Collect data of RINA-seq gene expression in TCGA cancer samples
(inchuding LUAD, LUSC, PAAD_ LIHC, STAD, COAD)

..i .-""-_L

Normal tissue samples adjacent to cancer Cancer tissue samples

With normal samples as controls, calculate log2 Fold-change (log2FC)
of expression quantity of each gene in cancer samples

L
Select target genes: genes with significant upregulation (log2FC=>=2.0)
and high molecular expression in greater than or equal to 70% of cancer
samples (patient population)

v

Dock the target genes with alternative ligand molecules and select genes
with high binding force

FIG. 1
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