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SEQUENCE LISTING

<110> Laboratorios LETI SL
<120> wmolecule for treating an infiammatory disorder
<130> PB032062PCT

<150> EP 11165248.3
<151> 2011-05-09

<150> US 61/484,67
<151> 2011-05-09

<160> 57

<170> PatentIn version 3.3
<230> 1

«<211> 267

<212> PRT _

<213> Leishmania major
<400> 1

Met Thr Pro Leu ?er Leu Ser Ser Ser Agg His Ser Phe Lys Gin Asn
1 1 15

Glu Thr Gln gsn Met val Ser Leu égs Leu Gin Ala Arg Leu Ala ser
¢ : 30

ser ITe Lgu Gly Cys Gly Arg gga Arg val Trp Leu Asp Pro Asn Glu
25 4

Ala val Glu Ile Gin Asn Ala Asn Ser Arg Lys ser val Arg Lys Leu
50 55 60

Ile Lys Asp Gly Phe Ile ITe Arg Lys Pro val Lys val His Ser Arg
65 70 75 RO

ala Arg Tro Arg gys Met Lys Glu Ala ggs ASp Met Gly Arg His Asn
P} 95

Gly val Gly Arg Arg GTu Gly Ser Arg Glu Ala Arg Met Pro Ser Lys
100 105 110

Glu Leu Trp Met Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu Arg Lys
115 120 125

Tyr Arg Ala Asp Lys tys Ile Asp Arg His val Tyr Arg Asp Leu Tyr
130 135 140

Met Arg Ala Lys Gly Asn val Phe Arg Asn Lys Arg Asn Leu val Glu
145 150 155 160
Page 1



His

Giu

Ala

Arg

Ala

225

Lys

Gin

Al'g

Arrg

210

Lys

ala

PEC32062PCT-56_20150619-133515_Corrected Sequence Listing

His Lys Ile Lys Asn Glu Lys L

Leu Ala
180

Lys Gin
195
ASD ASD

Lys Ser

Ala Ala

165

Ala

Glu

Ala

ala

PTo

Ley

Lys His

Lys

Ala
215

Ala

Ala
230

Pro

Ala Thr

e

Lys

200

Ala

Ala

LYs

Arg

185

Arg

Ala

Ala

Ala

z

Asp

Giu

Glin

Lys

Ala

Gln

Giu

Lys

Lys

Ser

235

Ala

Asn

Arg
205

Lys

. Ala

Ala

ys Lys GlU Arg Gln
70

Ala

Pro

Pro

Lys

<210>
<210
<212>
<213>

<400> 2

2
804
DNA

Gily Ala Ala

245

Pro
260

val

Lys Lys

l.eishmania major

atgaccoote tetecetete ttectoecge

atggtgtctc
cgcgtgrgge
gtocgcaage
gcgcggtyge
cgcgagggta
attctgegec
cgcgacetgt
cacatccaca
gcgaagcacc
cgcgagaagg
aaggcggacy
aaggetgety
ccggtgaaga

tgaagcigea
tggaccccaa
tgatcaagga
gtaaaatgaa
gccgegagoc
gcctgetacy
acatgegege
agatcaagaa
tyCycgacya
agcgegageg
ccgcyaagaa
cccecgecac

agtcgaagaa

ggctogectt
cgaggcggtg
tggctrtcate
ggagycgaag
ccgeatgecy
caagtaccgc
gaagggtaac
tyagaagaag
0Cagaaccge
cgcgaggcge
gtcecgeegeg
gaaggceget

gtaa

250

Ser
265

LYS Lys

cacagttrta
gcgtcgagea
gagatccaga
atrccgcaage
gacatggggc
agcaaggagt
gcggacaaga
gtgttccgea
aaggagcgec
aacaaggcte
gacgacgctg
cetgeigega

gctgetgeec

rage

agcagaacga
tcotoggety
acgcgaactc
cggtgaaggt
gccacaacgg
tgtggatgcgy
agattgaccyg
acaagegcaa
agcrggegga
gcaagcaggya
ctgcegotge
agtccgeege

ccgecacgaa

2

Leu Ala
175

ASh LYS

Arg Ala
Ala

ASD

Ala
240

Ala

Ala Thr

255

aacgcagaac
cggceyegee
gcgcaagage
geactcgege
cgttaggcac
ccgectgege
ccacgrgtac
ccttgtyggag
gcagotegeg
gCtgaagaay
gcagaagaag
gcergecgeg

gggrgctycy

60
120
180
240
300
360
420
480
540
800
660
720
780
804



<210>
<211>
«212>
<213>

<220>
<223>

<400
cgggatceat gaccccreote ToCoctcto

<210
<211>
<21.2>
<213>

<220>
<223>

<400

cccaagettt tacttortog acttcottcac

<210>
<211>
<212>
<213>

<400>

3
28
DNA

PE032062PCT-S6_20150618-133515_Corrected Seguence

artificial

primer

3

4
30
DNA

artificial

primer

4

5
250
PRT

Leishmania braziliensis

5

Met val Ser Leu
1

cys

Gin

Phe

Lys

€5

ATG

Arg

Lys

Gly

Asn

Ile

50

Met

Glu

Arg

Lys

ATg

Ala

35

Ite

Lys

Gly

Leu

Ile
115

Ala

20

Asn

Arg

Glu

Sar

100

ASD

Lys
3
Arg
Sar
Lys
Ala
Aryg
85

Tie

Arg

Leu

va'

Arg

Pro

Lys

Glu

Leu

His

Gln

Trp

Lys

val

55

ASD

a1a

Arg

val

Ala
Lau
Ser
40

Lys
Met
Arg

Arg

Tyt
i20

Arg
ASD
25

va't
vai
Gly
Met
Let
105

Arg

Leu Ala ser
10

Pro Asn Glu

Arg LYS Leu

His Ser Arg
60

Arg His Ser
75

Pro ser Lys
50

Leuy Arg Lys

ASp Leu Tyr

Page 3

Ser

Ala

ije

45

Ala

Gly

Glu

Tyr

val
125

Ile

Met

30

Lys

Arg

val

Leu

APg

110

Arg

Leu

Glu

Asp

Trp

Gly

TrE

85

Ala

Ala

Gly

Gly

Arg

Arg

80

Met

ASp

Lys

¢
1.

