
P6032062PCT-SG_20150619-133515_Corrected Sequence Listing 
SEQUENCE LISTING 

<110> 	Laboratorios LETI SL 

<120> 	Molecule for treating an inflammatory disorder 

<130> 	P6032062PCT 

<150> 	EP 11165248.3 
<151> 	2011-05-09 

<150> 	US 61/484,67 
<151> 	2011-05-09 

<160> 	57 

<170> 	Patentln version 3.3 

<210> 	1 
<211> 	267 
<212> 	PRT 
<213> 	Leishmania major 

<400> 	1 

Met Thr Pro Leu Ser Leu Ser Ser ser Arg His Ser Phe Lys Gln Asn 
1 	 5 10 15 

Glu Thr Gln Asn Met Val Ser Leu Lys Leu Gln Ala Arg Leu Ala ser 
20 25 30 

Ser I7e Leu Gly Cys Gly Arg Ala Arg Val Trp Leu Asp Pro Asn Glu 
35 40 45 

Ala val Glu Ile Gln Asn Ala Asn ser Arg Lys Ser val Arg Lys Leu 
50 55 60 

Ile Lys Asp Gly Phe Ile Ile Arg Lys Pro val Lys val His Ser Arg 
65 	 70 75 80 

Ala Arg Trp Arg Lys Met Lys Glu Ala Lys Asp Met Gly Arg His Asn 
85 90 95 

Gly Val Gly Arg Arg Glu Gly Ser Arg Glu Ala Arg Met Pro Ser Lys 
100 105 110 

Glu Leu Trp Met Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu Arg Lys 
115 120 125 

Tyr Arg Ala Asp Lys Lys Ile Asp Arg His val Tyr Arg Asp Leu Tyr 
130 135 140 

Met Arg Ala Lys Gly Asn Val Phe Arg Asn Lys Arg Asn Leu Val Glu 
145 150 155 160 
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His Ile His Lys Ile Lys Asn Glu Lys Lys Lys Glu Arg Gin Leu Ala 
165 	 170 175 

Glu Gin Leu Ala Ala Lys His Leu Arg Asp Glu Gln Asn Arg Asn Lys 
180 	 185 190 

Ala Arg Lys Gln Glu Leu Lys Lys Arg Glu Lys Glu Arg Glu Arg Ala 
195 	 200 205 

Arg Arg Asp Asp Ala Ala Ala Ala Ala Gin Lys Lys Lys Ala Asp Ala 
210 	 215 220 

Ala Lys Lys Ser Ala Ala Pro Ala Ala Lys Ser Ala Ala Pro Ala Ala 
225 	 230 	 235 240 

Lys Ala Ala Ala Pro Ala Thr Lys Ala Ala Ala Ala Ala Pro Ala Thr 
245 	 250 255 

Lys Gly Ala Ala Pro Val 	Lys Lys Ser Lys Lys 
260 	 265 

<210> 	2 
<211> 	804 
<212> 	DNA 
<213> 	Leishmania major 

<400> 	2 
atgacccctc tctccctctc ttcctcccgc cacagtttta agcagaacga aacgcagaac 60 

atggtgtctc tgaagctgca ggctcgcctt gcgtcgagca cggccgcgcc 120 tcctcggctg 

cgcgtgtggc tggaccccaa cgaggcggtg gagatccaga acgcgaactc gcgcaagagc 180 

gtgcgcaagc tgatcaagga tggcttcatc atccgcaagc cggtgaaggt gcactcgcgc 240 

gcgcggtggc gtaaaatgaa ggaggcgaag gacatggggc gccacaacgg cgttgggcgc 300 

cgcgagggta gccgcgaggc ccgcatgccg agcaaggagt tgtggatgcg ccgcctgcgc 360 

attctgcgcc gcctgctgcg caagtaccgc gcggacaaga agattgaccg ccacgtgtac 420 

cgcgacctgt acatgcgcgc gaagggtaac gtgttccgca acaagcgcaa ccttgtggag 480 

cacatccaca agatcaagaa tgagaagaag aaggagcgcc agctggcgga gcagctcgcg 540 

gcgaagcacc tgcgcgacga gcagaaccgc aacaaggctc gcaagcagga gctgaagaag 600 

cgcgagaagg agcgcgagcg cgcgaggcgc gacgacgctg ctgccgctgc gcagaagaag 660 

aaggcggacg ccgcgaagaa gtccgccgcg cctgctgcga agtccgccgc gcctgccgcg 720 

aaggctgctg cccccgccac gaaggccgct gctgctgccc ccgccacgaa gggtgctgcg 780 

ccggtgaaga agtcgaagaa gtaa 804 
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<210> 	3 
<211> 	28 
<212> 	DNA 
<213> 	artificial 

<220> 
<223> 	primer 

<400> 	3 
cgggatccat gacccctctc tccctctc 

<210> 	4 
<211> 	30 
<212> 	DNA 
<213> 	artificial 

<220> 
<223> 	primer 

<400> 	4 
cccaagcttt tacttcttcg acttcttcac 3 

<210> 	5 
<211> 	250 
<212> 	PRT 
<213> 	Leishmania braziliensis 

<400> 	5 

Met Val Ser Leu Lys Leu Gln Ala Arg Leu Ala Ser Ser Ile Leu Gly 
1 	 5 10 15 

cys Gly Arg Ala Arg val Trp Leu Asp Pro Asn Glu Ala Met Glu Ile 
20 	 25 30 

Gln Asn Ala Asn Ser Arg Lys Ser Val Arg Lys Leu Ile Lys Asp Gly 
35 	 40 45 

Phe Ile Ile Arg Lys Pro Val Lys Val His Ser Arg Ala Arg Trp Arg 
50 	 55 60 

Lys Met Lys Glu Ala Lys Asp Met Gly Arg His Ser Gly val Gly Arg 
65 	 70 75 80 

Arg Glu Gly Ser Arg Glu Ala Arg Met Pro ser Lys Glu Leu Trp Met 
85 90 95 

Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu Arg Lys Tyr Arg Ala Asp 
100 	 105 110 

Lys Lys Ile Asp Arg His val Tyr Arg Asp Leu Tyr val Arg Ala Lys 
115 	 120 125 
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Gly Asn Val Phe Arg Asn Lys Arg Asn Leu Met Glu His Ile His 	Lys 
130 	 135 140 

Ile Lys Asn Glu Lys Lys Lys Glu Arg Gln Leu Ala Glu Gln Leu Ala 
145 	 150 155 160 

