<110>
<120>
<130>
<160>
<170>
<210>
<211>
<212>
<213>
<400>

Met Glu Glu
1

Thr

Cys

Gln

Ala

65

Gln

Leu

Leu

Gly

val

145

Trp

Glu

Asp

Asp

Ser

Glu

50

Asn

Leu

val

Gly

Leu

130

Ser

Trp

Lys

Gly
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1
204
PRT
Homo

1

Ile

val

35

Arg

Ser

Gly

val

Gly

Tyr

Gln

Asp

val

Thr

sapiens

Ser

Pro

20

Ala

Arg

Ser

Leu

Thr

100

val

Lys

Gln

Ser

val

180

Arg

val
5
Phe
Arg
Ser
Leu
Ala
85
Lys
Gly
Arg
Ser
Ser
165

val

Ser

val

Thr

Asp

His

Thr

70

Phe

Ala

cys

Thr

Pro

150

Phe

Arg

Tyr

3.5

Arg

Arg

Gly

Glu

55

Gly

Leu

Gly

Pro

Pro

135

Cys

Leu

val

Phe

Pro

Leu

Pro

40

val

sSer

Arg

Tyr

Leu

120

Arg

Gly

Gly

Leu

Gly

sSer

Gly

25

Ala

Asn

Gly

Gly

Tyr

105

Gly

Tyr

Arg

Gly

val

10

Arg

Gly

Pro

Gly

Leu

90

Tyr

Leu

Pro

Ala

val

170

Glu

Phe

Phe

Ser

Ser

Ala

Pro

75

Ser

Ile

Ala

Glu

Thr

155

val

Arg

Met
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val

His

Trp

Ala

60

Leu

Tyr

Tyr

Ser

Glu

140

Ser

His

Leu

val

val

Arg

Glu

45

His

Leu

His

Ser

Thr

125

Leu

Ser

Leu

val

Asp

Arg

30

Gln

Leu

Trp

Asp

Lys

Ile

Glu

Ser

Glu

Gly

15

Gln

Leu

Thr

Glu

Gly

95

val

Thr

Leu

Arg

Ala

175

Leu

Gln

Ser

Ile

Gly

Thr

80

Ala

Gln

His

Leu

val

160

Gly

Arg



195

<210> 2
<211> 615
<212> DNA
<213> Homo

<400> 2
atggaggaga

ttcacgaggc
gcaggctcct
catctcacag
cagctgggcc
aaagctggct
ggcctggcca
ctggagctgt
tggtgggaca
gtccgtgtgce
gctttcatgg
<210> 3
<211> 239
<212> PRT
<213> Mus
<400> 3
Met Glu Ser
1

Ile

Asp Pro

val
35

Gly Thr

Ala Thr

50

Leu

Asp Ile val

65

Leu Ile Gln

Thr Gly Ala

Glu Thr Arg

PCTAU201%E§PSS3—seq1—000001—EN—20150924

sapiens

gtgtcgtacg
tgggacgaag
gggagcagct
gggccaactc
tggccttect
actactacat
gcaccatcac
tggtcagcca
gcagcttcct
tggatgaacg
tgtga

musculus

val val
5

Phe
20

Arg
Gln val
Gln Gly
His

Ala

Gln
85

Asp

Asn Ala

100

Leu Gly

Gln

Arg

Ser

Trp

Leu

70

Arg

Ser

Leu

gccctcagtg
ccaccggaga
gatacaagag
cagcttgacc
gaggggcctc
ctactccaag
ccacggcctc
gcagtcaccc
gggtggtgtg
cctggttcga

Pro Ser

Glu

Leu

Ala
40

Leu

Phe
55

Leu
Pro Asp
Ser His
Ile

Leu

Ala Phe

tttgtggtgg
cagtcgtgca
cgaaggtctc
ggcagcgggg
agctaccacg
gtgcagctgg
tacaagcgca
tgcggacggg
gtacacctgg
ctgcgtgatg