1

5

-
("

3

ing

28

30



Gty Asn val

130

Ile
145

LyS Asn

Ala Lys

Glu Leu Lys

Ala
195

Ala Ala

Ala
210

Ala Pro

Ala val ser

225

Pro Ala val

<210>
<211>
<212»
<213>

<400> &
atggigtcte

&
753
DNA

cgogrgrage
gtgcgcaage
gcgeggtggc
cgcgagggta
attctgeygtc
cgegacetyt
cacatccaca
gcgaageacc
cgcgagaagg
aaggceggacg
gcgaaggcty

PE032062PCT-5G..20150619-133515_Corrected Sequence Listing

Phe Arg Asn

Glu Lys

LyS

135

Lys Glu

150

Gin Arg

LYS Arg
ala Ala
Ata Thr
val

Ser

Ala
245

Pro

tgaagctgea

tggaccocaa
tgatcéégga
gtaagatgaa
gocgegagyc
gecetgetygeg
acgtgcgege
agatcaagaa
agcgegacga
agcgcgageg
rtgcgaagaa

ctgctgtote

ASD

Giu

Glin

Lys

Arg

LYS

Glu GIn

Lys Glu

Lys Lys

200

Ala Ala

215
Ala Ala

Lys Ser

Leishmania braziliensis

ggcrcgecte
cgaggegaty
tggctteate
ggaggcgaag
ccgeatgecy
caagtaccge
gaagogtaac
cgagaagaay
gragcaccge
cgcygaggrgce
gtctgergec

cgtctcgagg

Arg

His

Ala

Lys

Gin Leu

155

Arg Asn

GTu Arg
Ala Asp
va'l

ser

val
235

Ala

Lys
250

gcygtegagca
gagatccaga
attcgraage
gacatgoggc
agcaaggage
gcggacaaga
gtgttcegea
aaggagegoc
aacaaggctc
gacgacgcty
cctgctacga

gctgotocty

140

Ala Glu GIn

tys Ala Arg

Ala

Arg

Ala
205

val

Ala ala

220

Lys

Ala Pro Ala

TCCLCyycty
acgcaaactc
cggtgaaggt
gccacagoegg
tgtygatycy
agatcgaccy
acaagcgcaa
agctogegga
gcaagcagga
ctgcrgetge
aggcetgerge
crgtggetec

Page 4

Lys Arg Asn Leu Met Glu His Ile His Lys

Ala
160

l.eu

Gin

ASD ASD

Lys Ser

ala Ala

Ala Lys
240

cggeegegee
gcgcaagage
gcactegege
cgttggecyg
ccacctgoge
ccacgtgtac
certatggag
gcagettycg
gctgaagaag
gcagaagaag
tgrerecyec

cgetgegaag

60
120
180
240
300
360
420
480
540
600
660
720



cetgetgtge cggegaagaa gtcgaagaag taa

<210
<211>
<212>
<213>

<400>

1

Cys
Gin
Phe
Lys
Arg
Arg
LyS
Gly
.I?e
145
Ala

Glu

Ala

Gly
Asn
Ile
50

Met

Glu

Arg’

Lys

Asn

130

Lys

Lys

Leu

Ala

7
271
PRT

PEO32062PCT-56.20150619-133515 Corrected Sequence Listing

Leishmania braziiiensis

7

Arg
Ala
35

Ile
Lys
Gly
Leuy
Ile
115
val
AsSnh
His
Lys

ala
165

Ala

20

Asn

Arg

Glu

Ser

100

ASp

Phe

Glu

Glin

LYsS

180

Ala

APQ

ser

Lys

Ala

Arg

&5

Ile

Arg

Arg

Lys

Arg

Arg

Ala

val

Arg

Pro

Lys

70

Glu

Leu

His

ASn

Giu

Gin

Met val Ser Leu Lys Leu Gin
5

TR

Lys

vai

55

ASD

Ala

Arg

val

Lvs

Lys

Glu

LYyS

Lys

Ala

Ley

Ser

40

Lys

Met

Arg

Arg

Tyr

120

Arg

Ghu

Gin

Glu

Lys
200

Arg

ASD
25

va'l

vat

Gly

Met

Leu

105

Arg

Asn

Arg

His

Leu

10

Pro

Arg

His

Arg

Pro

90

Ley

ASD

L.eu

Gn

Ala

Ala

Asn

His

75

S5er

Arg

Leu

MetT

Leu

155

Asn

Arg

ASD

Page

Ser

Glu

Lau

Arg

60

Ser

Lys

Lys

Tyr

Giu

146

Ala

LySs

Ala

val

5

Ser

Ala

Ile

435

Ala

Gy

Glu

Tyr

val

125

His

Glu

Ala

Arg

Ala
205

Ile

Met

30

Lys

Arg

val

Leu

Arg

110

Arg

Ile

Gin

ATQ

Arg

Lys

Leu

15

Glu

Asp

Trp

Gly

Trp

25

Ala

Ala

His

Leu

Lys

175

ASp

Lys

Gly

Ile

Gly

Arg

Arg

BO

Met

ASD

Lys

Lys

Ala

160

Glhn

ASp

Seyr

753



210

ala val ser Ala Ala Lys Ala Ala ala val

225

Ala Ala val aAla pro Ala Ala Lys Pro ala

 PBO32062PCT-5G6_20150619-133515 Corrected Seguence Listing
Ata ata Pro Ala Thr Lys Ala Ala ala val ser Ala ala Lys Ala ala

215

230

245

Ser
235

val
250

Ala pro ala Ala Lys Gly ala val Pro Ala Lys
260

<210>
<Z211>
<Z12>
<213>

<400> 8
atggtgtete

8
816
DA

cgegtgtgac
gtgcgcaage
gcgeggtgge
cgcgagagta
attctgegte
cgegacctyt
cacatccaca
gcgaagcacce
cgcgagaagy
aaggeggacyg
gcgaaggetyg
gcrgeigtog
aaggatgctg
<210= 9

<211> 176
<212> PRT
<Z13>
<400> O

tgaagctgca
tggaccccaa
tgatcaagga
gtaagatgaa
geegegagge
gcctgotgeg
acgTgegeyc
agatcaagaa
agcgcgacga
agcgcgagey
ttgcgaagaa
ctgctgtcte
crceegetge

tgcoggegaa

Leishmania braziliensis

ggctegectce
cgaggcgaty
tggetteatc
ggagglgaay
ccgcaﬁggcg
caagtaccge
gaagggtaac
cgagaagaay
gcagcaccgce
cgcyaggcge
gtctgctyec
cgcegegaag
gaagcctget

gaagrcgaag

Leishmania braziliensis

265

gcgtcgagea
gagatccaga
attcgtaage
gacatgggge
agcaagugagce
gcggacaaga
gtgtrcegea
aaggagegyc
aacaaggctc
gacgacgety
cctgetacga
gctgctgetg
gtgccggega

aagtaa

220

val Ser arg Ala Ala

240

Pro Ata Lys Ala Ala

255

Lys Ser Lys Lys
270

tcctoggetg
acgcaaactc
cogtgaaggt
gccacagegy
tgtggatgcy
agatcgaccg
acaagcgcas
agctogegga
gcaagcagga
ctgetgetge
aggctoctyc
reteogtete

aggergeggce

cggeegegoe
gcgcaagage
gcactegege
cgrtggccgy

ccgectgege

ccacgtgtac
ccttatggag
gcagettgeg
gctgaagaag
gcagaagaag
tgtcteagec
gagggetget
gectgetgeg