Ala Lys His Gln Arg Asp Glu Gln His Arg Asn Lys Ala Arg Lys Gln 
165 170 175 

Glu Leu Lys Lys Arg Glu Lys Glu Arg Glu Arg Ala Arg Arg Asp Asp 
180 185 190 

Ala Ala Ala Ala Ala Gln Lys Lys Lys Ala Asp Val Ala Lys Lys Ser 
195 	 200 205 

Ala Ala Pro Ala Thr Lys Ala Ala Ala Val Ser Ala Ala Lys Ala Ala 
210 	 215 220 

Ala val 	Ser val 	ser Arg Ala Ala Ala Ala Val Ala Pro Ala Ala Lys 
225 	 230 235 240 

Pro Ala Val Pro Ala Lys Lys Ser Lys Lys 
245 250 

<210> 	6 
<211> 	753 
<212> 	DNA 
<213> 	Leishmania braziliensis 

<400> 	6 
atggtgtctc tgaagctgca ggctcgcctc gcgtcgagca tcctcggctg cggccgcgcc 60 

cgcgtgtggc tggaccccaa cgaggcgatg gagatccaga acgcaaactc gcgcaagagc 120 

gtgcgcaagc tgatcaagga tggcttcatc attcgtaagc cggtgaaggt gcactcgcgc 180 

gcgcggtggc gtaagatgaa ggaggcgaag gacatggggc gccacagcgg cgttggccgg 240 

cgcgagggta gccgcgaggc ccgcatgccg agcaaggagc tgtggatgcg ccgcctgcgc 300 

attctgcgtc gcctgctgcg caagtaccgc gcggacaaga agatcgaccg ccacgtgtac 360 

cgcgacctgt acgtgcgcgc gaagggtaac gtgttccgca acaagcgcaa ccttatggag 420 

cacatccaca agatcaagaa cgagaagaag aaggagcggc agctggcgga gcagcttgcg 480 

gcgaagcacc agcgcgacga gcagcaccgc aacaaggctc gcaagcagga gctgaagaag 540 

cgcgagaagg agcgcgagcg cgcgaggcgc gacgacgctg ctgctgctgc gcagaagaag 600 

aaggcggacg ttgcgaagaa gtctgctgcc cctgctacga aggctgctgc tgtctccgcc 660 

gcgaaggctg ctgctgtctc cgtctcgagg gctgctgctg ctgtggctcc cgctgcgaag 720 
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cctgctgtgc cggcgaagaa gtcgaagaag taa 753 

<210> 7 
<211> 271 
<212> PRT 
<213> Leishmania braziliensis 

<400> 7 

Met Val Ser Leu Lys Leu Gln Ala Arg Leu Ala Ser Ser ile Leu Gly 
1 5 10 15 

Cys Gly Arg Ala Arg Val Trp Leu Asp Pro Asn Glu Ala Met Glu Ile 
20 25 	 30 

Gln Asn Ala Asn Ser Arg Lys ser val Arg Lys Leu Ile Lys Asp Gly 
35 40 45 

Phe Ile Ile Arg Lys Pro val Lys Val His Ser Arg Ala Arg Trp Arg 
50 55 60 

Lys Met Lys Glu Ala Lys Asp Met Gly Arg His Ser Gly val Gly Arg 
65 70 75 80 

Arg Glu Gly Ser Arg Glu Ala Arg Met Pro Ser Lys Glu Leu Trp Met 
85 90 95 

Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu Arg Lys Tyr Arg Ala Asp 
100 105 110 

Lys Lys Ile Asp Arg His val Tyr Arg Asp Leu Tyr val Arg Ala Lys 
115 120 125 

Gly Asn val Phe Arg Asn Lys Arg Asn Leu Met Glu His Ile His Lys 
130 135 140 

Ile Lys Asn Glu Lys Lys Lys Glu Arg Gin Leu Ala Glu Gln Leu Ala 
145 150 155 160 

Ala Lys His Gln Arg Asp Glu Gln HiS Arg Asn Lys Ala Arg Lys Gin 
165 170 175 

Glu Leu Lys Lys Arg Glu Lys Glu Arg Glu Arg Ala Arg Arg Asp Asp 
180 185 190 

Ala Ala Ala Ala Ala Gln Lys Lys Lys Ala Asp Val Ala Lys Lys Ser 
195 200 205 
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Ala Ala Pro Ala Thr Lys Ala Ala Ala Val Ser Ala Ala Lys Ala Ala 

210 	 215 	 220 

Ala val ser Ala Ala Lys Ala Ala Ala Val Ser Val Ser Arg Ala Ala 
225 	 230 	 235 	 240 

Ala Ala val Ala Pro Ala Ala Lys Pro Ala val Pro Ala Lys Ala Ala 
245 	 250 	 255 

Ala Pro Ala Ala Lys Gly Ala Val 	Pro Ala Lys Lys Ser Lys Lys 
260 	 265 	 270 

<210> 	8 
<211> 	816 
<212> 	DNA 
<213> 	Leishmania braziliensis 

<400> 	8 
atggtgtctc tgaagctgca ggctcgcctc gcgtcgagca tcctcggctg cggccgcgcc 	60 

cgcgtgtggc tggaccccaa cgaggcgatg gagatccaga acgcaaactc gcgcaagagc 120 

gtgcgcaagc tgatcaagga tggcttcatc attcgtaagc cggtgaaggt gcactcgcgc 180 

gcgcggtggc gtaagatgaa ggaggcgaag gacatggggc gccacagcgg cgttggccgg 240 

cgcgagggta gccgcgaggc ccgcatgccg agcaaggagc tgtggatgcg ccgcctgcgc 300 

attctgcgtc gcctgctgcg caagtaccgc gcggacaaga agatcgaccg ccacgtgtac 360 

cgcgacctgt acgtgcgcgc gaagggtaac gtgttccgca acaagcgcaa ccttatggag 420 

cacatccaca agatcaagaa cgagaagaag aaggagcggc agctggcgga gcagcttgcg 480 

gcgaagcacc agcgcgacga gcagcaccgc aacaaggctc gcaagcagga gctgaagaag 540 

cgcgagaagg agcgcgagcg cgcgaggcgc gacgacgctg ctgctgctgc gcagaagaag 600 

aaggcggacg ttgcgaagaa gtctgctgcc cctgctacga aggctgctgc tgtctccgcc 660 

720 gcgaaggctg ctgctgtctc cgccgcgaag gctgctgctg tctccgtctc gagggctgct 

gctgctgtgg ctcccgctgc gaagcctgct gtgccggcga aggctgcggc gcctgctgcg 780 

aagggtgctg tgccggcgaa gaagtcgaag aagtaa 

<210> 	9 
<211> 	176 
<212> 	PRT 
<213> 	Leishmania braziliensis 

<400> 	9 

Met Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu Arg Lys Tyr Arg Ala 
1 	 5 	 10 	 15 

Asp Lys Lys Ile Asp Arg His val Tyr Arg Asp Leu Tyr val Arg Ala 
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P6032062PCT-SG_20150619-133515_Corrected Sequence Listing 
20 	 25 30 

