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Met Val Ser Tyr Trp Asp Thr Gly Val Leu Leu Cys Ala Leu Leu Ser

Cys Leu Leu Leu Thr Gly Ser Gly Arg Pro Phe Val Glu Met Tyr Ser

Glu Ile Pro Glu Ile Ile His Met Thr Glu Gly Arg Glu Leu Val Ile
35 40 45

Pro Cys Arg Val Thr Ser Pro Asn Ile Thr Val Thr Leu Lys Lys Phe
50 55 60

Pro Leu Asp Thr Leu Ile Pro Asp Gly Lys Arg Ile Ile Trp Asp Ser
65 70 75 80

Arg Lys Gly Phe Ile Ile Ser Asn Ala Thr Tyr Lys Glu Ile Gly Leu
85 90 95

Leu Thr Cys Glu Ala Thr Val Asn Gly His Leu Tyr Lys Thr Asn Tyr
100 105 110

Leu Thr His Arg Gln Thr Gly Gly Gly Gly Gly Gly Gly Gly Gly Pro
115 120 125

Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu
130 135 140

Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp
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Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp
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Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly
180 185 190

Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn
195 200 205

Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp
210 215 220
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CTGACGGACAGACAGACAGACACCGCCCCCAGCCCCAGCTACCACCTCCTCCLCCGGCCGGLCGGLG
GACAGTGGACGCGGCGGCGAGCCGCGGGCAGGGGCCGGAGCCCGCGCCCGGAGGCGGGGTGGAGG
GGGTCGGGGCTCGCGGCGTCGCACTGAAACTTTTCGTCCAACTTCTGGGCTGTTCTCGCTTCGGA
GGAGCCGTGGTCCGCGCGGGGGAAGCCGAGCCGAGCGGAGCCGCGAGAAGTGCTAGCTCGGGCCG
GGAGGAGCCGCAGCCGGAGGAGGGGGAGGAGGAAGAAGAGAAGGAAGAGGAGAGGGGGCCGCAGT
GGCGACTCGGCGCTCGGAAGCCGGGCTCATGGACGGGTCAGGCGGCGGTGTGCGCAGACAGTGCT
CCAGCCGCGCGCGCTCCCCAGGCCCTGGCCCGGGCCTCGGGCCGGGGAGGAAGAGTAGCTCGCCG
AGGCGCCGAGGAGAGCGGGCCGCCCCACAGCCCGAGCCGGAGAGGGAGCGCGAGLCLGLGLLGGLC
CCGGTCGGGCCTCCGAAACCATGAACTTTCTGCTGTCTTGGGTGCATTGGAGCCTTGCCTTGCTG
CTCTACCTCCACCATGCCAAGTGGTCCCAGGCTGCACCCATGGCAGAAGGAGGAGGGCAGAATCA
TCACGAAGTGGTGAAGTTCATGGATGTCTATCAGCGCAGCTACTGCCATCCAATCGAGACCCTGG
TGGACATCTTCCAGGAGTACCCTGATGAGATCGAGTACATCTTCAAGCCATCCTGTGTGCCCCTG
ATGCGATGCGGGGGCTGCTGCAATGACGAGGGCCTGGAGTGTGTGCCCACTGAGGAGTCCAACAT
CACCATGCAGATTATGCGGATCAAACCTCACCAAGGCCAGCACATAGGAGAGATGAGCTTCCTAC
AGCACAACAAATGTGAATGCAGACCAAAGAAAGATAGAGCAAGACAAGAAAAAAAATCAGTTCGA
GGAAAGGGAAAGGGGCAAAAACGAAAGCGCAAGAAATCCCGGTATAAGTCCTGGAGCGTTCCCTG
TGGGCCTTGCTCAGAGCGGAGAAAGCATTTGTTTGTACAAGATCCGCAGACGTGTARATGTTCCT
GCAAAAACACAGACTCGCGTTGCAAGGCGAGGCAGCTTGAGTTAAACGAACGTACTTGCAGATGT
GACAAGCCGAGGCGGTGA