Met Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu Arg Lys Tyr Arg Ala
1 5 10 15

AsSp Lys Lys Ile Asp Arg His val Tyr Arg Asp Leu Tyr val Arg Ala

Page

6

60
120
180
240
300

- 360

420
480
540
600
660
720
780
816



2(:§:'€5632(}62PCT—SG_"ZOZ%.S()5519—.’L3353.5_C0r‘r*e:cted Sequence Listing
30

Gly His Ile His

Glin Leu

Arg LYS

Arg Asp
95

Lys Lys

Lvs Ala

Arg Ala

Lys Ala
160

Lys Lys
175

caagaagatc
cogcaacaag
gcggeagaty
ggctegeaag
cgergetget
tacgaaggct
tgctgtetee

ggcgaaggct

Lys Gly Asn val Phe Arg Asn Lys Arg Asn Leu Met
35 40 45
Lys Ile Lys Asn Glu Lys Lys Lys Glu Arg Gin Leu Ala Glu
50 55 60
ala Ala Lys His GIn Arg Asp Glu Gln His Arg Asn Lys Ala
65 70 75
Gln Glu Leu Lys Lgs Arg Glu Lys Glu ggg Glu Arg Ala Arg
g

asp Ala Ala ala aAla ala GIn Lys Lys Lys ala Asp val Ala

100 105 110
ser Ala Ala Pro Ala Thr Lys Ala Ala Ala val ser ala Ala

115 120 125
Ala ala val ser Ala alaz Lys Ala ala Ala val ser val ser
130 135 40
Ala ala Ala val Ala Pro Ala aAla Lys Pro Ala val Pro Ala
145 150 155
Ala Ala Pro Ala Ala Lys Gty Ala val Pro Ala Lys Lys Ser
165 170

<210> 10
<211> 531
«212> DNA i _
<213> Leishmania braziliensis
<400> 10
atgegecgee tgogcattct gegtcgectg ctygcgcaagt accgegegga
gaccgccacg tgtaccgoga cctgtacgty cycgcygaagy gtaacgtgtt
cgeaacctta tggagcacat ccacaagatc aagaacgaga agaagaagga
gcggageage ttgeggegaa goaccagegl gacgagcage accgoaacaa
caggagctya agaagcgoga gaaggageogc gagegegoga ggogogacga
gctgegcaga agaagaagge ggacytigcy aagaagictyg Ctgococtyc
gctgotgtct ccgecgcgaa ggotgciget ghtctcCgecy cyaaggotge
gtctcgagyg CTtgctgeryc tgtggeroce gotgegaage Ctgorgiyee
gcggecgecty ctgcgaaggyg tgctgtgecy gogaagaagt cgaagaagta a

Page

7

60
120
180
240
300
360
420
480
531



P6032062PCT~56_20150619-133515_Corrected Seguence Listing

<210> 11

211> 245

<212> PRT

<213> Leishmania infantum
<400> 11 '

Met val Ser Leu Lys Leu GIn Ala Arg Leu Ala Ser Ser Ile Leu Gly
1 5 10 15

Cys Gly Arg Ala Arg val Trp Leu Agp Pro Ash Glu Ata ¥a1 Glu 1e
20 2 0

G1ln Asnh Ala Asn Ser arg Lys Ser val Arg Lys Leu Ile Lys Asp Gly
35 40 45

phe Ile Ite Arg Lys Pro V?] Lys val His ser grg Ala Arg Trp Arg
50 5 0

Lys Met Lys Glu Ala Lys Asp Met Gly Arg His Asn Gly val Gly Arg

Arg Glu Gly Ser Arg Glu Ala Arg Met Pro Ser Lys Glu Leu Trp Met
85 90 . 95

Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu Arg Lys Tyr Arg Ala Asp
100 105 110

Lys Lys I'le asp Arg His val Tyr Arg Asp Leu Tyr val Arg Ala Lys
115 120 125

Gly Asn val Phe Arg Asn Lys Arg Asn Leu val Glu His Iie His Lys
130 135 140

Ile Lys Asn Glu Lys Lys Lys Glu Arg GIn Leu Ala Glu Gln Leu Ala
145 150 155 160

Ala Lys His Leu Arg Asp Glu Gin Asn Arg Asn Lys Ala Arg Lys Gin
165 176 i75

Glu Leu Arg Lys Arg Glu Lys Glu Arg Glu Arg Ala Arg Arg Asp Asp
180 185 190

Ala Ala ala Ala Ala GIn Lys Lys Lys ala asp Ala Ala Lys Lys Ser
195 200 205

ala Ala pro ala ala Lys Ser ala Ala Pro Ala ala Lys Ser ala ala
210 215 220

Page B



pro Ala Ala Lvs va

225

PE(3Z2062PCT-56_20150619-133515 Corrected Sequence Listing

Lys Lys Ser Lys Lys

<210>
<Z211>
<212>
<213>

400> 12
atggtgrctc

12
738
DNA

cgegtgrage
gtgcgcaagce
gcocggtgge
cgcgagggta
attctgegec
cgagaccitygt
cacatccaca
gcgaagcace
cgcgagaagg
aaggcggacg
aagtcrgeeg

aagaagtcge

<210
211>
<212>
<213>

<400>

13
238
PRT

13

i

245

tgaagctgca
tggaccccaa
tgatcaagga
gtaaaatgaa
gecgogagys
gecctyctgeg
acgrgegege
agatcaagaa
tgegegacga
agcgegagey
ccgegaagaa
cgoetgeege

agaagtaa

1 Ata
230

Leishmania infantum

ggetegectt
cgaggeggty
tggcrtcatc
ggaggcgaag
ccgeatgecy
caagtaccye
gaagggtaat
tgagaagaag
gcagaaccgc
cgcgaggege
gretgccycy

gaaggttyst

Leishmania infantum

Cys Gly arg Ala Arg val Trp Lsau
20

235

gcgtcgagea
gagatccaga
atccgcaage
Gacatyggoc
agcaaggagt
gcggacaaga
gtgttcegea
aaggageyec
aacaaggerc
gacgacgctyg
cctgcocgega

geocoogeea

Met val Ser Leu Lys Leu &in Ala Arg igu Ala
5

Asph Pro Asn
Z5

Gin Asn Aga Asn Ser Arg Lys zgr val Arg Lys
3

rhe Ile I7e Arg LYs Pro ga? Lys val His ser
50 5

Page

TCCtegycty
acgegaactc
cggtgaagot
gCcacaacyy
tgtyggatgcy
agatcgaccg
acaagcgcaa
agctggcgga
gcaagcagga
crgeegetge
agrctgeege
cgaagggtyc