Lys Gly Asn val 	Phe Arg Asn Lys Arg Asn Leu Met Glu His Ile His 
35 	 40 45 

Lys Ile Lys Asn Glu Lys Lys Lys Glu Arg Gln Leu Ala Glu Gln Leu 
50 	 55 60 

Ala Ala Lys His Gln Arg Asp Glu Gin His Arg Asn Lys Ala Arg Lys 
65 	 70 	 75 80 

Gln Glu Leu Lys Lys Arg Glu Lys Glu Arg Glu Arg Ala Arg Arg Asp 
85 	 90 95 

Asp Ala Ala Ala Ala Ala Gln Lys Lys Lys Ala Asp Val Ala Lys Lys 
100 	 105 110 

Ser Ala Ala Pro Ala Thr Lys Ala Ala Ala val Ser Ala Ala Lys Ala 
115 	 120 125 

Ala Ala val Ser Ala Ala Lys Ala Ala Ala val Ser Val 	Ser Arg Ala 
130 	 135 140 

Ala Ala Ala Val Ala Pro Ala Ala Lys Pro Ala Val 	Pro Ala Lys Ala 
145 	 150 	 155 160 

Ala Ala Pro Ala Ala Lys Gly Ala Val 	Pro Ala Lys Lys Ser Lys Lys 
165 	 170 175 

<210> 	10 
<211> 	531 
<212> 	DNA 
<213> 	Leishmania braziliensis 

<400> 	10 
atgcgccgcc tgcgcattct gcgtcgcctg ctgcgcaagt accgcgcgga caagaagatc 60 

gaccgccacg tgtaccgcga cctgtacgtg cgcgcgaagg gtaacgtgtt ccgcaacaag 120 

cgcaacctta tggagcacat ccacaagatc aagaacgaga agaagaagga gcggcagctg 180 

gcggagcagc ttgcggcgaa gcaccagcgc gacgagcagc accgcaacaa ggctcgcaag 240 

caggagctga agaagcgcga gaaggagcgc gagcgcgcga ggcgcgacga cgctgctgct 300 

gctgcgcaga agaagaaggc ggacgttgcg aagaagtctg ctgcccctgc tacgaaggct 360 

gctgctgtct ccgccgcgaa ggctgctgct gtctccgccg cgaaggctgc tgctgtctcc 420 

gtctcgaggg ctgctgctgc tgtggctccc gctgcgaagc ctgctgtgcc ggcgaaggct 480 

gcggcgcctg ctgcgaaggg tgctgtgccg gcgaagaagt cgaagaagta a 531 

Page 7 



P6032062PCT-5G_20150619-133515_Corrected Sequence Listing 

<210> 	11 
<211> 	245 
<212> 	PRT 
<213> 	Lel shmani a infantum 

<400> 	11 

Met Val Ser Leu Lys Leu Gln Ala Arg Leu Ala Ser Ser Ile Leu Gly 
1 5 10 15 

Cys Gly Arg Ala Arg val Trp Leu Asp Pro Asn Glu Ala val Glu Ile 
20 25 30 

Gln Asn Ala Asn Ser Arg Lys Ser Val Arg Lys Leu Ile Lys Asp Gly 
35 40 45 

Phe Ile Ile Arg Lys Pro val Lys val His Ser Arg Ala Arg Trp Arg 
50 55 60 

Lys Met Lys Glu Ala Lys Asp Met Gly Arg His Asn Gly val Gly Arg 
65 70 75 80 

Arg Glu Gly Ser Arg Glu Ala Arg Met Pro Ser Lys Glu Leu Trp Met 
85 90 95 

Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu Arg Lys Tyr Arg Ala Asp 
100 105 110 

Lys Lys Ile Asp Arg His val Tyr Arg Asp Leu Tyr val Arg Ala Lys 
115 120 125 

Gly Asn Val Phe Arg Asn Lys Arg Asn Leu Val Glu His Ile His Lys 
130 135 140 

Ile Lys Asn Glu Lys Lys Lys Glu Arg Gin Leu Ala Glu Gln Leu Ala 
145 150 155 160 

Ala Lys His Leu Arg Asp Glu Gln Asn Arg Asn Lys Ala Arg Lys Gln 
165 170 175 

Glu Leu Arg Lys Arg Glu Lys Glu Arg Glu Arg Ala Arg Arg Asp Asp 
180 185 190 

Ala Ala Ala Ala Ala Gln Lys Lys Lys Ala Asp Ala Ala Lys Lys Ser 
195 200 205 

Ala Ala Pro Ala Ala. Lys Ser Ala Ala Pro Ala Ala Lys Ser Ala Ala 
210 215 220 
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Pro Ala Ala Lys Val Ala Ala Pro Ala Thr Lys Gly Ala Ala Pro val 
225 	 230 235 240 

Lys Lys Ser Lys Lys 
245 

<210> 	12 
<211> 	738 
<212> 	DNA 
<213> 	Leishmania infantum 

<400> 	12 
atggtgtctc tgaagctgca ggctcgcctt gcgtcgagca tcctcggctg cggccgcgcc 60 

cgcgtgtggc tggaccccaa cgaggcggtg gagatccaga acgcgaactc gcgcaagagc 120 

gtgcgcaagc tgatcaagga tggcttcatc atccgcaagc cggtgaaggt gcactcgcgc 180 

gcgcggtggc gtaaaatgaa ggaggcgaag gacatggggc gccacaacgg cgttggccgc 240 

cgcgagggta gccgcgaggc ccgcatgccg agcaaggagt tgtggatgcg ccgcctgcgc 300 

attctgcgcc gcctgctgcg caagtaccgc gcggacaaga agatcgaccg ccacgtgtac 360 

cgagacctgt acgtgcgcgc gaagggtaat gtgttccgca acaagcgcaa ccttgtggag 420 

cacatccaca agatcaagaa tgagaagaag aaggagcgcc agctggcgga gcagcttgcg 480 

gcgaagcacc tgcgcgacga gcagaaccgc aacaaggctc gcaagcagga gctgaggaag 540 

cgcgagaagg agcgcgagcg cgcgaggcgc gacgacgctg ctgccgctgc gcagaagaag 600 

aaggcggacg ccgcgaagaa gcctgccgcg cctgccgcga agtctgccgc gcctgccgcg 660 

aagtctgccg cgcctgccgc gaaggttgct gcccccgcca cgaagggtgc tgcgccggtg 720 

aagaagtcga agaagtaa 738 

<210> 	13 
<211> 	238 
<212> 	PRT 
<213> 	Leishmania infantum 

<400> 	13 

Met Val Ser Leu Lys Leu Gln Ala Arg Leu Ala Ser ser Ile Leu Gly 
1 	 5 10 15 

Cys Gly Arg Ala Arg Val Trp Leg Asp Pro Asn Glu Ala val Glu Ile 
20 25 30 

Gln Asn Ala Asn Ser Arg Lys ser Val Arg Lys Leu Ile Lys Asp Gly 
35 	 40 45 

Phe Ile Ile Arg Lys Pro Val 	Lys Val 	His Ser Arg Ala Arg Trp Arg 
50 	 55 60 
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Lys Met Lys Glu Ala Lys Asp Met Gly Arg His Asn Gly Val Gly Arg 
65 	 70 	 75 80 