FIGURE 3

MTDRQTDTAPSPSYHLLPGRRRTVDAAASRGQGPEPAPGGGVEGVGARGVALKLFVQLLGCSREG
GAVVRAGEAEPSGAARSASSGREEPQPEEGEEEEEKEEERGPOQWRLGARKPGSWTGEAAVCADSA
PAARAPQALARASGRGGRVARRGAEESGPPHSPSRRGSASRAGPGRASETMNFLLSWVHWSLALL
LYLHHAKWSQAAPMAEGGGONHHEVVKFMDVYQRSYCHPIETLVDIFQEYPDEIEYIFKPSCVPL
MRCGGCCNDEGLECVPTEESNITMQIMRIKPHQGQHIGEMSFLOHNKCECRPKKDRARQEKKSVR
GKGKGQKRKRKKSRYKSWSVPCGPCSERRKHLEVQDPQTCKCSCKNTDSRCKARQLELNERTCRC
DKPRR
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atggtcagct actgggacac cggggtcctg ctgtgecgege tgctcagectg tctgcecttcte 60
acaggatctg gtagaccttt cgtagagatg tacagtgaaa tccccgaaat tatacacatg 120
actgaaggaa gggagctcgt cattccctgce cgggttacgt cacctaacat cactgttact 180
ttaaaaaagt ttccacttga cactttgatc cctgatggaa aacgcataat ctgggacagt 240
agaaagggct tcatcatatc aaatgcaacg tacaaagaaa tagggcttct gacctgtgaa 300
gcaacagtca atgggcattt gtataagaca aactatctca cacatcgaca aaccggtgga 360
ggtggaggtg gaggtggagg tccttcctgt gtgcccctga tgcgatgcgg gggctgctge 420
aatcagccce gagaaccaca ggtgtacacc ctgcccccat cccgggatga gctgaccaag 480
aaccaggtca gcctgacctg cctggtcaaa ggcttctatc ccagcgacat cgccgtggag 540
tgggagagca atgggcagcc ggagaacaac tacaagacca cgcctcccgt gectggactcece 600
gacggctcect tcttectcta cagcaagctc accgtggaca agagcaggtg gcagcagggg 660
aacgtcttct catgctccgt gatgcatgag gctctgcaca accactacac gcagaagagc 720
ctctceectgt ctcegggtaa atag 744

