999
Gly

gec
Ala
740

tte
Phe

age
Ser

gat
Asp

cty
leu

cet
Pro
820

cca

fael

aag
ys

ctg
Leu

tce
Sex

ggc
Gly

ggc
Gly

gga
Gly

cte
Leu

atg
Met
725

cat
His

99
Trp
805

gag
Glu

gac
Asp

cag
Gln

gayg
Glu

act
Thr
885

aca

Thr

jlelel
Ser

ccg
Pro

tte
Phe

ggc
Gly

ace
Thir
710

cag
Gln

anc

Qg Asn

ttg
Leu

ggt
Gly

atc
Ile
790
gag
Glu

cgg
hrg

aac
Asn

gag
Glu

aag
Lys
870

cca

Pro

ceg
Pro

cte
Leu

cte
Leu

age
Ser
625

atg
Met

tat
Ty

atc
Iie

tce
Ser

cgg
Ar
775

tac
Tyx

ctc
Leu

tgc
Cys

cog
Pro
855

atg
Met

tet
Ser

¢ty
Leu

a tgg
r Trp

cte
Leu

cge
Arg
680

cge
Arg

ggc
Gly

ctg
Leu

ety
Leu

cga
Arg
760

att

Ile

acc
Tht

¢ gtg
s Val

tte
Phe

agc
Ser
840

gac
Asp

atg
Met

cte

Leu I

665

gag
Glu

aac
Asn

gac
Asp

gee
la

gta
val
745

gat
Asp

cea
Pro

acg
Thr

ace
Thr

aac
Asn
825

gag
Glu

aaa

Lyse

gtt
Val

tee
Sexr

gac
Asp
95905

gaz
Glu

650

atc

agc
Ser

tece
Ser

ate
Leu

gag
in
730

gct
Ala

gtt
Val

gte
Val

caa
Gln

cta
Leu
810

ctt

Tew

gag
Glu

agg.

Ar

aag
Lys

ctyg
Leu
890

tgt
Cys

aac
Asn

Page 4

cge

age
Ser

atc
Ile
715

atg
Met

gag
Glu

tat

e~

aaa
Lys

agt
Sexy
795

gg99g
Gly

ctg
Leuw

atg
Met

ccg
Pro

aas
Lys

gag
Glu

aaa
Lys

tee
Ser
700

teca
Sex

aag
Lys

949G
Gly

gaa
Glu

tgg
Trp
780

gat
Asp

aag
Lys

tac
Tyr

tg
Val
880

aga
Arg

tat
Tyr

aat
Asn

ctc
Leu

tac
Tyr

gty
Val
685

oty
Leu

Lkt
Phe

cte
Leu

cgg
Arg

gag
Glu
765

atg
Met

gta
val

aac
Asn

acc
Thr

cge
Arg
845

ki ol
Phe

gac
Agp

gac
A8p

tat
Tyr

gce
Ala
670

gag
Gly

gac
Asp

gce
Ala

gttt
Val

aag
Lys
750

gat
Asp

gca
Ala

tgg
Trp

coe
Pro

gge

r Glvy
oL

830
ctg
Leu

gcg
Ala

tac
Tyr

gac
Aszp

c ccc
a Pro

810

ggc
Gly

655

aaa
Lys

[slelst

Pro

cac
His

tgg
Trp

cat
His
735

atg
Met

tcw
Sar

att
Ile

tect
Ser

gac
Asp

tty
Leu

ggc
Gly
895

cce

Leu

atg
Met

tac

Tyx

gge
Gly

ceg
Pro

cag
Gln
720

cgg
Arg

aag
Lys

tac
Tyr

gaa
Glu

atce
Ile

gac
Asp
880

cte

Leu

cot
Pro

tca
Ser

2064

2160

2208

2256

2304

2352

2400

2640

2688

2736

2784



gag
Asp

gge

Gly T

845
aac

Agn

agt
Ser

«210> 2

<2il>
<212>
<213

<220>

<223>

915

aac
Asn

atg
Met

977
PRT
Artificial Seguence

tca
Sexr
965

polypeptide

<400> 2

Met

1

Pro

Phe

Asp

Cys

65

Gly

Gln

Hig

Leu
1458

Ala

Leu

Gln

Arg

50

Ala

Phe

-

Tie
130

Asp

Asn

Y

Leu

Glu

~20

Gly

Val

Lys

Ala

Leu

Ile
115

Lys

Asp

Glu

Pﬁe

Lys

Tyr

His

kN

Phe

Val

Ala
5

Sexr

Asp

Ile

Gly
g5

Asp

hsn

gga
Gly

Tt
Phe
950

cece
Pro

Glu

Glu

Thr

Pro

Lys
150

gag
Glu
835

coa
Pro

tca
Ser

Cys

Val

Val

Lys

Thr

Glu

Ile

Phe

135

Thr

920

aga
Arg

gcg
Ala

Degcription of Artificial

Asn

Asn

Val

40

Thr

Asp

Ser

Gly

Tyr

120

Glu

Lsn

cct
Pro

tat
Tyxr

gca
Ala

Sequence;