Arg Glu Gly Ser Arg Glu Ala Arg met Pro Ser Lys Glu Leu Trp met 
85 	 90 95 

Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu Arg Lys Tyr Arg Ala Asp 
100 	 105 110 

Lys Lys Ile Asp Arg His Val Tyr Arg Asp Leu Tyr Val Arg Ala Lys 
115 	 120 125 

Gly Asn Val Phe Arg Asn Lys Arg Asn Leu val Glu 	His 	Ile His Lys 
130 	 135 140 

Ile Lys Asn Glu Lys Lys Lys Glu Arg Gln Leu Ala Glu Gln Leu Ala 
145 	 150 	 155 160 

Ala Lys His Leu Arg Asp Glu Gln Asn Arg Asn Lys Ala Arg Lys Gln 
165 	 170 175 

Glu Leu Arg Lys Arg Glu Lys Glu Arg Glu Arg Ala Arg Arg Asp Asp 
180 	 185 190 

Ala Ala Ala Ala Ala Gln Lys Lys Lys Ala Asp Ala Ala Lys Lys ser 
195 	 200 205 

Ala Ala Pro Ala Ala Lys Ser Ala Ala Pro Ala Ala Lys Val Ala Ala 
210 	 215 

pro Ala Thr Lys Gly Ala Ala Pro val 	Lys Lys 

220 

Ser Lys Lys 
225 	 230 	 235 

<210> 	14 
<211> 	717 
<212> 	DNA 
<213> 	Leishmania infantum 

<400> 	14 
atggtgtctc tgaagctgca ggctcgcctt gcgtcgagca tcctcggctg cggccgcgcc 60 

cgcgtgtggc tggaccccaa cgaggcggtg gagatccaga acgcgaactc gcgcaagagc 120 

gtgcgcaagc tgatcaagga tggcttcatc atccgcaagc cggtgaaggt gcactcgcgc 180 

gcgcggtggc gtaaaatgaa ggaggcgaag gacatggggc gccacaacgg cgttggccgc 240 

cgcgagggta gccgcgaggc ccgcatgccg agcaaggagt tgtggatgcg ccgcctgcgc 300 

attctgcgcc gcctgctgcg caagtaccgc gcggacaaga agatcgaccg ccacgtgtac 360 
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cgagacctgt acgtgcgcgc gaagggtaat gtgttccgca acaagcgcaa ccttgtggag 420 

cacatccaca agatcaagaa tgagaagaag aaggagcgcc agctggcgga gcagcttgcg 480 

gcgaagcacc tgcgcgacga gcagaaccgc aacaaggctc gcaagcagga gctgaggaag 540 

cgcgagaagg agcgcgagcg cgcgaggcgc gacgacgctg ctgccgctgc gcagaagaag 600 

aaggcggacg ccgcgaagaa gtctgccgcg cctgccgcga agtctgccgc gcctgccgcg 660 

aaggttgctg cccccgccac gaagggtgct gcgccggtga agaagtcgaa gaagtaa 717 

<210> 	15 
<211> 	247 
<212> 	PRT 
<213> 	Lei shmani a mexi cana 

<400> 	15 

Met Val Ser Leu Lys Leu Gin Ala Arg Leu Ala Ser Ser Ile Leu Ser 
1 	 5 10 15 

cys Gly Arg Ala Arg val Trp Leu Asp Pro Asn Glu Ala Met Glu Ile 
20 25 30 

Gln Asn Ala Asn Ser Arg Lys Ser val Arg Lys Leu Ile Lys Asp Gly 
35 	 40 45 

Phe Ile Ile Arg Lys Pro val Lys val 	His Ser Arg Ala Arg Trp Arg 
50 	 55 60 

Lys Met Lys Glu Ala Lys Asp Met Gly Arg His. Aso Gly val Gly Arg 
65 	 70 75 80 

Arg Glu Gly Ser Arg Glu Ala Arg met Pro Ser Lys Glu Leu Trp met 
85 90 95 

Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu Arg Lys Tyr Arg Ala Asp 
100 105 110 

Lys Lys Ile Asp Arg His Val Tyr Arg Asp Leu Tyr Met Arg Ala Lys 
115 	 120 125 

Gly Asn val Phe Arg Asn Lys Arg Asn Leu Val Glu Tyr Ile His Lys 
130 	 135 140 

Ile Lys Asn Glu Lys Lys Lys Ala Arg Gln Leu Ala Glu Gin Leu Ala 
145 	 150 155 160 

Ala Lys His Leu Arg Asp G1 u Gin Asn. Argw Asn Lys Ala Arg Lys Gln 
165 170 175 
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1 5 10 15 

cys Gly Arg Ala Arg Val Trp Leu Asp Pro Asn Glu Ala met Glu Ile 
20 25 30 

Gin Asn Ala Asn Ser Arg Lys Ser val Arg Lys Leu Ile Lys Asp Gly 
35 40 45 

Phe Ile Ile Arg Lys Pro val Lys val His Ser Arg Ala Arg Trp Arg 
50 55 60 

Lys Met Lys Glu Ala Lys Asp Met Gly Arg His Asn Gly Val Gly Arg 
65 70 75 80 

Arg Glu Gly Ser Arg Giu Ala Arg Met Pro Ser Lys Glu Leu Trp Met 
85 90 95 

Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu Arg Lys Tyr Arg Ala Asp 
100 105 110 

Lys Lys Ile Asp Arg His Val Tyr Arg Asp Leu Tyr Met Arg Ala Lys 
115 120 125 

Gly Asn Val Phe Arg Asn Lys Arg Asn Leu val Glu Tyr Ile His Lys 
130 135 140 

Ile Lys Asn Glu Lys Lys Lys Ala Arg Gln Leu Ala Glu Gin Leu Ala 
145 150 155 160 

Ala Lys His Leu Arg Asp Glu Gln Asn Arg Asn Lys Ala Arg Lys Gln 
165 170 175 

Glu Leu Arg Lys Arg Glu Lys Glu Arg Glu Arg Ala Lys Arg Asp.Asp 
180 185 190 

Ala Ala. Ala Ala Ala Gin Lys Lys Lys Ala Asp Ala Ala Lys Lys Ser 
195 200 205 

Ala Ala Pro Ala Ala Lys Ser Ala Ala Pro Ala Ala Lys Ala Ala Ala 
210 215 220 

Pro val Ala Lys Ala Ala Ala Ala Ala Pro Ala Ala Lys Gly Ala Ala 
225 230 235 240 

Pro val Lys Lys Ser Lys Lys 
245 
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08t 	bobl4D6ED5 EbbobbcobE Dpbobpbbpu bEESEE6y6; PU6EED1E6E PDEDD;ne; 