Ala Pro Ala Thr Lys Gly ala Ala pro val

240

cggecgegec
gcgcaagage
gcactcgege
[eymalsTslololsla
cegectgeyc
ccacgtgrac
ccttgtggag
gcagettgey
gctgaggaag
gcagaagaag
geetgecgeg
tgcgecgyty

Ser Ser Ile Leu Gly
15

Glu Ala val Glu 1le

30

teu ITe Lys Asp Gly
45

Arg Ala Arg Trp Arg
60

9

50
120
180
240
300
360
420
480
540
600
660
720
738



Lys Met

Arg Glu
Arg Arg
Lys Lys

ASn
130

Gly

Ie
145

Lys
Ala Lys
Glu lLeu
Ala

ala

Ala
210

Ala

Pro
225

<210>
<211>
<Z12>
<213>

<400

14
717
DA

14

Lys

Gly

Leu

AEN

His

Arg

Ala

195

Pro

Ala Thr

PEO32062PCT~5G_20150618-133515_Corrected Seguence Listing

Glu ala Lys Asp Met Gly Arg His Asn Gly val Gly Arg
70 75 80

ser

100

ASp

phe

Glu

Leu

Ala

Lys

Arg

85

ile

Arg

Arg

Lys

Arg

Arg

ala

Ala

Gly

Giu

Leu

His

Asn

Lys

150G

ASD

Glu

Gln

Lys

Ala
230

ala

Arg

val

Lys

135

Lys

Giu

Lys

Lys

Ser

215

Ala

Lteishmania infantum

Arg

Arg

Tyr

120

APg

Glu

GlIn

Gliu

Lys

200

Ala

Pro

Met

Leu

105

AST

Arg

Ash

LYs

Ala

va'

Pro

90

Lau

ASD

Leu

Gin

Ala

Pro

Lys

ser

Alg

Ley

val

Leu

155

Asn

Arg

Asp

Ala

Lys
Lys
Tyr
Gy
140
ala
LyS
Ala
A1a
ala

220

ser

Glu

TYr

val

125

His

Glu

Ala

Lys

Leu

Arg

Ile

Gin

Arg

190

Lys

val

LYS

atggtgtcre tgaagotgca goctogoctt

cgcgtgrgge
gtgcgcaage
grgeogtage
cgcgagggta
attctgegec

TGGACCCCaa
tgatcaagga
ytazaatgaa
gccgegagge
geCtyctocy

cgaggcagtg
tggettcate
ggaggcgaag

cegeatgocy

caagtaccgc

gcgtegagea
gagatccaga
atccgeaage
gacatgagac
agcaaggagt

gcggacaaga

teetoggcty
acgegaactc
cggtgaaggt
gccacaacyg
tgtggatgcg

agatcgaccg

rPage 10

Tro Met

95

Ala Asp

Ala Lys
Hig

Lys

Ala
160

L.eu

Gln

ASp Asp

Lys ser

Ala

cggeegegee
gegcaagage
gcactecgege
cgttggeoge
ccgectgege

ccacgtgtac

60
120
180
240
300
360



cgagacctgr
cacatccaca
gcgaagceace
cgcgagaagy
aaggcggacy
aaggttgcety

«<210>
<211>
<212
<213>

<400>

Met va'l ser Leu

1

Cys

Gin

Phe

Lys

65

Arg

Arg

Lys

Gly

Ile

145

Ala

Gly

ASN

Iie

50

met

Glu

Arg

Lys

Ash

130

Lys

LyS

i5
247
PRT

POU32062PCT-5G_20150619-133515 _Corrected Seguence Listing

acgtgegege
agatcaagaa
tgcgegacga
agcgcgageg
ccgegaagaa

cececegecac

gaagggtaat
tgagaagaag
gcagaaccge
cgcgaggege
gretgcegeg
gaagggtact

gtgrtcegea
aaggagegec
aacaaggctc
gacgacgcty
cctgecgega

gcgecggtga

acaagcgcaa cctigtggag
agerggcgga goagettycy
gcaagcagga getgaggaag
ctgcegctge geagaagaag
agtctgeege goctgocgeg

agaagtcgaa gaagraa

Leishmania mexicana

15

ATY

Ala

35

Tle

Lys

Gly

Leu

Iie

115

val

Asn

His

Le

Ala
20

Arg va

Asn ser Ar

Arg Lys pr

Glu Ala

Ly
70

ser Arg G1

85

Arg Ile

100

Asp Arg Hi

phe Arg As

Glu Lys Ly

15

Leu Arg As

165

Leu

u Gin

T Trp

g Lys

o val

35

S ASp

U Ala

Ar'g

s val

n Lys

s Lys

o

p Glu

Ala

Leu

Ser

445

Lys

Met

Arg

Arg

Tyr

120

Ary

Ala

Glin

Arg

ASD

25

val

val

Gly

MetT

Leu

105

Arg

AsSn

ATg

Asn.