FIGURE 7
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ATCGAGGTCCGCGGGAGGCTCGGAGCGCGCCAGGCGGACACTCCTCTCGGCTCCTCCCCGGCAGL
GGCGGCGGCTCGGAGCGGGCTCCGGGGCTCGGGTGCAGCGGCCAGCGGGCGCCTGGCGGCGAGGA
TTACCCGGGGAAGTGGTTGTCTCCTGGCTGGAGCCGCGAGACGGGCGCTCAGGGCGCGGGGCCGE
CGGCGGCGAACGAGAGGACGGACTCTGGCGGCCGGGTCGTTGGCCGCGGGGAGCGCGGGCACCGG
GCGAGCAGGCCGCGTCGCGCTCACCATGGTCAGCTACTGGGACACCGGGGTCCTGCTGTGCGCGC
TGCTCAGCTGTCTGCTTCTCACAGGATCTAGTTCAGGTTCARRATTARAAGATCCTGARCTGAGT
TTAARAGGCACCCAGCACATCATGCAAGCAGGCCAGACACTGCATCTCCAATGCAGGGGGGAAGC
AGCCCATAAATGGTCTTTGCCTGAAATGGTGAGTAAGGAAAGCGARAGGCTGAGCATAACTAAAT
CTGCCTGTGGAAGAARATGGCAAACAATTCTGCAGTACTTTAACCTTGAACACAGCTCAAGCAAAC
CACACTGGCTTCTACAGCTGCAAATATCTAGCTGTACCTACT TCAAAGAAGARAGGARACAGAATC
TGCAATCTATATATTTATTAGTGATACAGGTAGACCTTTCGTAGAGATGTACAGTGAAATCCCCG
AAATTATACACATGACTGAAGGAAGGGAGCTCGTCATTCCCTGCCGGGTTACGTCACCTAACATC
ACTGTTACTTTAAAAAAGTTTCCACTTGACACTTTGATCCCTGATGGARAACGCATAATCTGGGA
CAGTAGAAAGGGCTTCATCATATCAARATGCAACGTACAARAGAAATAGGGCTTCTGACCTGTGAAG
CAACAGTCAATGGGCATTTGTATAAGACAAACTATCTCACACATCGACAAACCAATACAATCATA
GATGTCCAAATAAGCACACCACGCCCAGTCAAATTACTTAGAGGCCATACTCTTGTCCTCAATTG
TACTGCTACCACTCCCTTGAACACGAGAGTTCAAATGACCTGGAGTTACCCTGATGAAARAAATA
AGAGAGCTTCCGTAAGGCGACGAATTGACCAAAGCAATTCCCATGCCAACATATTCTACAGTGTT
CTTACTATTGACAAAATGCAGAACAAAGACAAAGGACTTTATACTTGTCGTGTAAGGAGTGGACC
ATCATTCAARATCTGTTAACACCTCAGTGCATATATATGATAAAGCATTCATCACTGTGAAACATC
GAAAACAGCAGGTGCTTGAAACCGTAGCTGGCARGCGGTCTTACCGGCTCTCTATGAAAGTGAAG
GCATTTCCCTCGCCGGAAGTTGTATGGTTARAAGATGGGTTACCTGCGACTGAGARAATCTGCTCG
CTATTTGACTCGTGGCTACTCGTTAATTATCAAGGACGTAACTGARGAGGATGCAGGGAATTATA
CAATCTTGCTGAGCATAAAACAGTCAAATGTGTTTAAAAACCTCACTGCCACTCTAATTGTCAAT
GTGAAACCCCAGATTTACGARAAGGCCGTGTCATCGTTTCCAGACCCGGCTCTCTACCCACTGGG
CAGCAGACAAATCCTGACTTGTACCGCATATGGTATCCCTCAACCTACAATCAAGTGGTTCTGGC
ACCCCTGTAACCATAATCATTCCGAAGCAAGGTGTGACTTTTGTTCCAATAATGAAGAGTCCTTT