OZt 	6eb61611.DD eaDbobeaDe ED6Dpu61b DEnbbbEE5 Dbp6561EDE 1b1ppE5E5D 

09E 	DE1516DEDD 5DDE5De6E ebeEDE5606 DopfliEED 6p64;61Dpb ppb:61D1E 

002 	D6p61:D6DD 5Dblebbq5; a.beb6EeJbE boDbyeDbpo p66E6D6Do6 E;b66rbobD 

OtZ 	DboDb61;bp 55DEEDEDD5 DE16651.-eDe6 62E6Dbbebb ceb;EEEE15 o6b15bobob 

08T 	Dbp6p42ED6 1.66E25156D pbeEpbopl_E DI.ED1D551 ebbEEDyebl Deeup6p6a6 

OZT 	DbeSEEDbob D;Dee6p5oe e6eDD1p6e6 51u6D66E6D ETDDDDebb; Db6165D6D 

09 	Dp5D6pDbbp 51DbeD1Do; epbEbD1bpb 11Dbba1JbE EDE1DbeE62 D1D1b4b5;2 
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Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu Arg Lys Tyr Arg Ala Asp 
100 	 105 110 

Lys Lys Ile Asp Arg His Val Tyr Arg Asp Leu Tyr Val Arg Ala Lys 
115 	 120 125 

Gly Asn Val Phe Arg Asn Lys Arg Asn Leu val Glu His Ile His Lys 
130 	 135 140 

Ile Lys Asn Glu Lys Lys Lys Glu Arg Gln Leu Ala Glu Gln Leu Ala 
145 	 150 	 155 160 

Ala Lys His Leu Arg Asp Glu Gln Asn Arg Asn Lys Ala Arg Lys Gin 
165 	 170 175 

Glu Leu Arg Lys Arg Glu Lys Glu Arg Glu Arg Ala Arg Arg Asp Asp 
180 	 185 190 

Ala Ala Ala Ala Ala Gln Lys Lys Lys Ala Asp Ala Ala Lys Lys Ser 
195 	 200 205 

Ala Ala ser Ala Ala Lys Ser Ala Ala Pro Ala Ala Lys ser Ala Ala 
210 	 215 220 

pro Ala Ala Lys val Ala Ala Pro Ala Thr Lys Gly Ala Ala Pro val 
225 	 230 	 235 240 

Lys Lys Ser Lys Lys 
245 

<210> 	20 
<211> 	738 
<212> 	DNA 
<213> 	Leishmania donovani 

<400> 	20 
atggtgtctc tgaagctgca ggctcgcctt gcgtcgagca tcctcggctg cggccgcgcc 60 

cgcgtgtggc tggaccccaa cgaggcggtg gagatccaga atgcgaactc gcgcaagagc 120 

gtgcgcaagc tgatcaagga tggcttcatc atccgcaagc cggtgaaggt gcactcgcgc 180 

gcgcggtggc gtaaaatgaa ggaggcgaag gacatggggc gccacaacgg cgttggccgc 240 

cgcgagggta gccgcgaggc ccgcatgccg agcaaggagt tgtggatgcg ccgcctgcgc 300 

attctgcgcc gcctgctgcg caagtaccgc gcggacaaga agatcgaccg ccacgtgtac 360 

cgagacctgt acgtgcgcgc gaagggtaat gtgttccgca acaagcgcaa ccttgtggag 420 

cacatccaca agatcaagaa tgagaagaag aaggagcgcc agctggcgga gcagcttgcg 480 
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OZZ 	64.66DDODOE. Do156bEE6D EDD6DDDDD6 ED6446bEeb D6DD624.DD6D bpDbEDEbse 
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180 	 185 190 

Ala Ala Ala Ala Ala Ala Ala Lys Gln Lys Ala Ala Ala Lys Lys Ala 
195 	 200 205 

Ala Ala Pro Ser Gly Lys Lys Ser Ala Lys Ala Ala Thr Ala Pro Ala 
210 	 215 220 

Lys Ala Ala Ala Ala Pro Ala Lys Ala Ala Ala Ala Pro Ala Lys Ala 
225 	 230 	 235 240 

Ala Ala Ala Pro Ala Lys Ala Ala Ala Ala Pro Ala Lys Ala Ala Ala 
245 	 250 255 

Ala Pro Ala Lys Ala Ala Thr Ala Pro Ala Lys Ala Ala Ala Ala Pro 
260 	 265 270 

Ala Lys Ala Ala Thr Ala Pro Ala Lys Ala Ala Ala Ala Pro Ala Lys 
275 	 280 285 

Ala Ala Ala Ala Pro Ala Lys Ala Ala Thr Ala Pro Ala Lys Ala Ala 
290 	 295 300 

Ala Ala Pro Ala Lys Ala Ala Thr Ala Pro Ala Lys Ala Ala Ala Ala 
305 	 310 	 315 320 

Pro Ala Lys Ala Ala Thr Ala Pro Ala Lys Ala Ala Ala Ala Pro Ala 
325 	 330 335 

Lys Ala Ala Ala Ala Pro Ala Lys Ala Ala Thr Ala Pro Ala Lys Ala 
340 	 345 350 

Ala Thr Ala Pro Ala Lys Ala Ala Thr Ala Pro Val Gly Lys Lys Ala 
355 	 360 365 

Gly Gly Lys Lys 
370 

<210> 	22 
<211> 	1119 
<212> 	DNA 
<213> 	Trypanosoma cruzi 

<400> 	22 
atggtgtcgc tgaagctgca ggctcgtttg gcggcggaca ttctccgctg cggtcgccac 60 

cgtgtgtggc tggatcctaa tgaggcctct gagatttcca atgcaaactc gcgcaagagc 120 

gtgcgcaagt tgatcaagga tggtctgatt attcgcaagc ctgtcaaggt gcactcgcgc 180 
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Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu Arg Lys Tyr Arg Glu Glu 
100 	 105 110 