Leu Ala Ile

16

Ser Ser Leu

15

Ser

Pro Asn Giu Ala Met Glu

30

Ile
45

Arg Lys Leu Lys Asp Gly

His Ser %rg Ala Arg Trp Arg
0

Arg ?és_Asn Gly val Gly Arg

&0

Pro Glu

a0

Ser Lys Leu Trp Met

95

teu Arg Lys Tyr Arg Ala Asp

ASD Met Ala

125

Leu Tyr Arg Lys

Glu Ile His

140

Leu va'l Tyr Lys

Gin Ala Gu Ala

160

Leu Gin

153

Leuw

Arg. Asn Lys Ala Arg Gln
170
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P6032062PCT—SGw2015061%}%3351SWCorrected sequence Listing
5 15

cys Gly Arg Ala Arg val Trp Leu %ép Pro Asn Glu Ala Mer Glu Ife
20

GIn Asn Ala Asn Ser Arg Lys igr val Arg Lys Leu Ige Lvs AsSp Gly
35 4

phe Ile Ile Arg Lys Pro gg? Lys val His ser Agg Ala Arg Trp Arg
50 6

Lys Met Lys Glu Ala Lys Asp Met Gly Arg His Asn Gly val Gly Arg
65 70 75 80

arg Glu Gly ser ggg GTu Ala Arg Mer ggo ser Lys Glu Leu Trp Met
o5

Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu Arg Lys Tyr Arg Ala Asp
100 105 110

Lys Lys Ile Asvarg His val Tyr Arg Asp Leu Tyr Met Arg Ala Lys
115 120 125

Gty Asn val Phe Arg Asn Lys Arg Asn teu val Glu Tyr Ile His Lys
130 135 140

Ile Lys Asn Glu Lys Lys Lys Ala Arg Gln Leu Ala Glu GIn Leu Ala
145 150 155 160

Ala Lys His Leu Arg Asp Glu GIn Asn Arg Asn Lys Ala Arg Lys Gin

Glu Leu Arg Lys Arg Glu Lys Giu Arg Glu Arg Ala Lys Arg Asp Asp
18¢ 185 190

ala Ala ala Ala Ala Gin Lys Lys Lys Ala Asp Ala Ala Lys Lys Ser
195 200 205

Ala ala pro ala Ala Lys ser ala Ala Pro Ala Ala tys Ala Ala ala
210 215 220

pro val ala Lys Ala Ala Ala ala ala Pro Ala Ala Lys Gly ala Ala
225 230 235 240

Pro vVal Lys Lys Ser Lys Lys
245
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PBO3206ZPCT-5G6.20150619-133515_Corrected Sequence Listing

tgagaagaag

Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu Arg
100 105
Lys Lys ITe Asp Arg His val Tyr Arg Asp Leu
115 120
gly asn val phe Arg Asn Lys Arg Asn Leu val
130 135
Ile Lys Asn Glu Lys Lys Lys Glu Arg Gln teu
145 - 150 155
Ala Lys His Leu Arg Asp Glu GIn Asn Arg Asn
165 170
Glu Leu Arg Lys Arg Glu Lys Glu Arg Giu Arg
180 185
Ala Ala ala ala aAla Gln Lys Lys Lys Alla Asp
195 200
ala ala ser Ala Ala Lys Ser aAla Ala Pro Ala
210 215
pro Ala Ala tys val Ala Ala Pro ala Thr Lys
225 230 . 235
Lys LYS Ser Lys Lys
245
<Z30> 20
<213> 738
<212> DNA
<213> Letshmania donovani
<400> 20
atggtytcic tgaagotgla ggctcgectt gogtegagea
cgcgrgtoge tggaccoeaa cyaggeoogty gagatccaga
gtgcgcaage tgatcaagga tggoticatec atccgcaage
gcgeggtgge gtaaaatgaa ggagygcgaag gacatgggge
cgcgagggta gocgegaggc ccgeatgecy ageaaggagt
attotgeges goctgotoog caagtaccge goggacaaga
cgagacctgt acgtgcgcye gaagggtaat gtgrttcogea
cacatccaca agatcaagaa aaggagegec

LYS Tyr Arg
110

val
125

Tyl Arg

Glu His Tle

140

Ala Glu

tys Ala
Ala

Arg

Ala
205

ala Lys

Ala
220

Lys ser

Giy Ala

tcetoggetg
atgcgaactc
cggtgaaggt
gccacaacyy
tgtogatgcy
agatcgaccg
acaagcgcaa

agctggcaga

pPage 15

Ala Asp
Ala Lys
His

LYS

Ala
160

Ley

Lys Gin
175

ASD ASD

Lys Ser
Ala

Ala

val
240

Pro

cggcegegee
gcgcaagage
geactegege
cgrtgoccec
cocgectygege
ccacgtrgtac
cctgtygag

gcagcttgcg

60
120
180
240
300
360
420
480
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PEO3Z062PCT-5G_20150619-133515_Corrected Sequence Listing
180 185 190

Ala Ala Ala Ala Ala Ala Ala Lys GIn Lys Ala Ala Ala Lys Lys Ala
195 200 205

Ala Ala Pro Ser Gly Lys Lys Ser ala Lys Ala Ala Thr Ala Pro Ala
210 215 220

tys Ala Ala ala ala pro Ala Lys Ala Ala Ala Ala Pro Ala Lys Ala
225 230 235 240

sla Ala Ala pro ala Lys ala Ala Ala Ala Pro Ala Lys ala Ala ala
245 250 255

ala Pro Ala Lys ala Ala Thr Ala Pro ala Lys Ala Ala Ala Ala Pro
260 265 270

ala Lys Ala ala Thr ala Pro ala Lys Ala Ala ala Ala Pro Ala Lys
- 275 280 285

Ala Ala Ala Ala Pro Ala Lys Ala Ala Thr Ala Pro Ala Lys aAla Ala
290 285 - 300

ala ala Pro Ala Lys Ala Ala Thr Ala Pro Ala Lys Ala Ala Ala Ala
305 310 315 320

pro ala Lys Ala Ala Thr ala Pro ala Lys Ala Ala Ala Ala Pro Ala
325 ‘ 330 335

Lys ala Ala ala Ala Pro Ala Lys Ala Ala Thr Ala pro Ala Lys Ala
340 345 350

ala Thr ala Pro Ala Lys aAla Ala Thr Ala pro val Gly Lys Lys Ala
355 360 365

Gly Gly Lys Lys
370

<210> 22

<21d> 1119

<Z212> DNA

<233> Trypanosoma cruzi

<A00» 22
atggtgtcgc tgaagotgoa ggetegttty goggcggaca ttotcegety cggtegeeac 80

cgtgtgtogge tggatcctaa tgaggeoctct gagatticca atgeaaactc gegcaagage 120
gtgcgcaagt tgatcaagga tggtctgatt attcgcaage ctgitcaaggt geactegege 180
page 17
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PE032062PCT-56_20150619-133515_Corrected Seguence Listing

Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu Arg Lys Tyr Arg Glu Glu
100 105 110