Ser

Meat

105

Ser

Ile

Leu

gta
Val

coa
Pro

aaa
Lys
970

Lys
1¢

Gly

Ala

Len

~

uly
90

Gly

Met

Sexr

Page 5

cca
Pro

aal
Asn
955

tta
Leu

val

Glu

75

Lys

Ile

Asp

Val
155

ctc
Leu
940

gat

Asp

atg
Met

Met

Gln
60

Gly

Thr

Giu

Asp
140

His

acy
Thr

agt
Ser

gac
Asp

Synthetic

Cys

Tyx

Pro

45

Tyy

His

Glu

aga
Arg

gta
Val

acg
Thr

Arg

Ile
30

Tyr

1 Tyr

Asn

Arg
110

Leu

Asp

get
Ala

tat
Tyr

et
Phe
975

Phe
15

Ala

Asn

Arg

Lys

gat
Asp

get
Ala
960

gat
Aszp

Asp
Thr

g0

Glu

Asp

Asn
160

2832

2820



Arg

Asp

Ala

Leu

Thr

Ser

Thr

Ser
305

Arg

Ile

Axrg

ala
385

Glu

Glu

Val

Ile

210

Lys

Gly

It
6}
[

Tyr

Leu

290

Ala

Glu

Asn

370

Asn

Lys

Arg

Pro

Val

Thr

185

Asgn

Leu

: Ser

RS

275

Gly
Tyr
Lys
Gln
Arg

355

Ley

Arg

Met
180

Asn

val

Tyr I

Giu

Ala

260

Gly

Asn

Thr

Glu

Glu

Lys
420

Val

165

Asp

Met

Lys

Gly
245

Leu

Asn

Glu

Ile

325

Lys

Thr

Thr

Ala

Thx

405

Cys

Lys

hr

3

Asn

Gln

Val
230

b

la

E
S

Arg

Cys

Ser

210

Lys

Iie

Val

Phe

390

Ala

Glu

Gly

358
[
®

Glu

Glu

215

Asp

Val

Asn

Asp

Arg

295

Asn

Lys

Gln

Pro

375

Thr

Cys

His

200

Asn

Leu

Leu

vVal

Ser

280

Thr

Thr

Thr

Tyr

Val

Gly

Glu

Thr

Gliu

Ser

Thi

Ala

Ile
265

Lys

Thr

Asp

Asp

Val

Ile
425

Glu
176

Gly

Ser

Gly
lu
250

Ser

Met

Ser
Cys

330

Lys

Glu

Ile
410

Ala I

Page &

Arg

Ala

Ala

Val

Thr

215

Val

Glu

Asn

Gin

Asp I

38%

Phe

Sex

Sexr

Gliu

220

Giu

Lys

Leu

Arg X

Ile

300

Leu

Asn

lys

Glu

Phe

380

Asn

Leu

Val

Asn

His

205

Gln

Asn

Ala

Val

Glu

Leu

365

Asp

Phe

Tyr

Cys

Arg

120

Ser

val

Ile

Glu

270

Leu

Glu 1

Lys
350

Asn

Lys

Thr

Lys
430

Ser
175

Hisg

ITle :

Ser

Gln

Thx

Asp
415

Gln

Val

Lys

240

Lys

Ser

Asp

Pro

Gln

320

Thr

Lys

Agn

400

Ala

Leu



Thr

Thr

Asn

545

ASp

Asgp

Leu

Leu

Glu
625

Asp
Lys
450
Asp
Asp
Leu
Lys
Leu
530
Hig

Leu

Pro

Lys
610

Asn

Ser

Leu
690

Lys
435

Thx

Gln

Ala
Lxs
Glu
595

Gly

Ala

Leu
675

Gly

Asp

Gln

Val
500
v
Ser
Lys
CGlu
Trp
5
Gly
Arg
Ser
Gin
Asp
660

Brg

Sex

Glu

Met

Asn

Lys

485

Asn

Ile

Lys

Ile

565

Glu

Ala

Pro

Val

645

Gly

Gly

Gly

Glu

Leu

Meat

470

Tyr

i Leu

Asp
Arg
550
Gly
Phe
Phe
Gly
Ser
630
Asn

Pro

Pue

Glu

AsSp

Leu

Asn
440

Gln

Ala

Sexr

520

Ile

Pro

Gly

Tyxr

615

Glu

Hig T

Leu I

Leu

Ser
6895

Glu

Ala

ATg

Lys

600

Thr

Leu

Arg
680

Arg

Gln

Gilu

Lys

505

Asp

Leu

Glu

Val

Lys

585

Val

Thr

Arg

Hig

Leu
665

hem

Gln

Glu

Glu
Gln
Met
Gly
570
Asn
Val
Val
Asp
Val

650

Ile

ser

Page 7

Ser

Leu

Asn

475

Val

Gln

Leu

Lys

Met

555

Asn

Leu

Lys

Ala

Leu

£35

Val

ATy

Sexr

Leu

460

Arg

Leu

Glu

Asn

Leu

540

Ala

Asn

Val

Ala

Val

620

Leu

Glu

Lys

.Ser
700

Leu

445

Ala

Leu

Gln

Val

Ser

Asp

Leu

Thr

605

Lys

ser

Leu

Val

Ser

Ala

Glu

510

Lys

Glu

L.eu

val

Met 1

Glu F

Tyr

&la
670

Glu

» Ala

Leu
495

Asp

Ser

Met

Leu

Lys
575

Lys

Phie

Gly
655

live

Pro

Arg

Glu

480

Glu

Lys

Ala

Thr

Lys

56¢

Glu

His

Lys

Asn

640

Ala

Tyr

G2
|w5
<

Pro .



ABp
705
Ile
L8P
Iie
Val
Serxr
785

Gly

Gly

Ser
865
Leu

Sex

Ary

Glu.