ATCCTGGATGCTGACAGCAACATGGGAAACAGAATTGAGAGCATCACTCAGCGCATGGCAATAAT
AGAAGGAAAGAATAAGATGGCTAGCACCTTGGTTGTGGCTGACTCTAGAATTTCTGGAATCTACA
TTTGCATAGCTTCCAATAAAGTTGGGACTGTGGGAAGAAACATAAGCTTTTATATCACAGATGTG
CCAAATGGGTTTCATGTTAACTTGGAAAAAATGCCGACGGAAGGAGAGGACCTGAAACTGTCTTG
CACAGTTAACAAGTTCTTATACAGAGACGTTACTTGGATTTTACTGCGGACAGTTAATAACAGAA
CAATGCACTACAGTATTAGCAAGCAAAAAATGGCCATCACTAAGGAGCACTCCATCACTCTTAAT
CTTACCATCATGAATGTTTCCCTGCAAGATTCAGGCACCTATGCCTGCAGAGCCAGGAATGTATA
CACAGGGGAAGAAATCCTCCAGAAGAAAGAAATTACAATCAGAGATCAGGAAGCACCATACCTCC
TGCGAAACCTCAGTGATCACACAGTGGCCATCAGCAGTTCCACCACTTTAGACTGTCATGCTAAT
GGTGTCCCCGAGCCTCAGATCACTTGGTTTAAAAACAACCACAAAATACAACAAGAGCCTGGAAT
TATTTTAGGACCAGGAAGCAGCACGCTGTTTATTGAAAGAGTCACAGAAGAGGATGAAGGTGTCT
ATCACTGCAAAGCCACCAACCAGAAGGGCTCTGTGGAAAGTTCAGCATACCTCACTGTTCAAGGA
ACCTCGGACAAGTCTAATCTGGAGCTGATCACTCTAACATGCACCTGTGTGGCTGCGACTCTCTT
CTGGCTCCTATTAACCCTCTTTATCCGAAAAATGAARAGGTCTTCTTCTGAAATAAAGACTGACT
ACCTATCAATTATAATGGACCCAGATGAAGTTCCTTTGGATGAGCAGTGTGAGCGGCTCCCTTAT
GATGCCAGCAAGTGGGAGTTTGCCCGGGAGAGACTTARAACTGGGCAAATCACTTGGAAGAGGGGC
TTTTGGAAAAGTGGTTCAAGCATCAGCATTTGGCATTAAGAAATCACCTACGTGCCGGACTGTGG
CTGTGAAAATGCTGAAAGAGGGGGCCACGGCCAGCGAGTACAAAGCTCTGATGACTGAGCTARAA
ATCTTGACCCACATTGGCCACCATCTGAACGTGGTTAACCTGCTGGGAGCCTGCACCAAGCAAGS
AGGGCCTCTGATGGTGATTGTTGAATACTGCAAATATGGAAATCTCTCCAACTACCTCAAGAGCA
AACGTGACTTATTTTTTCTCAACAAGGATGCAGCACTACACATGGAGCCTAAGAAAGAAARAAATG
GAGCCAGGCCTGGAACAAGGCAAGAAACCAAGACTAGATAGCGTCACCAGCAGCGAAAGCTTTGC
GAGCTCCGGCTTTCAGGAAGATAAAAGTCTGAGTGATGTTGAGGAAGAGGAGGATTCTGACGGTT
TCTACAAGGAGCCCATCACTATGGAAGATCTGATTTCTTACAGTTTTCAAGTGGCCAGAGGCATG
GAGTTCCTGTCTTCCAGARAGTGCATTCATCGGGACCTGGCAGCGAGAAACATTCTTTTATCTGA
GAACAACGTGGTGAAGATTTGTGATTTTGGCCTTGCCCGGGATATTTATAAGAACCCCGATTATG
TGAGAAAAGGAGATACTCGACTTCCTCTGARATGGATGGCTCCTGAATCTATCTTTGACAARAATC
TACAGCACCAAGAGCGACGTGTGGTCTTACGGAGTATTGCTGTGGGAAATCTTCTCCTTAGGTGG