Lys Lys Ile Asp Arg His Ile Tyr Arg Glu Leu Tyr val Lys Ala Lys
115 120 125

Gly Asn val Phe Arg Asn Lys Arg Asn Leu Met Glu His Ile His Lys
130 ' 135 140

val Lys Asn Glu Lys Lys Lys Glu Arg Gin Leu ala Glu Gin Leu Ala
145 150 155 160

Ala Lys Arg Leu Lys Asp Glu GIn His Arg His Lys Ala Arg Lys €ln

Glu Leu Arg Lys Arg Glu Lys Asp Arg Glu Arg Ala Arg Arg Giu ASp
180 185 190

Aia Ala Ala Ala Ala Ala ala Lys Gin Lys Ala Ala Ala Lys Lys Ala
195 200 203

Ala Ala Pro Ser Gly Lys Lys Ser Ala Lys Ala Ala Ala Pro Ala Lys
210 215 220

Ala Ala Ala Ala Pro Ala tys Ala Ala Ala Pro pro Ala Lys Thr Ala
225 230 235 240

Ala ala Pro Ala Lys Ala Ala Ala Pro Ala Lys Ala Ala Ala Pro Pro
245 250 255

ala Lys ala aAla Ala Pro Pro aAla Lys Thr Ala Ala Pro Pro Ala Lys
260 265 270

Thr Ala Ala Pro Pro Ala Lys Ala Ala Ala Pro Pro Ala Lys Ala Ala
275 280 285

Ala Pro Pro ala Lys Ala ala aAla pro Pro Ala Lys Ala Ala Ala Ala
290 295 300

ala Ala Pro Pro Ala
320

pro ala Lys Ala Ala Ala ala Pro Ala Lys
305 310

(IS 3y o

],_1 —
[S2F 0]

Lys ala Ata ala Pro Pro Ala Lys Ala Ala Ala Pro Pro Ala Lys ala
325 330 335

ala Ala Pro pro Ala Lys Ala Ala Ala Ala Pro val Gly Lys Lys Ala
340 345 350
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P6032062PCT-5G_20150619-133515_Corrected Sequence Listing
Ser Asn %ga ASN Ser Arg Lys Sgr val Arg Lys Leu ﬁ?e Lvs Asp Gly
4 5

teu Ile Tle Arg Lys Pro ga? Lys val His ser ggg ser Arg Trp Arg
50 5

Mis met Lys Glu Ala Lys Ser Met Gly Arg His Glu Gly Ala Gly Arg
65 70 75 80

Arg Glu Gly Thr Arg Glu Ala Arg Met SSG ser Lys Glu Leu Trp Met
85 a5

Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu Arg Lys Tyr Arg Glu Glu
100 105 110

Lys Lys Ile Asp Arg His Ile Tyr Arg Giu Leu Tyr val Lys Ala Lys
115 120 125

Gly Asn val Phe Arg Asn Lys Arg Ash Leu Met Glu His Ile His Lys
130 135 140

val Lys Asn Glu Lys Lys Lys Glu Arg Gin Leu Ala Glu Gin Leu Ala
145 150 155 160

Ala Lys Arg Leu Lys Asp Glu G1n His Arg His Lys Ala Arg Lys Gln
165 170 175

Glu Leu Arg Lys Arg Glu tys Asp Arg Glu Arg Ala Arg Arg Glu Asp

ala Ala ata Ala Ala ala Ala Lys GIn Lys Ala Ala Ala Lys Lys Ala
195 200 205

aAla ala pro ser Gly Lys Lys Ser aAla tys Ala Ala Ile Ala Pro Ala
210 215 220

Lys ala Ala ala ala Pro ala Lys Ala Ala Ala ala Pro Alz Lys Ala
225 230 235 2490

sla Ala Ala pro ala Lys ala ala ala Ala pro Ala Lys Ala Ala ala
245 250 255

ala Pro Ala Lys Ala Ala Thr Ala Pro Ala Lys Ala Ala Ala Ala Pro
260 265 270

ala Lys Thr ala Ala Ala Pro ala Lys Ala Ala Ala Pro Ala Lys Ala
275 280 285
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PBO3Z062PCT-5G6_20150619~-133515_Corrected Sequence Listing
<212> PRT _
<213> Trypahosoma Cruzl
<400> 27
met val Ser Leu Lys Leu GIn Ala Arg Leu Ala Ala Asp Ile Leu Arg
1 5 10 15

cys Gly Arg #is Arg val Trp Leu Asp Pro Asn Giu Ala Ser Giu Ile
20 25 30

ser Asn Ala Asn Ser Arg Lys Ser val Arg Lys Leu Ile Lys Asp Gly
35 40 : 45

tey Ife Ie Arg Lys Pro v§1 Lys val His Ser grg Ser Arg Trp Arg
50 5 b

His Met Lys Glu Ala Lys Ser Met Gly Arg His Glu Gly Ala Gly Arg
5

Arg Giu GTy Thr Arg Glu Ala Arg Met Pro Ser Lys Glu Leu Trp Met
85 50 a5

Arg Arg Leu Arg Ile Leu Arg Arg Leu Leu Arg Lys Tyr Arg Glu Glu
100 105 110

Lys Lys Ile Asp Arg His Ile Tyr Arg Glu Leu Tyr val tys Ala Lys
115 120 - 125

Gly Asn val Phe Arg Asn Lys Arg Asn Leu Met Glu His Iie His Lys
130 135 140

val Lys Asn Glu Lys Lys Lys Glu Arg GIn Leu Ala Giu GIn Leu Ala
145 150 155 160

Ala Lys Arg Leu Lys Asp Glu Gln His Arg His Lys Ala Arg Lys Gln
1

Glu Leu Arg Lys Arg Glu Lys Asp Arg Glu Arg Ala Arg Arg Glu Asp
180 185 190

ala Ala ala Ala Ala Ala Ala Lys Gin Lys Ala ala Ala Lys Lys Ala
125 200 205

pla ala Pro ser Gly Lys Lys Ser Ala Lys aAla Ala Ala Pro Ala Lys
210 215 220

ala Ala Ala ala Pro Ala Lys Thr Ala Ala Pro Pro Ala Lys Ala Ala
225 230 235 240G
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P6032062PCT~5G_20150619-133515_Corrected Seguence tisting