Lys Lys Ile Asp Arg His Ile Tyr Arg Glu Leu Tyr Val Lys Ala Lys 
115 	 120 125 

Gly Asn Val Phe Arg Asn Lys Arg Asn Leu Met Glu His Ile His Lys 
130 	 135 	 140 

Val Lys Asn Glu Lys Lys Lys Glu Arg Gin Leu Ala Glu Gin Leu Ala 

145 	 150 	 155 160 

Ala Lys Arg Leu Lys Asp Glu Gln His Arg His Lys Ala Arg Lys Gln 
165 	 170 175 

Glu Let) Arg Lys Arg Glu Lys Asp Arg Glu Arg Ala Arg Arg Glu Asp 
180 	 185 190 

Ala Ala Ala Ala Ala Ala Ala Lys Gln Lys Ala Ala Ala Lys Lys Ala 
195 	 200 205 

Ala Ala Pro Ser Gly Lys Lys Ser Ala Lys Ala Ala Ala Pro Ala Lys 

210 	 215 	 220 

Ala Ala Ala Ala Pro Ala Lys Ala Ala Ala Pro Pro Ala Lys Thr Ala 

225 	 230 	 235 240 

Ala Ala Pro Ala Lys Ala Ala Ala Pro Ala Lys Ala Ala Ala Pro Pro 
245 	 250 255 

Ala Lys Ala Ala Ala Pro Pro Ala Lys Thr Ala Ala Pro Pro Ala Lys 
260 	 265 270 

Thr Ala Ala Pro Pro Ala Lys Ala Ala Ala Pro Pro Ala Lys Ala Ala 
275 	 280 285 

Ala Pro Pro Ala Lys Ala Ala Ala Pro Pro Ala Lys Ala Ala Ala Ala 
290 	 295 	 300 

Pro Ala Lys Ala Ala Ala Ala Pro Ala Lys Ala Ala Ala Pro Pro Ala 
305 	 310 	 315 320 

Lys Ala Ala Ala Pro Pro Ala Lys Ala Ala Ala Pro Pro Ala Lys Ala 
325 	 330 335 

Ala Ala Pro pro Ala Lys Ala Ala Ala Ala Pro val Gly Lys Lys Ala 
340 	 345 350 
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ser Asn Ala Asn Ser Arg Lys Ser val Arg Lys Leu Ile Lys Asp Gly 
35 40 45 

Leu Ile Ile Arg Lys Pro Val Lys val His Ser Arg Ser Arg Trp Arg 
50 55 60 

His Met Lys Glu Ala Lys Ser Met Gly Arg His Glu Gly Ala Gly Arg 
65 70 75 80 

Arg Glu Gly Thr Arg Glu Ala Arg met Pro Ser Lys Glu Leu Trp Met 
85 90 95 

Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu Arg Lys Tyr Arg Glu Glu 
100 105 110 

Lys Lys Ile Asp Arg His Ile Tyr Arg Glu Leu Tyr val Lys Ala Lys 
115 120 125 

Gly Asn val Phe Arg Asn Lys Arg Asn Leu Met Glu His Ile His Lys 
130 135 140 

val Lys Asn Glu Lys Lys Lys Glu Arg Gln Leu Ala Glu Gin Leu Ala 
145 150 155 160 

Ala Lys Arg Leu Lys Asp Glu Gln His Arg His Lys Ala Arg Lys Gln 
165 170 175 

Glu Leu Arg Lys Arg Glu Lys Asp Arg Glu Arg Ala Arg Arg Glu Asp 
180 185 190 

Ala Ala Ala Ala Ala Ala Ala Lys Gln Lys Ala Ala Ala Lys Lys Ala 
195 200 205 

Ala Ala Pro Ser Gly Lys Lys Ser Ala Lys Ala Ala Ile Ala Pro Ala 
210 215 220 

Lys Ala Ala Ala Ala Pro Ala Lys Ala Ala Ala Ala Pro Ala Lys Ala 
225 230 235 240 

Ala Ala Ala Pro Ala Lys Ala Ala Ala Ala Pro Ala Lys Ala Ala Ala 
245 250 255 

Ala Pro Ala Lys Ala Ala Thr Ala Pro Ala Lys Ala Ala Ala Ala Pro 
260 265 270 

Ala Lys Thr Ala Ala Ala Pro Ala Lys Ala Ala Ala Pro Ala Lys Ala 
275 280 285 
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<212> 	PRT 
<213> 	Trypanosoma cruzi 

<400> 	27 

Met Val Ser Leu Lys Leu Gln Ala Arg Leu Ala Ala Asp Ile Leu Arg 
1 5 10 15 

cys Gly Arg His Arg Val Trp Leu Asp Pro Asn Glu Ala Ser Glu Ile 
20 25 30 

Ser Asn Ala Asn Ser Arg Lys Ser Val Arg Lys Leu Ile Lys Asp Gly 
35 40 45 

Leu Ile Ile Arg Lys Pro Val Lys Val His Ser Arg Ser Arg Trp Arg 
50 55 60 

His met Lys Glu Ala Lys Ser Met Gly Arg His Glu Gly Ala Gly Arg 
65 70 75 80 

Arg Glu Gly Thr Arg Glu Ala Arg Met Pro Ser Lys Glu Leu Trp Met 
85 90 95 

Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu Arg Lys Tyr Arg Glu Glu 
100 105 110 

Lys Lys Ile Asp Arg His Ile Tyr Arg Glu Leu Tyr Val Lys Ala Lys 
115 120 125 

Gly Asn Val Phe Arg Asn Lys Arg Asn Leu Met Glu His Ile His Lys 
130 135 140 

val Lys Asn Glu Lys Lys Lys Glu Arg Gin Leu Ala Glu Gin Leu Ala 
145 150 155 160 

Ala Lys Arg Leu Lys Asp Glu Gln His Arg His Lys Ala Arg Lys Gin 
165 170 175 

Glu Leu Arg Lys Arg Glu Lys Asp Arg Glu Arg Ala Arg Aro Glu Asp 
180 185 196 

Ala Ala Ala Ala Ala Ala Ala Lys Gln Lys Ala Ala Ala Lys Lys Ala 
195 200 205 

Ala Ala Pro Ser Gly Lys Lys Ser Ala Lys Ala Ala Ala Pro Ala Lys 
210 215 220 

Ala Ala Ala Ala Pro Ala Lys Thr Ala Ala Pro Pro Ala Lys Ala Ala 
225 230 235 240 
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Ala Pro Pro Ala Lys Ala Ala Ala pro Pro Ala Lys Ala Ala Ala Pro 
245 	 250 	 255 

Pro Ala Lys Ala Ala Ala Pro Pro Ala Lys Ala Ala Ala Pro Pro Ala 
260 	 265 	 270 

Lys Ala Ala Ala Pro Pro Ala Lys Ala Ala Ala Pro Pro Ala Lys Ala 
275 	 280 	 285 

Ala Ala Pro Pro Ala Lys Ala Ala Ala Ala Pro Ala Lys Thr Ala Ala 
290 	 295 	 300 

Pro Pro Ala Lys Ala Ala Ala Ala Pro Ala Lys Thr Ala Ala Pro Pro 
305 	 310 	 315 	 320 