Leu

Ser

Lys
770

Leu E

val

Ile

Cys

850

Lys

Ala

Glu

Ala

Pro

930

Thr

Trp

Gln

aAla

Asp

755

Arg

Leu

Pro

Arg

835

Txp

Asp

Ala

Lew P

915

Agn T

Asn

Ala

Gly

ala

740

Phe

sSer

Asp

Leu

Pro

820

Lys

Leu

Sex

iu
900

Thr

Leu

Leu

Met

725

Arg

Gln

rp

805

Glu

ASD

Gin

Glu

Thr

88%

Thx

ser

Pro

Thr

710

Asn

Leu

Gly

Ile

Glu

Glu

Lys

870

Pro

Pro

Thr

Gly

Phe
950

Met

Tyr

Ile

Ser

Arg

Tyr

Ile

Leu

y Cys

ro
55

o W

Leu

Glu
a35

PTro

Ser

Leu

Arg

760

Ile

Thr

Val

Phe

Sex

840

Asp

Met

Ile
920

Arg

nla

val
745

Thxr

Thr

Lys

Val

Ser

Asp

205

Pro

Leu

Glu

730

Ala

Val

Val

Glu

Arg

Lys

neu

890

Cys

Asn

Val

Pro

Lys
970

Page 8

Ile
715

Met

Glu

Lys
Ser

785

Gly

Pro
Arg

875

Ile

Pro

Agn
955

Ser

Lys

Tyr

Val

860

Arg

Tyr

L Asn

Leu

Leu
840

Asp

Leu

Arg

GlLl

765

Met

Val

Asn

Thr

Asp

Ala

Tyr

925

Thx

Asp

Ala

Val

Lys

750

Asp

Ala

Pro

Gly
830

g Leu

Tyr

Arg

Val

Thr

Trp

His

735

Mat

Ser

Ile

Tyxr

815

His

Met

Asp

Leu

Gly

8385

Leu

Mat

Ala

Tyr

Phe
a75

Gln
720

Giu

the

800

Arg

Leu

Asp

Ala
960

Lep



<210> 3

<211> 3303

<212> DNAR

<213> Artificial Seqguence

8]
Bt

0
3

3

p]

JANEAS
3

«220>
<22l

<ZZ2>

AVARRY

v/

polynucleotide

CDS

<400 3

atg gcg aag gcg ac
Mzt Ala Lys Ala Thr Ser Gly Ala
5

1

g tee ggb goo

cty ctg otg ccg ctg cta ggc aaa
Leu Leu Leu Pro Leu Leu Gly Lys
20

agg gat got tac tog geg aag ctyg

Arg Asp Ala Tyr Trp Glu Lys Leu
35 40

coo tho oty tac gte cat gec oty

pro Leu Leu Tyr Val His Ala Leu

50 55

ago tte ¢ge ctg gge cag cat o

Ser Phe Arg Leu Gly Gln His Leu

£5 i 76

cat gag aac aac btgg atgo tgo atce

His Glu Asn Asn Trp Ile Cys Ile

g5
ctt aac Cuyg agc Ctg gad fat agce
Leu Asn Arg Ser Leu Asp His Ser
100

aac cge gyc ttt oo ¢ty cto acc

Asn Arg Gly Phe Pro Leu Leu Thr
1158 120

cece aca tee ottt cgt gag ggc gag

Pre Thr Ser Leu Arg Glu Gly Glu

136 135

gta tac tte teg Lto tte aao ace

Vel Tyr Phe Ssr Phe Phe Asn Thr

1458 150

aag Ccoc cgg gag cLe btge Lt cca

Lyve Pro Arg Glu Leu Cys Phe Pro

165

el g
rrg G

ag A8C gs CCT CCca ggc acc
lu Asn Arg Pro Pro Gly Th
180

oo
Ser
108

gte

Val

tge

Cye

tce

Ser

Degscription of Artificial Seguence:

gg9

Gly I

10

cag
Gin

Lttt
Phe

h (¥

=38!

0

w4
=0

L le]

= R0
w0
now

agy

Byrg ¥

sag

cca
Pro
144

geoe
Ala

tte

Phz

Synthetic

oty

Len

g =2(9]
Q@ w

1= 0

$-2 QY
Rt

]

[alie}

cge
Arg

nge
axg

ATY

oty
Leu
190

ttyg
Leu
15

tte
Phe

tac
Tyx

age
Arg

48

144

288

j2%)

384

ES
in
N

480

578



gac
pi¥:1o)

ace
Thr

tge
Cys

cad

Pro X

g ggc

275

agg ¢

g
355

Gln

[B]ey

Thi

gac
Asp

gtg
Val

gag

Giu I

[ 22 (s ]
) g: Q
ur

cag
Gln

coe
Ero
4085

cag
Gln

gac
Asp
230

cac
Hig

gty
Val

aco

Thr &

B0

A

Paepeg

elete
Arg

aasc
Agn

aac

Asn

ace
Thr

agg
Gly

cay
Gin

s <TEQ

S22 ¢ BN e g
Ut =)

atc

Ile
200

cge
Cys

GElu

gge
Givy

gac
Asp

cac

Hig

tac
Ty
440

acc
Thr

cHe
Arg
250

gac
ASD

tac
Tyr

cgg

Avg

330

tte
The

B GG
W= W
S WeNia]

2
=
folite

c too a

Sar

Ser

ccc
Pro
270

aag
Lys

tgc
Cyve
430

ggt
31y

0ot
0 Q
HQ

o
o

¢!
®

<]
ot
1]