ala pro Pro Ala Lys Ala Ala Ala pro Pro Ala Lys ala Ala Ala Pro
' 245 250 255
pro Ala Lys Ala Ala Aia Pro Pro Ala Lys Ala sla Ala Pro pPro aAla
260 265 270
tys ala Ala Ala Pro Pro Ala Lys Ala Ala Ala Pro Pro Ala Lys Ala
275 280 285
Ala ala Pro Pro ala Lys Ala Ala Ala Ala Pro Ala Lys Thr ala Ala
250 295 300
pro pro Ala Lys Ala Ala ala Ala pro ala Lys Thr ala ala pro Pro
305 310 315 320
Ala Lys Thr aAla Ala Pro Pro ala Lys Ala ala Thr pPro Pro Ala Lys
325 330 335
Ala Ala Ala Pro Pro Ala Lys ala Ala ala Ala pro val Gly Lys Lys
: 340 345 350
Ala Gly Gly Lys Lys
355
<210> 28
<211> 1074
<212» DNA )
<Z213> Trypanosoma <ruzi
<400> 28
atggtgtcge tgaagctgca goctcgttig geggeggaca ttcetocgoty cggtoegecac
cgtgtgtygc tggaccctaa tgaggectct gagatttcca atgcaaactc gogcaagage
gtgcgcaagt tgatcaagga tggtctgatt aticgcaage ctgtcaaggt geactcgoge
tccegotyge gccacatgaa ggaggcgaag ageatgggocc gocacgaggy cgctgggcgc
cgcgagggta cccgcgaage ccgcatgccy agcaaggage tgtggatgoy ccgtotycgo
attctcCgoe gectygctocy Caagtaccge gaggapaaga agattgaccyg ccacatttac
cgcgagctgt acgtgaaggc gaaggggaac gtgtitcgca acaagegtaa cctcatggag
cacatccasa aggtgaagas Cyagaagadg aagoaaaggc agetgyctga gcagotogly
gcgaagcgcC Tgaaggatga gcagraccgt Cacaaggocc gcaagcagga gotgcgtaag
cgcgagaagy accgegageg tgogogtoge gaagatgetg cocgotgcoge cyccgogaag
cagaaagCtg ctgogaagaa ggecgotgct ccototggea agaagtccge gaaggotget
gcacctgcca aggetgetgl tgcacccgog aagaccgetg ctocacccge gaaggeoget
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60
120
180
240
3060
360
420
480
540
600
660
720



getecaccey

gctgerccac

gotgetygcte

aagaccgety

gcgaagaccg

ccecgcgaagg

<210>
<231>
<212>
<213>

<400>

29
260
PRT

PBO32062PCT-5G_20150619-133515_Corrected Sequence Listing

Trypanosoma brucei

29

Met val Ser Leuy

1
Cys
Arg
Lay
Gin
65
Arg
Arg
Lys
Gly
val

145

Ala

cly

Asn

val

50

Met

Glu

Arg

Lys

Asn

130

Lys

LYS

Alg

Lys

Gty

Leu

Asn

ATg

Gly

20

ASn

Arg

Lau

Thr

Arg

100

ASD

rhe

Glu

Leu

Lys Leu Gln
5

Arg

saer

Lys

Ala

Arg

85

Ile

Arg

Arg

Lys

val

N

Pro

Lys

Glu

Lau

His

Asnh

Lys

ASD

Trp

Lys

val

55

sSer

&la

ATyg

Ile

Lys

Glu

Ala

Leu

Ser

40

Lys

Met

Alrg

Arg

Tyr

120

Arg

Ala

GlIn

Arg

ASD

25

val

val

Let

105

Arg

Asn

Arg

Asn

Leu

10

Pro

Arg

His

Arg

Pro

Q0

Leuy

Glu

Leu

Gin

Arg
170

cgaaggotygc tglrecacce gogaagoctg
CCgcgaagge toetyctcca CCCyCyaayg
cacccgcgaa ggctygctget ccaccogega
CTCCacccyec gaaggetygct gotgracceg
ctgctecace cgcgaaggec gotactecac

ctgetgetge tecegttuga aagaaggetg

Ala

AsSn

Lys

Ser

His

75

Arg

Leu

Metl

Leu

155

Arg

crgetecace

ctgctgetece

aggetoctge

Ccgaagaccygce

ccgegangyc

gtggcaagaa

Ala

Glu

Leu

Arg

60

Glu

Lys

Lys

Tyr

Glu

140

Ala

LyS

page 25

ASD
Ala
Ile
45

Ser
Gly
ASD
Tyr
Met
125

His

Glu

Ite

val

30

Lvs

Arg

Thr

Leu

110

Lys

Ite

Gin

Arg

tgcgaagyct
acccgegaag
tgcaccegey
tgerccacee

tgctgetcca

gtga

Leu Arg
15

Giu Iie

Asp Gly

Trp Arg

Gly Arg
80

Trp Met
95

Glu Glu

Ala Lys

His Lys

Leu Ala

160

Lys Gln
175

780
840
800
960
1620
1074
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P6032062PCT-56_20150619-133515_Corrected Sequence Listing
<212 PRT
<213> artificial

<2 20>
<223> peptide 1

<400>= 31

Met Thr pro Leu §ar Leu ser ser ser Arg His Ser pPhe Lys GIn Asn
1 10 15

Glu Thr ¢1n Asn
20

<210> 32

<213> 20

<212> PRT

<213> artificial

<220>
<223> peptide 2

<400> 32

ier Phe Lys GIn Asn Glu Thr Gin Asn ggt val Ser Leu Lys teu Gln
5 i5

Ala Arg Leu Ala
20

<210> 33

<Z213i> 20

<212> PRT

<213> artificial

<220> ‘
<223> peptide 3

<400> 33

Ser Leu Lys Leu Gln Ala Arg Leu Ala Ser ser Ile Leuy Gly Cys Gly
1 5 10 15

Arg Ala Arg val
20

<210> 34

<211> 20

<212> PRT

<213> artificial

<220 .
<Z23> peptide 4

<400> 34

IfTe Leu Gly Cys Gly Arg Ala Arg val Trp Leu Asp Pro Asn Glu Ala
Page 27



val Glu Ile Glin

20
<210> 35
<21l> 20
<212 PRT
<213> artificial
<220
<223> peptide 5
<400> 35

Asp Pro Asn Glu Ala val Glu Ile Gln Asn Ala Asn Ser Arg Lys Ser
1 5 10 15

val Arg Lys Leu
20

«<Z10> 36

<Z21l> 20

<212> PRT

<213> artificial

<220>
<223> peptide 6

<400> 36

Asn Ser Arg Lys Sar val Arg Lys Leu Xle Lys asp Gly Phe.Iie Ile
1 5 10 L5
Arg Lys Pro val

20

o
<21b= 37 -
<21i> 20
<212> PRT
<213> artificial

<220 .
<223> peptide 7

<400> 37

asp Gly Phe Ile Ile Arg Lys Pro val Lys val His Ser Arg Ala Arg
1 5 10 15
Trp Arg Lys Met