Ala Lys Thr Ala Ala Pro Pro Ala Lys Ala Ala Thr Pro pro Ala Lys 
325 	 330 	 335 

Ala Ala Ala Pro Pro Ala Lys Ala Ala Ala Ala Pro Val Gly Lys Lys 
340 	 345 	 350 

Ala Gly Gly Lys Lys 
355 

<210> 	28 
<211> 	1074 
<212> 	DNA 
<213> 	Trypanosoma cruzi 

<400> 	28 
atggtgtcgc tgaagctgca ggctcgtttg gcggcggaca ttctccgctg cggtcgccac 	60 

cgtgtgtggc tggaccctaa tgaggcctct gagatttcca atgcaaactc gcgcaagagc 120 

gtgcgcaagt tgatcaagga tggtctgatt attcgcaagc ctgtcaaggt gcactcgcgc 180 

tcccgctggc gccacatgaa ggaggcgaag agcatgggcc gccacgaggg cgctgggcgc 240 

cgcgagggta cccgcgaagc ccgcatgccg agcaaggagc tgtggatgcg ccgtctgcgc 300 

attctccgcc gcctgctgcg caagtaccgc gaggagaaga agattgaccg ccacatttac 360 

cgcgagctgt acgtgaaggc gaaggggaac gtgtttcgca acaagcgtaa cctcatggag 420 

cacatccaca aggtgaaaaa cgagaagaag aaggaaaggc agctggctga gcagctcgcg 480 

gcgaagcgcc tgaaggatga gcagcaccgt cacaaggccc gcaagcagga gctgcgtaag 540 

cgcgagaagg accgcgagcg tgcgcgtcgc gaagatgctg ccgctgccgc cgccgcgaag 600 

cagaaagctg ctgcgaagaa ggccgctgct ccctctggca agaagtccgc gaaggccgct 660 

gcacctgcca aggctgctgc tgcacccgcg aagaccgctg 
Page 
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gctccacccg cgaaggctgc tgctccaccc gcgaaggctg ctgctccacc cgcgaaggct 780 

gctgctccac ccgcgaaggc tgctgctcca cccgcgaagg ctgctgctcc acccgcgaag 840 

gctgctgctc cacccgcgaa ggctgctgct ccacccgcga aggctgctgc tgcacccgcg 900 

aagaccgctg ctccacccgc gaaggctgct gctgcacccg cgaagaccgc tgctccaccc 960 

gcgaagaccg ctgctccacc cgcgaaggcc gctactccac ccgcgaaggc tgctgctcca 1020 

cccgcgaagg ctgctgctgc tcccgttgga aagaaggctg gtggcaagaa gtga 1074 

<210> 	29 
<211> 	260 
<212> 	PRT 
<213> 	Trypanosoma brucei 

<400> 	29 

Met val 	Ser Leu Lys Leu Gln Ala Arg Leta Ala Ala Asp Ile Leu Arg 
1 	 5 10 15 

Cys Gly Arg Gly Arg Val Trp Leu Asp Pro Asn Glu Ala Val Glu Ile 
20 25 30 

Arg Asn Ala Asn Ser Arg Lys Ser val Arg Lys Leu Ile Lys Asp Gly 
35 	 40 45 

Leu val met Arg Lys Pro Val Lys val His Ser Arg Ser Arg Trp Arg 
50 	 55 60 

Gln Met Lys Leu Ala Lys Ser Met Gly Arg His Glu Gly Thr Gly Arg 
65 	 70 75 80 

Arg Glu Gly Thr Arg Glu Ala Arg Met Pro Ser Lys Asp Leu Trp Met 
85 90 95 

Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu Arg LyS Tyr Arg Glu Glu 
100 105 110 

Lys Lys Ile Asp Arg His Ile. Tyr Arg Glu Lea Tyr Met Lys Ala Lys 
115 	 120 125 

Gly Asn Val Phe Arg Asn Lys Arg Asn Leu Met Glu His Ile His Lys 
130 	 135 140 

Val 	Lys Asn Glu Lys Lys Lys Ala Arg Gln Leu Ala Glu Gln Leu Ala 
145 	 150 155 160 

Ala Lys Arg Leu Lys Asp Glu Gln Asn Arg Arg Lys Ala Arg Lys Gln 
165 170 175 
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<212> 	PRT 

Sequence Listing 

<213> 	artificial 

<220> 
<223> 	peptide 1 

<400> 	31 

Met Thr Pro Leu Ser Leu Ser Ser Ser Arg His Ser Phe Lys Gln Asn 
1 	 5 10 15 

Glu Thr Gln Asn 
20 

<210> 	32 
<211> 	20 
<212> 	PRT 
<213> 	artificial 

<220> 
<223> 	peptide 2 

<400> 	32 

Ser Phe Lys Gln Asn Glu Thr Gln Asn Met Val Ser Leu Lys Leu Gln 
1 	 5 10 15 

Ala Arg Leu Ala 
20 

<210> 	33 
<211> 	20 
<212> 	PRT 
<213> 	artificial 

<220> 
<223> 	peptide 3 

<400> 	33 

ser Leu Lys Leu Gln Ala Arg Leu Ala Ser Ser Ile Leu Gly cys Gly 
1 	 5 10 15 

Arg Ala Arg Val 
20 

<210> 	34 
<211> 	20 
<212> 	PRT 
<213> 	artificial 

<220> 
<223> 	peptide 4 

<400> 	34 

Ile Leu Gly Cys Gly Arg Ala Arg val Trp Leu Asp Pro Asn Glu Ala 
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1 5 10 15 

Val Glu Ile Gln 
20 

<210> 	35 
<211> 	20 
<212> PRT 
<213> 	artificial 

<220> 
<223> peptide 5 

<400> 	35 

Asp Pro Asn Glu Ala Vai 	Glu Ile Gin Asn Ala Asn Ser Arg Lys Ser 
1 5 10 15 

Val Arg Lys Leu 
20 

<210> 	36 
<211> 	20 
<212> PRT 
<213> artificial 

<220> 
<223> 	peptide 6 

<400> 36 

Asn Ser Arg Lys Ser val Arg Lys Leu Ile Lys Asp Gly Phe Ile Ile 
1 5 10 15 

Arg Lys Pro Val 
20 

r 
<210> 37 
<211> 20 
<212> PRT 
<213> artificial 

<220> 
<223> peptide 7 

<400> 37 

Asp Gly Phe Ile Ile Arg Lys Pro Val Lys Val 	His ser Arg Ala Arg 
1 5 10 15 

Trp Arg Lys Met 
20 

<210> 38 
<211> 20 
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<212> 
<213> 