agg
Ary
415
cag
Gln

816

Bé4

1008

10586

1104



ctg
Leu
465

ottt
Leu

cag
Gln

gcg
Ala

gag
Glu

caa
Gln
545

age
Ser

gac
Asp

gga
Gly

tgce
Cys

atc
Ile
625

gc
Ala

atc
Ile

gag
Glu

tect
Sex

tce
Ser
705

gat
Lgp

ttt
Phe

cac
His

gce
Ala

ggc
Gly

gag
Glu
530

goa
Gly

ace
Thr

ate
Zle

cac
His

aac
Agn
610

cag
in

gte
val

cac
His

atg
Met

toc
Ser
690

gtg
val

g3a
Glu

gty
Val

tac
Tyr

cag
Gln

tge
Cys
515

tgt
Cys

gat
Asp

aag
Lys

aac
Asn

gag
Glu
595

tge
Cys

gat
Asp

cte
Leu

tgc
Cys

acc
Thr
675

ggt
Gly

gat
Asp

gag
Gliu

aat
Asn

atg
Met

ctg
Len
500

cee

Pro

ggc
Gly

ggce a

Gly

acc
Thr

att

i€
580

cet
Pro

aca
Pro

ttc
Phe

tac
Tyr
660

tte
Phe

geo
Ala

gee
Ala

tte
Phe

gac
Asp

gtg
Val
485

tge
565
tge

Cys

999
Gly

cct

& Pro

ctyg
Leu

tee
Ser
645

cac
His

cgy
Arg

cge
Arg

tte
Phe

act
Thy
725

acc
Thr
470

ctg
Leu

gg
Gly
550
cce
ro

cct
Pro

gag
Glu

(a1
Py
[slitse}

tgc
Cys
630

tte
Phe

aag
Lys

899
Arg

cgg
Arg

aag
Lys
710

Sttt
Val

aag
Lys

gece
aAla

aca
Thr

tgt
Cys

ggce
Gly
535

cag
Gln

cce
Pro

gag
Glu
615

gac
Asp

ate
Ile

Lttt
Phe

cee
Pro

cecce
Pro
€95

gce
2la

aca
Thr

gtg
Val

gca
ala
520

tee
Ser

acc
Thr

gge
Gly

gac
Asp

cgg
Arg
600
gag
Glu

gag
Glu

gtc
Val

gee
Ala

gce
Ala
680

tcg
Sex

ctg
Leu

aga
Arg

ctg
Leu

gac
Asp

gag
Glu
5085

gtec
val

cea
Pro

agg
Arg

cac
Hig

tge
Cys
585

gag
Gly

aag
Lys

cty
Leu

teg
Sex

cac
His
665

cag
Gln

ctg
Leu

cag
Gln

cte
Leu

cgg
Arg

cay
Glin
490

g99¢
Gly

age
Ser

aca
Thr

aac
Asn

tgc
Cys
5740

cte
Leu

att
Ile

tgc
Cys

tgc
Cys

gtyg
val
650

aag
Lys

gce
Ala

gac
Lsp

cct
Pro

tac
Tvr
730

cgg
Arg
475

cag
Gln

tca
Ser

aay
Lys

gge
Gly

tte
Phe
555

gat
Asp

cgg
Arg

aaa
Lys

tte
Phe

cge
Arg
635

oLy
Leu

cca
Pro

ttc
Phe

teo
Ser

gag
Glu
713

ate
Iie

cce
Pro

ace
Thr

tat
Tyxr

aga
Arg

ggc

gct
Ala

toc
Cys
620
acg
Thx

ctyg
Leun

cee

ceg
Pro

atg

700

age
Ser

Page 11

aag
Lys

tct
Ser

gtg
Val

cdg
arg
525

tgt
Cys

ace
Thr

gtg

1 Val

age
Ser

ggc
Gly
605
gag
Glu

gtg
Val

atc
Ile

gte
Val
685

gag
Glu

Thr

aaa
Lys

Cys

gag

tge
Cys

gag
Giu

att
Ile
590

tat
Tyr

cce
Pro

ate
Ile

gce
Ala

teo
Ser
670

agce
Ser

aac
Asn

ggc

atg
Met

gee
Ala

cag
Gin
495

gag
Glu

gag
Glu

tgg
Trp

et
ser

ace
Thr
575

gtt
Val

gge
Gly

gaa
Glu

gca
Ala

tte
Phe
655
tca
Ser

rac
Tyr

cag
Gln

aag

735

gaa

Glu -

4890
gce
Ala

gag
Glu

tgt
Cys

agg
Arg

cce
Pro
560

caa
Gln

99
Gly

acc
Thr

gac

Asp .