Phe val

10

val

Gln
25

Asn His

Leu val Leu

Leu Arg Leu

Gly Gly Lys

Ala
90

Gln Asn

Ile

Gly

Arg Gly
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atggacagac
gtgtggcccg
acgaggtcaa
ggccgetgtt
atggggccct
gcggtgtggg
caccccgcta
ccaccagcag

aggctgggga
gtacccggtc

val Asp Gly

Arg Arg Arg

30

Leu
45

Leu Gly

His Gln

60

Arg

Gly Ser Trp

Pro Ala Ala

Gly Leu

110

Pro

Leu Thr Tyr

cgacatccca
ggacggacct
cccagcagcg
atgggagact
tgtggtcacc
ctgcccgetg
ccccgaggag
ctcccgggtc
gaaggtggtc
ttacttcggg

Gln Thr

15

Arg Cys

Ala Gly

Leu Gly

Glu

His
95

Leu Trp

His Asp

60
120
180
240
300
360
420
480
540
600
615



115

Ala
130

Gly Leu

val Gln

145

Leu

Pro Ile Thr

Leu Glu Leu

val
195

ser Arg

Ala
210

Glu Gly

Arg Pro
225

Arg

<210>
<211>
<212>
<213>

<400> 4
atggagagtg

aggcggctgg
ctggtgctgc

4
720
DNA
Mus

caacgtcttg
ctgatacaag
gccagcttga
ttgaggggct
gtgtactcca
cccatcaccc
gtcagtcggc
ttcctgggeg
aaccgcctgg
<210> 5

<211> 8

<212> PRT
<213> Homo

<400> 5

PCTAU201§%&PSS3—seq1—000001—EN—20150924

val Thr

Ser Gly

val

Gly Cys

150

His

Leu
180

Trp Trp

Glu Glu

Asp Gly

Leu

Ser

Asp

val

Thr

Tyr Lys

Arg Arg

Ser
200

ser

val val

215

Arg Ser

230

musculus

tggtacagcc
aacagaacca
tgctaggtgc
gagacatagt
atcaacgatc
taggtattgg
tgacgtatca
aagtgcagct
atggactata
ggtcaccctg
gcgtggtaca

tcagaccacg

sapiens

ttcagtgttt
ccggagacgg
tgggctggec
agctcatctg
tcaccaggcc
tggacctctg
tgatggggcc
gagcggcgtg
caagcgcaca
tggccgggcec
tctggaggct

tgacggcacc

Arg

Arg

Tyr

Met Glu Pro Gly Tyr Tyr
135

Pro Gln

Thr
170

ser Pro

185

Cys

Phe Leu Gly

val Pro

Phe Gly

gtggtggatg
cgctgtggca
actcagggct
ccagatggag
aacccagcag
ttatgggaga
ctggtgacca
ggctgccccc
tcccgcetacc
aacagctccc

ggggaagagg
aggtcctatt

Page 3

125

Tyr val Tyr
140

Leu Ala Asn

Arg Tyr Pro

Ala
190

Gly Arg

val val

205

Gly

Gly Asn Arg

Ala Phe Met

gacagacgga
ctgtccaggt
ggtttctcct
gcaaaggctc
cacatcttac
cacgacttgg
tggagcccgg
aggggctggc
cgaaggagtt
gagtctggtg
tggtggtccg
tcggagcttt

ser Lys

Leu
160

Gly

Lys Glu

Asn Ser

His Leu

Leu val

val

catcccattc
cagcctggcec
gagactgcat
ctgggagaag
aggagccaac
cctggccttc
ttactactat
caatggcctc
agaactgctg
ggacagcagc
cgtgcctgga
catggtctga