20

<210> 38
<211> 20
Page 28
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PE032062PCT-SG_20150618-133515 _Corrected Sequence Listing

<212> PRT
<?2313> artificial
<220>

<223> peptide 8
<400> 38

His Ser Arg Ala Arg Trp Arg Lys Met Lys Glu Ala Lys Asp Met Gly
1. 5 10 15

Arg His Asn Gly
20

<210> 39

<211> 20

<212> PRT

<213> artificial
«220> ‘
<223> peptide §
<400> 39

Ala Lys Asp Met Gly Arg His Asn Gly val Gly arg Aarg ¢Tu Gly Ser
1 ' 5 10 15
arg Glu Ala Arg

20

<210> 40

<211> 20

<Z21Z> PRT

<213> artificial

<220> .
<223> peptide 10

400> 40
Arg Arg Glu Gly Ser Arg Glu Ala Arg Met Pro Ser Lys Glu Leu Trp
1 5 10 15

Met Arg Arg Leu
20

<210> 41

211> 20

<212> PRT

<213> artificial

<220> _
<223> pepride 11

<400> 41

Ser Lys Glu Leu Trp Metr Arg Arg Leu Arg Ile Leu Arg Arg Leu Ley
‘ rPage 29



10

Arg Lys Tyr Arg
- 20

<210> 42

<211> 20

<212> PRT

<213> artificial

<220 _
<223> pepiide 12

<400> 42

Leu Arg Arg Leu %eu Arg Lys Tyr Arg ﬁéa Asp Lys Lys ITe Asp Arg
1 15

His val Tyr Arg
20

<210> 43

<211> 20

<Z12> PRT

<213> artificial

<220>
<223> peptide 13

<400=> 43
Lys Lys Ile Asp Arg His val Tyr Arg Asp Leu Tyr Met Arg Ala Lys
1 5 10 15

Gly Asn val ghe

<210> 44

<21ll> 20

<212> PRT

<213> artificial

<220> )
<223> peptide 14

<400> 44

Tyr Met Arg Ala Lys Gly Asn val Phe Arg Asn Lys Arg 4sn Leu val
1 5 10 15

Glu Mis Tle His
20

<210> 45
<21l> 20
Page 30
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pPE032062PCT-5G_20150615-133515 Corrected Sequence Listing
<212» PRT
<213> artificial

<220>
<223> peptide 15

<400> 45
Lys Arg Asn Leu val Glu His ITe His Lys ITe Lys Asn Glu Lys Lys
1 5 10 15

Lys Glu Arg G1n
20

<210> 46

<21l> 20

<212> PRT

<213%  artificial

<220>
<223> peptide 16

<400> 46
Lvs Ash Giu Lys %ys Lys Glu Arg GIn Lew Ala Glu Gln Leu Ala Ala

1 10 i5

Lys His Leu Arg
20

<Z210> 47

<Z11> 20

<21i2> PRT

<213> artificial

<220>
<223> peptide 17

<400> 47
Glu 61n teu Ata Ala Lys His Leu Arg Asp Glu GIn Asn Arg Asn Lys
1 5 10 15

Ala Arg Lys GIn
20

<Z10> 48

<211> 20

<212> PRT

<213> artificial

<220
<223> peptide 18

<400> 48

Gin Asn Arg Asn Lys Ala Arg Lys Gln Glu Leu Lys Lys Arg Glu Lys
Page 31



PGQEZOGZPCT—SG~20150619—133515_Corrected Sequence Listing
15
Glu Arg Glu Arg
20

<210> 49

<211 20

<212> PRT

<213> artificial

<220>
<223> peptide 19

<400> 49
Eys Lys Arg Giu Lys Glu Arg Glu Arg gTa Arg Arg Asp Asp Ala Ala
5 G 15

Ala Ala Ala Gln

<220> 50

<21i> 20

<212> PRT

<213 artificial
<220>

<223> peptide 20
<400> 50

Arg Asp Asp Ala Ala ala Ala Ala Gln Lys Lys Lys Ala Asp ala als
1 5 10 15

Lys Lys Ser Ala
20

<210> 51

<Z11»> 20

<212> PRT

<213> artificial
<220 )
<22Z3> peptide 21
<400> 51

Lys Ala aAsp Ala alz Lys Lys Ser Ala Ala Pro Ala Ala Lys Ser ala
1 5 . 10 15

Ala pro ala Ala
20

210> 52
C<211> 20
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PBEO32062PCT-56.20150619-133515 Corrected Sequence Listing

<212> PRT )
<213> artificial

<220
<223 peptide 22

<400> 52

Ala ATa Lys Ser Ala Ala pPro Ala Ala Lgs Ala ala Ala pro Ala Thr
1 5 1

Lys ala aAla Ala

20
<210> 53
<211> 20
<212> PRT
<213 artifigial
<220
<223> peptide 23
<400> 53

Ala Ala Pro Ala Thr Lys Ala Ala ala Ala Ala Pro Ala Thr %ys Gly
1 5 10 15

Ala Ala pro val
20

<210> 54

<211> 14

<212> PRT

<213> arvificial

<220>
<223> peptide 24

<400> 54

pro Ala Thr Lvs Gly Ala ala Pro val igs LYS Ser Lys Lys
1 5

<210> 55

<211> 31

<212> PRT

<?213> artificial

<220>
<223> peptide 1-2

<400> 55
Met Thr Pro Leu Ser Leu Ser Ser Ser Arg His Ser Phe Lys Gln Asn
i 5 10

G¢lu Thr Gln Asn Met val Ser Leu Lys teu Gin Ala Arg Leu Ala
page 33



;H;BOB2062PCT—SGm201%g?19~133SlS_Correct%? Seguence Listing
0

<210> 56

<211l> 42 -

<212> PRT

<213> artificial

<220>

<223> pepTide 12-13-14
<400> 56

Leu Arg Arg Leu Leu Arg Lys Tyr Arg Ala Asp Lys Lys Ile Asp Arg

1 5 10 15

His val Tyr Arg ASp Leu Tyr Met Arg Ala Lys Gly Asn val Phe Arg
20 25 30

Asn Lys Arg Asn Leu val Glu His Ile His
35

<210> 57

<211> 25

<Zi2> PRT

<213> artificial
<220>

<223> peptide 23-24
<400> 57

ala Ala Pro Ala Thr Lys ala Ala Ala Ala aAla Pro Ala Thr Lys Gly
1 5 10 15

Ala Ala Pro VST Lys Lys Sar Lvys Lvs
2 .

25
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