goc
Bla
640

tgc
Cys

1440

1488

1536

1584

1632

1680

1776

1824

1920

1968

2016

2064

21606

2208



gaa
Glu

act
Thr

gaa
Glu
785

gtc
Val

gtc
val

gaa
alu

can
His

aaa
Lys

BES

cag
Gin

gaa
Glu

gaa.
Giu

845

gta
val

gayg
Glu

cay
Gln
770

tac
Tyr

gat
Asp

cat
His

gtt
Val

cas
Gin
850

ctt
Leu

gaa
Glu

aag
Lys

ottt
Leu
830

aca
Thr

gece
ala

gas
Glu

aag
Lys
835

aaa

Lys

att
Ile

cgt
Ar

age
Ser

gca
Ala
913

cag
Gln

aga
Ar

gct
Ala

cte

y Lieu

tgt
Cys
995

acc
Thr
740

aad
Asn

cgt
Arg

caz
Gln

cte
Leu

atyg
Met
820

caa
Gln

cag
Gln

act
Thr

aga
Arg
900

aga
rg

aco

gtt
Val

gct
Ala

ace
foha

LIk

980

gaa
Glu

atg
Met

aaa
Lys

atc
Ile

aat
Asn

agt
Ser
805

gaa
Glu

get
Ala

ate
Ile

gat
Asp

aga

1 Arg

885

aaa
Lys

caa
Gln

tta

r Leu

aaa
Lys

cag

Gin

65

asa
Lys

aag

gte
val

agt
Ser

ctt
Leu
87¢C

gta
val

cta
Leu

gac
Asp

cac
Hig

aag
Lys
9548

aag
Lys

ctL ceu

Leu

aaa
Lys

atg
Met

caa
Gln
775

gaa
Gliu

gaa

Glu I

gag
Glu

gaa
Glu

agt
Sexr
855

caa
Gln

gaa
Glu

cat
His

ttg
neu

aac
Asn
935

agt
Ser

caa
Gln

zac
His

aag
Lvs

gaa
Glu

aag
Lys
520

ctg
Leu

gct
Ala

aas
Lys

aaz
Lys

ttg

tgc
Cys
745

gaa

Glu

gaa
Glu

aag a

Liys

gte
val

tta
Leu
8258

cay
Glin

g aga

Arg

cae

gag
Glu

atc
Ile

cayg
Gln
985

gaa
Leu Glu

1000

cag
810
aat

Asn

atc
Ile

gat
Asp

aac
Aan

aag
Lys
890

acg
Thr

tty
Leu

aaa

Lys I

att
Ile

cee
Ser
570

Tty
Leu

aga
795

[o} s
Leu

aag
Lys

cag
Gln

gaa
Glu

cag
-

Gln
875

Lty
Leu

tte
Phe

gta
Val

aag cga
Lys Arg

tta

Leu

aag
nyYe

ate
Ile
780

cag
Gin

cga
Arg

gt
Val

agce
Ser

gta
Val
860

aaa
Lys

aaa
Lys

atg
Met

gag
Glu

Tttt
Phe
640

tct
Ser

ot
Leun

cgt
Arg

Page 12

gaa
Glu

gayg
Glu
765

aag
Liys &

ttg
Leu

gea
Ala

cag
Gln

cat
His
845

gaa
Glu

aty
Met

gee
Ala

caa
Gin

aca
Thr
825

att
Val

gat
Asp

gaa
Glu

gat
Asp

ctt cga

age
Ser
750

tta
Leu

caa
Gln

ac:o
Thx
830

gat
Asp
910

gty
Val

cag
Gln

gac
Asp

aat
ASn

aat
AsSn
298¢

1005

aca
Thr

gca
Ala

tryg

r Leu

gaa
Glu

gag
Giu
815

gca
Ala

gaa
Glu

aaa
Lys

tta
Leu

gat
Asp
895

aga
ATg

gca
Ala

gac
Asp

ace
Thr

aat
hsn
975

gca
Ala

gca
Ala

act
Thr

tet
Ser
800

aaa

Lys

aat
Asn

act
Thy

gca
Ala

gag
Glu
880

cag

Gln .

cga
Ar

asa

Lys

ctg
Leu

gda
Gly
960
et
Len

gat
Asp

gct aca get
Leu Arg Ala Thr Ala

2256
2304

2352

2448
245¢6
2544
2582
2640
2688
2736

2784

2880
2928
2978

3024



tca

gag aga gtg aaa gt ttg gaa gca ctg aas gaa gct aaa gaa

Glu Arg Val Lys Ala Leu Glu Ser Ala Leu Lys Glu Ala Lys Glu
1010 1015 1020

aat gca tet cgt gat cge asa coge tat cag caa gaa gta gat cge

Asn Ala Ser Arg Asp Arg Lys Arg Tyr Gln Gln Glu Val Asp Arg
1025 1030 1035

ata aag gaa gca gtc agg tca aag aat atg gee aga aga ggg cat

Ile Lys Giu Ala Val Arg Ser Lys Asn Met Ala Ar Arg Gly His
1040 1045 1050

tect gca cag att get aaa cct  att cgbt cocc ggg caa cat cca gca

Ser Ala Gln Ile Ala Lys Pro Ile 2rg Pro Gly Gln His Pro Ala
1055 1060 1065

get tet  cea act cac cca agt gca att cgt gga gga ggt goa ttt

Ala Ser Pro Thr His Pro Ser Ala Ile Arg Gly Gly Gly Ala Phe
1070 1075 1080

gtt cag aac age cag cca gtg gca gtg cga ggt gga gga ggc aaa

Val Gln Asn Ser Gln Pro Val Ala Val Arg Gly Giy Gly Gly Lys
1085 109¢C 10958

caa gtg taa

Gln Val
1100

<2310> 4

<21i> 1100

<212> PRT

«213> Artificial Seguence

<220> .

«223> Description of Artificial Sequence: Synthetic

polypeptide

<400> 4

Met Ala Lys Ala Thr Ser Gly Zla Ala Gly Leu Arg Leu Leu Leu Leu

1 3 10 15

Leu Leu Leu Pro Leu Leu Gly Lys Val 2la Leu Gly Leu Tyr Phe Ser

20 25 30
Arg Asp Ala Tyr Trp Glu Lys Leu Tyr Val Asp Gln Ala 2la Gly Thr
25 40 45

Pro Leu Leu Tyr Val His Ala Leu Arg Asp Ala Pro Glu Glu Val Pro
S0 55 60

Ser Phe Arg Leu Gly Glpn His Leu Tyr Gly Thr Tyr Arg Thr Arg Leu

&5 70 75 80

His Glu Asn Asn Tip Ile Cys Ile Gin Glu Asp Thr Gly Leu Leu Tyr

85 S0 o5
Leu Asn Arg Ser Leu Asp His Ser Ser Trp Glu Lys Leu Ser Val Arg
100 105 110
Asn Arg Gly Phe Pro Leu Leu Thr Val Tyr Leu Lys Val Phe Leu Sex