60
120
180
240
300
360
420
480
540
600
660
720
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gys Arg Gly Arg grg Ser Thr Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

get Glu Sser val ¥a1 GIln Pro

Asp

Gly

Leu

Asp

65

Leu

Thr

Glu

Gly

val

145

Pro

Leu

Ser

Glu

Ile

Thr

Ala

50

Ile

Ile

Gly

Thr

Ala

130

Gln

Ile

Glu

Arg

Ala

6
2
P

50
RT

Artificial Sequence

Synthetic sequence

6

Pro

val

35

Thr

val

Gln

Ala

Leu

Thr

Leu

val

195

Gly

Phe

20

Gln

Gln

Ala

Asp

Asn

100

Leu

val

Ser

His

Leu

180

Trp

Glu

Arg

val

Gly

His

Gln

85

Ala

Gly

Thr

Gly

Trp

Glu

Arg

Ser

Trp

Leu

70

Arg

Ser

Leu

Met

val

150

Leu

Ser

Asp

val

Leu

Leu

Phe

55

Pro

Ser

Leu

Ala

Glu

135

Gly

Tyr

Arg

Ser

val

Ser

Glu

Ala

40

Leu

Asp

His

Ile

Phe

120

Pro

Cys

Lys

Arg

Ser

200

val

val

Gln

25

Leu

Leu

Gly

Gln

Gly

Pro

Arg

ser

185

Phe

Arg

Phe val

10

Asn His

val Leu

Arg Leu

Gly Lys

Ala Asn

90

Ile Gly

Arg Gly

Tyr Tyr

Gln Gly

Thr Ser

170

Pro Cys

Leu Gly

val Pro
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val

Arg

Leu

His

60

Gly

Pro

Gly

Leu

Tyr

140

Leu

Arg

Gly

Gly

Gly

Asp

Arg

Leu

45

Gln

Ser

Ala

Pro

Thr

125

val

Ala

Tyr

Arg

val

205

Asn

Gly

Arg

30

Gly

Arg

Trp

Ala

Leu

110

Tyr

Tyr

Asn

Pro

Ala

190

val

Arg

Gln

15

Arg

Ala

Leu

Glu

His

95

Leu

His

Ser

Gly

Lys

Asn

His

Leu

Thr

Cys

Gly

Gly

Trp

Asp

Lys

Leu

160

Glu

Ser

Leu

val



210

Arg Pro Arg
225

Gly Gly Cys

<210>
<211>
<212>
<213>

<400>

PRT
Homo

7

Eys Gly Lys

<210>
<211>
<212>
<213>

<400>

PRT
Homo

8

gys Arg Glu

<210>
<211>
<212>
<213>

<400>

PRT
Homo

9

ier Arg Pro

<210>
<211>
<212>
<213>

<400>

10

5
PRT
Homo

10

gys Asp Thr

<210>
<211>
<212>
<213>

<400>

11
10
PRT
Homo

11

Pro Gln Arg
1

<210>
<211>

12
31

PCTAU2015050553-seq1-000001-EN-20150924
215 220

Asp Gly Thr Arg Ser Tyr Phe Gly Ala Phe Met val Gly
230 235 240

Arg Gly Arg Arg Ser Thr Gly
245 250

sapiens

Arg Lys
5

sapiens

Lys Ala
5

sapiens

Arg Arg
5

sapiens

Arg Leu
5

sapiens

Arg §er Ala Arg Leu Ser é1a
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<212> PRT
<213> Homo sapiens

<400> 12

Lys Asp Glu Pro GIn Arg Arg Ser Ala Arg Leu Ser Ala Lys Pro Ala
1 5 10 15

Pro Pro Lys Pro Glu Pro Lys Pro Lys Lys Ala Pro Ala Lys Lys
20 25 30

<210> 13

<211> 9

<212> PRT

<213> Homo sapiens

<400> 13
Eys Gly Asn Lys érg Thr Arg Gly Cys

<210> 14

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Synthetic sequence

<400> 14
tccatgacgt tcctgatgct

<210> 15

<211> 6

<212> PRT

<213> Homo sapiens
<400> 15

gys Asn Gly Arg gys Gly
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