PRT 
artificial 

<220> 
<223> peptide 8 

<400> 38 

His ser Arg Ala Arg Trp Arg Lys Met Lys Glu Ala Lys Asp Met Gly 
1 5 10 15 

Arg His Asn Gly 
20 

<210> 39 
<211> 20 
<212> 
<213> 

PRT 
artificial 

<220> 
<223> peptide 9 

<400> 39 

Ala Lys Asp met Gly Arg His Asn Gly Val Gly Arg Arg Glu Gly Ser 
1 5 10 15 

Arg Glu Ala Arg 
20 

<210> 40 
<211> 20 
<212> 
<213> 

PRT 
artificial 

<220> 
<223> peptide 10 

<400> 40 

Arg Arg Glu Gly Ser Arg Glu Ala Arg Met Pro Ser Lys Glu Leu Trp 
1 

met Arg 

5 

Arg Leu 

10 15 

20 

<210> 41 
<211> 20 
<212> 
<213> 

PRT 
artificial 

<220> 
<223> peptide 11 

<400> 41 

Ser Lys Glu Leu Trp met Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu 
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1 	 5 10 15 

Arg Lys Tyr Arg 
20 

<210> 	42 
<211> 	20 
<212> 	PRT 
<213> 	artificial 

<220> 
<223> 	peptide 12 

<400> 	42 

Leu Arg Arg Leu Leu Arg Lys 
1 _ 	 5 

Tyr Arg Ala 
1 0 

Asp Lys Lys Ile 1A5sp Arg 

His Val Tyr Arg 
20 

<210> 	43 
<211> 	20 
<212> 	PRT 
<213> 	artificial 

<220> 
<223> 	peptide 13 

<400> 	43 

Lys Lys Ile Asp Arg His Val Tyr Arg Asp Leu Tyr Met Arg Ala Lys 1 	 5 10 15 

Gly Asn Val Phe 
20 

<210> 	44 
<211> 	20 
<212> 	PRT 
<213> 	artificial 

<220> 
<223> 	peptide 14 

<400> 	44 

Tyr Met Arg Ala Lys Gly Asn val Phe Arg Asn Lys Arg Asn Leu val 1 	 5 10 15 

Glu His Ile His 
20 

<210> 	45 
<211> 	20 
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<212> 	PRT 
<213> 	artificial 

<220> 
<223> 	peptide 15 

<400> 	45 

Lys Arg Asn Leu Val Glu His Ile His Lys Ile Lys Asn Glu Lys Lys 
1 	 5 10 15 

Lys Glu Arg Gln 
20 

<210> 	46 
<211> 	20 
<212> 	PRT 
<213> 	artificial 

<220> 
<223> 	peptide 16 

<400> 	46 

Lys Asn Giu Lys Lys Lys Glu Arg Gln Leu Ala Glu Gln Leu Ala Ala 
1 	 5 10 15 

Lys His Leu Arg 
20 

<210> 	47 
<211> 	20 
<212> 	PRT 
<213> 	artificial 

<220> 
<223> 	peptide 17 

<400> 	47 

Glu Gln Leu Ala Ala Lys His Leu Arg Asp Glu Gin Asn Arg Asn Lys 
1 	 5 10 15 

Ala Arg Lys Gin 
20 

<210> 	48 
<211> 	20 
<212> 	PRT 
<213> 	artificial 

<220> 
<223> 	peptide 18 

<400> 	48 

Gin Asn Arg Asn Lys Ala Arg Lys Gln Glu Leu Lys Lys Arg Glu Lys 
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1 5 10 15 

Glu Arg Glu Arg 
20 

<210> 	49 
<211> 	20 
<212> PRT 
<213> 	artificial 

<220> 
<223> peptide 19 

<400> 	49 

Lys Lys Arg Glu Lys Glu Arg Glu Arg.  Ala Arg Arg Asp Asp Ala Ala 
1 5 10 15 

Ala Ala Ala Gln 
20 

<210> 	50 
<211> 	20 
<212> 	PRT 
<213> 	artificial 

<220> 
<223> 	peptide 20 

<400> 	50 

Arg Asp Asp Ala Ala Ala Ala Ala Gln Lys Lys Lys Ala Asp Ala Ala 
1 5 10 15 

Lys Lys Ser Ala 
20 

<210> 	51 
<211> 	20 
<212> PRT 
<213> 	artificial 

<220> 
<223> 	peptide 21 

<400> 	51 

Lys Ala Asp Ala Ala Lys Lys Ser Ala Ala Pro Ala Ala Lys ser Ala 
1 5 10 15 

Ala Pro Ala Ala 
20 . 

<210> 	52 
<211> 	20 
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<212> 	PRT 
<213> 	artificial 

<220> 
<223> 	peptide 22 

<400> 	52 

Ala Ala Lys Ser Ala Ala Pro Ala Ala Lys Ala Ala Ala Pro Ala Thr 
1 	 5 10 15 

Lys Ala Ala Ala 
20 

<210> 	53 
<211> 	20 
<212> 	PRT 
<213> 	artificial 

<220> 
<223> 	peptide 23 

<400> 	53 

Ala Ala Pro Ala Thr Lys Ala Ala Ala Ala Ala Pro Ala Thr Lys Gly 
1 	 5 10 15 

Ala Ala Pro val 
20 

<210> 	54 
<211> 	14 
<212> 	PRT 
<213> 	artificial 

<220> 
<223> 	peptide 24 

<400> 	54 

Pro Ala Thr Lys Gly Ala Ala Pro val Lys Lys Ser Lys Lys 
1 	 5 10 

<210> 	55 
<211> 	31 
<212> 	PRT 
<213> 	artificial 

<220> 
<223> 	peptide 1-2 

<400> 	55 

Met Thr Pro Leu Ser Leu Ser Ser Ser Arg His Ser Phe Lys Gln Asn 
1 	 5 10 15 

Glu Thr Gln Asn met val ser Leu Lys Leu Gln Ala Arg Leu Ala 
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20 25 30 

<210> 	56 
<211> 	42 
<212> 	PRT 
<213> 	artificial 

<220> 
<223> 	peptide 12-13-14 

<400> 	56 

Leu Arg Arg Leu Leu Arg Lys Tyr Arg Ala Asp Lys Lys Ile Asp Arg 
1 	 5 10 15 

His Val Tyr Arg Asp Leu Tyr met Arg Ala Lys Gly Asn val Phe Arg 
20 25 30 

Asn Lys Arg Asn Leu val Glu His Ile His 
35 40 

<210> 	57 
<211> 	25 
<212> 	PRT 
<213> 	artificial 

<220> 
<223> 	peptide 23-24 

<400> 	57 

Ala Ala Pro Ala Thr Lys Ala Ala Ala Ala Ala Pro Ala Thr Lys Gly 
1 	 5 10 15 

Ala Ala Pro Val Lys Lys Ser Lys Lys 
20 25 
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