Tage 13

3069

3114

3158

3204

3294

3303



Pro

Arg

Val

Gly

Thr

225

Ala

Pro

Pro

Pro

Glu

Gln

Glu

210

Arg

val

Ala

Asp

Thr

Met
370

Ala

115

Ser

Arg

Asn

Phe

195

Gly

Cys

Pro

Gly
275

-
1
-t

Sexr

Thr

Ser

hra

355

Gln

Gly

Leu

Ser

Glu

Arg F

180

Leu

Leu

Val
260

Gly

Trp

Val

340

Lieu

Leu

Val

Arg

Phe

Leu
165

a Leu

Val

245

Thr

Asp

Val

Glu

Ala

325

Gln

Val

Ala

Leu 1

Phe

Asp

230

His

Val

Leu

310

Gln

Ala

Leu

Val

Phe

Asn

rd

2158

Arg

Ala

Tyr

Ala

Asn

Asn

Pro

Thr

Ile

200

Cys

Glu

Gly

Asp

Ser

280

Ary

Thr

Aryg
360

Val

His

Cys

Ser

Glu

Phe

185

Ser

Ala
Glu

265

Ala

Arg

Phe

Ser

345

Asn

Asn

Gln

Phe

Thy

170

His

val

Val

Val

Teu

ASp ¢

Asn

Page

Arg

Gin

Ala

Aszp

Glu

Glu

Asp

Val

Thr
315

Val

Val

140

Ala

Pro

Phe

Ser
220

Glu

Glu

Rry

lle

Cys

Arg
Arg

205

Leu

Ala

Phe
285

;!3
et
f

Thr I

His

Ala

Ser

365

Phe

Val

Cys

Ser

Phe

Leu

150

Leu

Glu

1 val

Pro

Trp

Thy
350

Leu

Ser

Leu

Leu

Val

Leu

Met

285

Thr

Arg

Val

Pro

ksn

Arg

Leu

160

Pro

Glu

Val
240

val

Phie

Pro

320

Asn

His

Aryg

Pro

Val



2
o
(&3
[¥%]
[=o)
<
%3
fte)
(e
gn
<
<3

Ser Leu His Leu Pro Ser Thr Tyr Ser Leu Ser Val Ser Arg Arg Ala
405 410 415

Arg Arg Phe Ala Gin Ile Gly Lys

Val Cye Val Glu Asn Cys Gln Ala
420 425 430
Phe Ser Gly Ile Asn Val Glu Tyr Lys Leu Hig Ser Ser Gly als Ban
435 440 445

Cys Ser Thr Leuw Gly Val Val Thr Ser Ala Glu Asp Thr Ser Gly Ile
450 455 460

ped

Leu Phe Val Asn Asp Thr Lys Ala leuw Arg Arg Pre Lys Iys Ala 8iu
465 470 473 480

Leu His Tyvr Met Val Val Ala Thr Asp Gln Gln Thr Ser Arg Gin Ala

485 480 495
Gin Ala Gin Leu Leuw Val Thr Val CGlu Gly Ber Tyr Val Als Glu CGlu
500 505 510
Ala Gly Cys Pro Leu Ssr Oys Ala Val Ser Lys Arg Arg Leu Siu Cys
515 520 525

830 535 540 .
&rg Asn Phe Ser Thr Cys Ser Pro
555 560
Ser Thr Lys Thr Cys Pro Asp Gly His Cys Asp Val Val Glu Thr Gln
565 576 575

Agp Ile Asn Ile Cys Pro Gln Asp Cys Leu Ayrg Gly Ser Ile val Gly

Gly His Glu Pro Gly Glu Pro aArg Gly Ile.Lyg Ala Gly Tyr Glv Thr
585 500 6805

Cys Asn Cys Phe Fro Glu G1
3

Glu Lys Cys Phe Cys Glu Pro Glu Asp
610

o o
kM
(=]

Gln As

o
'O
ot

[
D (D

rro Leu Cys Asp Glu Leu Cyvs Arg Thr Val Zle Ala A
5 &

@

Ala Val Leu Phe Ser Phe Ile Val ser Val Leu Leu Ser Ala Phe Cye
645 650 655
Ile Hig Cys Tyxy Hie Lys Phe Ala His Lys Pro Pro Ile Ser Ser Als
Fage 15



Giu

Ser

705

Asp

Glu

Thy

Cys

Glu

785

Val

Hig G

Lys

865

Gln

Giu

Glu

Met
Ser

690

Val

Val

Gln

770

Tyr

aAgsp

His

val

Glu

Lys

Gln

Leu

Thr

675

Gly

Asp

Glu

Lys

Ser

755

Leu

Leu

Ala

Glu

Lys

835

Lys

Arg

Ser

Ala
915

660

Phea

Ala

Phe

Thr

740

Asn

Arg

Gln

Leu

Met

820

Gln

Thr

Leu

Aryg

900

Lry

Thr

Arg

Arg

Phe

Thr

725

Met

Asn
Ser

805

Glu

Asp

Arg

885

Lys

Gln

Leu

Arg

Arg

Lys

710

Val

Val

Lys

Ser

Val

78¢C

Glu

Val

Ser

Leu

870

Val

Leu

Asp 1

His

aAla

Lys

Met

Gln

775

Glu

Glu

Glu

Ser

855

Gln

Glu

His

Asn

Ala

680

Ser

Leu

Arg

Arg

Glu

760

Gln

Leu

His

ASp

His

Glu

Lys

920

Leu

665

Gin

Leu

Gln

Leu

Arg

Gln

Leu
a0s

Gly

Arg

Ala

Pro

Tyx

730

Lys

Asn

Ala

Lys

Gln

810

2sn

Asp

asn G

Lys
820

Thx

Leu

Phe

Ser

Glu

715

Ile

Glu

Ar

UG

Leu

Glu

Ley

Val

Glu

Pro

Met

700

Gly

Ser

Leu

Lys

Ile

780

Gln

Arg

Val
860

Lys

Lys

Met

-

Glu

Lys Leu Phe
Page 16

Val
&85

Glu

Thr

Glu

Leu

Ala

Gln

Met

Ala

670

Ser

Agn

Met

Ser

750

Leu

Ser

Glu

Gln

Ala

Met

Thr

Asp

910

Val

Gln

Leu

Glu

Glu
815

Lys

Len

o
[Cls}

Arg

Ala

Asp

Ile
720

Ser

Ser
800

lys

Asn

u Thr

ala

Glu

880

Arg

ys

Leu



830 §35% 940

Ala Thr Arg Val Lys Lys Ser Ala Glu Ile Asp Ser Asp Asp Thr Gly
945 950 955 8960

Gly Ser Ala Ala Gln Lys Gln Lys Ile Ser Phe Leu Glu Asn Asn Leu
965 870 975

Glu Gln Leu Thr Lys Val His Lys Gln Leu Val Arg Asp Asn Ala Lsp
9840 985 930

Leu Arg Cys Glu Leu Pro Lys Leu Glu Lys Arg Leu Arg Ala Thr 2la
995 1000 lo05

Glu Arg Val Lys Ala Leu Glu Ser Alz Leu Lys Glu Ala Lys Glu
1010 1015 1020

asn Ala Ser Arg Asp Arg Lys Arg Tyr Gln Gln Glu Val Asp Arg
1025 1030 1025

Ile Lys Glu Ala Val Arg Ser Lys Asn Met Ala Arg Arg Gly His

1040 1045 1050
Ser Ala GIn Ile Ala Lys Pro Ile Arg Pro Gly Gln His Pro Ala
1085 1060 1065

Ala Ser Pro Thr His Pro Ser Ala Ile Arg Gly Gly Gly Ala Phe
1070 1075 1080

vVal Gln Asn Ser Gln Pro Val Ala Val Arg Gly Gly Gly &ly Lys
1085 1080 1085

Gln Val

1100

<210> 5

«211> 200

<212> DNA

<213> arvificial Seguence

<220>
«<223> Description of Artificial Sequence: Synthetic
polynucleotide

«220>

<221> modified_base

«222> {16)..1185) .
<223> a, ¢, t, g, unknown or other

<400> 5

atecgeaccay cgtgtunnnn ANRNNNNONN NANROINDNN INONGANNON NHNRONNNNG 50
OININNNNNG AANONDNNNN IONNNNONNN ANDONMMNGNAL DINODOINNNN DRNDNNGIRN 120
NOINONOLNNN IONIONINnDn LNnnonnnnng anninonnonnn annnnanninng  noinnnnoonn 180

Page 17



nnnnncactg cggetectea 200

<210> 6

<211> 186

«212> PRT

<213> Artificial Sequence

<220>
<223> Description of Artificial Seguence: Synthetic
peptide

«<400> &
Lys Val Asp Asn Asn Gly Val Ala Ile Gly Ile Glu Ala Leu Rsp Lys
1 5 10 15

<210> 7

<211> 17

<212> PRT

<213 Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synthetic
peptide

<400» 7
Glu Asp Pro Lys Trp Glu Phe Pro Arg Lys Asn Leu Val Leu Gly Lys
1

T
5 1c 15

Thr

«210> 8

<211> 14

«212> DNA'

<213> Artificial Seguence

<220>
<223> Description of Artificial Sequence: Synithetic
oligonuclaotide

<400> 8 :
tgtaaaggag gatc 14
<210> 9
<211> 978
<2i2> PRT
<213» Artificial Sequence
«<220>
<223> Description of Artificial Seguence: Synthetic
polypeptide
<400> 9
Met Ala Asp Leu Ala Glu Cys Asn Ile Lys Val Met Cys Arg Phe Arg
1 5 10 15

Pro Leu Asn Glu Ser Glu Val Asrn Arg Gly Asp Lys Tyr Ile Ala Lys
20 25 30

Phe Gln Gly Glu Asp Thr Val val Ile Ala Ser Lys Pro Tyr Ala Phe
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ABp

Cys
65

His

Leu

145

Arg

Leu

Gly &

225

Thr

Sear

Thr

Ser

Ser

Arg

50

Ala

Phe

Lys

Ile

130

Leu

Val

Glu

Ty

Leu
290

Ty1r

35

Val

Lys

ala

Leu

Asp

Pro

Val

Thr
195

Ala

Ser

Asn

Val

Tyr

Met

180

val

Tyr

-

LU

Ala

260

Gly

Glu

Gln

Ile

Asn

Sexr

Ser L

Val
165

Met

Gly
245
Leu

Tyr

Asn

Ser
Val

70

Gin

Tyr

Tyxr

(]
Ut
[=)

Lys

Thr

Asgn

Gln

Val

230

o

+8

Gly

Cys

Glu

Lys

Thr 5

Glu

Phe
135

Thr

Ile

val

Asn

Gly

Tyr

120

Asn

Cys

Asg

His

200

Leu

Leu

Val

Ser I

280

Thx

Lys

Ser

Met

105

Ser

Ile

Leu

Thr

Thr

Ala

Thr

Ser

Gln

Leu

Gly

S0

Gly

Met

Tyr

Ser

Glu

170

Gly

Gly

Giu’

250

Thr Leu Leu

Glu

Glu

75

ile

Leu

Val

155

Arg

Ala

aAla

Thr

Gln

Giy

Thx

ile

Glu

Asp

140

His

n Gl

¥
D

Lys

Leu

Arg

Cvs
3Q0

Page 19

45

Val

Tyr

His

Pro

Lys

Glu

Asn

His
05

]

[
ot
e}

Lys

Asn

Ala

Iie

Cys

Phe

Tyr

Asn

Thr

AYy

110

Leu

Ile

Arg
190

Ser

Val

Ile

Giu
270

Let

Ser

ASn

Gly

Met

95

Iie

Glu

Arg

Lys

sSer

175

His

Leu

Ser

Asn I

255

Gly

Gln

Pro

Gln

Glu

Val

Phe

Asn

160

Pro

val

Phe

Lys

Ser

asp

ser

Arg



305

Ala

Glu

Leu

Asn

Asn
385

Lys

Arg

ASp

Lys

Asp

465

Leu

Lys

Leu

His

545

Leu

Pro

Lys
Gln
Arg
Gly
37?

Leu

Arg
Lys

Thr
450

Ala
Giu
Ala
530

Gln

Lys

Thr

Trp

Asn

355

Glu

Lys

Asp
435

Val

Lys

Glu

Trp

Ile
Lys
340
Thr
Thr
Ala
Thr
Cys
420

Glu

Met

Lys

Asn
500

Glu

Lys
325

Lys

Val

Phe

Ala

405

Glu

Leu

Met

s
(S

485

Tyx

Leu

Asp

Gly
565

Phe

310

Asn

Ile

Asp

Gln

470

Asp

Leu

Ala

g Ala

550

Thx

Tyr

Trp

Ile

375

Val

Glu

ASn

Gln

455

Ala

Val

Gln

Ser

Ala

A

Val
Glu
Leu
360
Asp
Agp
Val
Ile
Gln
440
Glu
Glu
Lys
Lys
Asp
520
Leu

Giu

Val

Cys

Lys

345

Glu

Lys

Iie

Ala

425

Gln

Glu

Glu

Ser
505

Glu I

Gln

Met

Gly

Asn

Val

330

Glu

Asn

Glin

Asp

Gly

410

Lys

Ser

Leu

Asn

Va

490

Gln

Lys

Met

Asn
570

315

Asn

Lys

Glu

Phe

Ile

395

Asn

Leu

Gin

Leu

Arg I

475

Leu

Glu

i Asn

Leu

la
555

Asn

Val

Glu

Leu

Asp

380

Thr

Phe

Len

Ala

460

Gln

Val

Gln L

Lys
540

Ser

Asp

Leu Val Leu
Page 20

Glu

Lys

Asn

365

Lys

Leu

Thr

Lys

Val
445

Glu

Leu

Val

Leu

Asn

(18]
[$21
O

Arg

Glu

Thr

Gin I

430

Glu

Thx

r Ala

Lieu

Lys

- Lys

Thr
335

Lys

Lys

Asn

D Ala

418

Lys

Arg

Glu

Glu

495

Lys

Ala

Thr

Lys

Glu

575

Thr

320

Ala

Ile

Arg

Asp
400
Glu

Asp

AYY

Asn

480

Thx

Thr

Asn

ASp

560

Asp



Gly

Lys

Asn

625

Leu

Ser

Ser

Glu

705

Ser

Leu

Ser

Lys

Leu

785

Val

Ile

Glu

Cys

Glu

Gly
610

Lys

Gln

Leu

Ala

Aryg
770

Phe

Arg

Gly
595

Arg

Ser

Ala

Gly

Ala

Phe

755

Ser

Pro

Ala

Pro

Val

Gly
66C

Met

Gly

Gln

His

Trp

Glu

820

Asp

Gln

Gly

Sex

Asn
645

Pro 1

Phe

Gly

Thy

Asn

Leu

Asn

Gly

Tyr

Glu

630

Hisg

Leu

Ser

Met

710

Tyr

Ser

Arg

Cys

Pro

Lys

Thr

615

Leu

Pro

Leu

Arg

Arg

8§95

Gly

Leu

Leu

Phe

Ser

Lsp

vVal
600

Thr

His

Leu

Glu

680

Asn

Asp

Ala

Val

Thr

Asn

Glu

840

Lys

585

Val

Val

ASp

Val

Ile

665

Ser

Ser

Glu

Ala

745

Val

Val

Gln

Leu

Leu L

825

Glu

Arg

Lys

Ala

Leu

Arg

Ser

Ile

Met

730

Glu

Lys

Ser’

Gly
810

Met

bro

Page

val

Leu
635

e Lys I

Glu

Lys

Ser
715

Lys

Trp
Asp
788
Gly
Lys

Tyr

Va

Ay

Thr
Lys

620

Sexr

Val

Leu

700

Leu

Arg

bt
e

G

Tyr

Ala

Gly

Asp

Ala

vVal

Lys

Asp

765

Mat
780

Val

Asn

Arg

Phe
1

Ala

Pro

Phe

Lys
670

Pro

Hig

Ile

Tyr

His

830

Met

Asp

Hig

1 Lys

Asn

Tyr

Gly

Gin

Glu

Phe

Pro

815

g

Leu

=
1
®

Leu

Glu

Val

640

Cys

Tyr

Asp

Tle

720

Asp

Tle

Ser
Gly
800

Gly

Met

Ser



[24]
e
fen]
fea)
321
534
o
o™
o

Lys Asp Leu Glu Lys Met Met Val Lys Arg Arg Asp Tyr Leu Asp Leu
BES 870 875 880

Ala Ala Ser Thr Pro Ser Asp Ser Leu Ile Tyr Asp Asp CGly Leu Ser

[¢]
o
Y
0
fa]

@

[0

U1

Giu Glu Glu Thr Pro Leuw Val Asp Cys Asn Asn Als Pro Leun Pro Ary

300 905 910
Ala Leu Pro Sexr Thy Trp Iie Glu Asn Lys Leu Tyy Gly Mer Ser Asp
15 920 825
Pro Asn Trp Pro Gly Glu Ser Pro Val Pro Leu Thr Arg Ala Asp Gly
930 935 540

Thr Asn Thr Gly Phe Pro Arg Tyr Pro Asn A
9

P Ser Val Tyr Ala Asn
245 2590 5

860

Trp Met Leu Ser Pro Ser Ala Ala Lys Leu Met Asp Thr Phe Asp Ser
G565 870 875