FIGURE SA
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GTCTCCATACCCAGGAGTACAAATGGATGAGGACTTTTGCAGTCGCCTGAGGGAAGGCATGAGGA
TGAGAGCTCCTGAGTACTCTACTCCTGAARATCTATCAGATCATGCTGGACTGCTGGCACAGAGAC
CCAAAAGAAAGGCCAAGATTTGCAGAACTTGTGGAARAACTAGGTGATTTGCTTCAAGCAAATGT
ACAACAGGATGGTAAAGACTACATCCCAATCAATGCCATACTGACAGGAAATAGTGGGTTTACAT
ACTCAACTCCTGCCTTCTCTGAGGACTTCTTCAAGGAAAGTATTTCAGCTCCGAAGTTTAATTCA
GGAAGCTCTGATGATGTCAGATACGTAAATGCTTTCAAGTTCATGAGCCTGGARAGAATCAAAAC
CTTTGAAGAACTTTTACCGAATGCCACCTCCATGTTTGATGACTACCAGGGCGACAGCAGCACTC
TGTTGGCCTCTCCCATGCTGAAGCGCTTCACCTGGACTGACAGCARACCCAAGGCCTCGCTCAAG
ATTGACTTGAGAGTAACCAGTAAAAGTAAGGAGTCGGGGCTGTCTGATGTCAGCAGGCCCAGTTT
CTGCCATTCCAGCTGTGGGCACGTCAGCGAAGGCAAGCGCAGGTTCACCTACGACCACGCTGAGC
TGGAAAGGAAAATCGCGTGCTGCTCCCCGCCCCCAGACTACAACTCGGTGGTCCTGTACTCCACC
CCACCCATCTAGAGTTTGACACGAAGCCTTATTTCTAGAAGCACATGTGTATTTATACCCCCAGG
AAACTAGCTTTTGCCAGTATTATGCATATATAAGTTTACACCTTTATCTTTCCATGGGAGCCAGC
TGCTTTTTGTGATTTTTTTAATAGTGCTTTTTTTTTTTTGACTAACAAGAATGTAACTCCAGATA
GAGARATAGTGACAAGTGAAGAACACTACTGCTAAATCCTCATGTTACTCAGTGTTAGAGAAATC
CTTCCTAAACCCAATGACTTCCCTGCTCCAACCCCCGCCACCTCAGGGCACGCAGGACCAGTTTG
ATTGAGGAGCTGCACTGATCACCCAATGCATCACGTACCCCACTGGGCCAGCCCTGCAGCCCARAA
ACCCAGGGCAACAAGCCCGTTAGCCCCAGGGATCACTGGCTGGCCTGAGCAACATCTCGGGAGTC
CTCTAGCAGGCCTAAGACATGTGAGGAGGAAAAGGAAAAARAAGCARAAAGCAAGGGAGAAAAGAG
ARACCGGGAGAAGGCATGAGAAAGAATTTGAGACGCACCATGTGGGCACGGAGGGGGACGGGGCT
CAGCAATGCCATTTCAGTGGCTTCCCAGCTCTGACCCTTCTACATTTGAGGGCCCAGCCAGGAGC
AGATGGACAGCGATGAGGGGACATTTTCTGGATTCTGGGAGGCAAGAARAGGACAAATATCTTTT
TTGGAACTAAAGCAAATTTTAGAACTTTACCTATGGAAGTGGTTCTATGTCCATTCTCATTCGTG
GCATGTTTTGATTTGTAGCACTGAGGGTGGCACTCAACTCTGAGCCCATACTTTTGGCTCCTCTA
GTAAGATGCACTGAAAACTTAGCCAGAGTTAGGTTGTCTCCAGGCCATGATGGCCTTACACTGAA
AATGTCACATTCTATTTTGGGTATTAATATATAGTCCAGACACTTAACTCAATTTCTTGGTATTA
TTCTGTTTTGCACAGTTAGTTGTGAAAGAAAGCTGAGAAGAATGAARATGCAGTCCTGAGGAGAG
GAGTTTTCTCCATATCAAAACGAGGGCTGATGGAGGAAARAGGTCAATAAGGTCAAGGGAAAACC
CCGTCTCTATACCAACCAAACCAATTCACCAACACAGTTGGGACCCARAACACAGGAAGTCAGTC
ACGTTTCCTTTTCATTTAATGGGGATTCCACTATCTCACACTAATCTGAAAGGATGTGGAAGAGC
ATTAGCTGGCGCATATTAAGCACTTTAAGCTCCTTGAGTARAAAGGTGGTATGTAATTTATGCAA
GGTATTTCTCCAGTTGGGACTCAGGATATTAGTTAATGAGCCATCACTAGAAGAAAAGCCCATTT
TCAACTGCTTTGAAACTTGCCTGGGGTCTGAGCATGATGGGAATAGGGAGACAGGGTAGGAAAGG
GCGCCTACTCTTCAGGGTCTAAAGATCAAGTGGGCCTTGGATCGCTAAGCTGGCTCTGTTTGATG
CTATTTATGCAAGTTAGGGTCTATGTATTTATGATGTCTGCACCTTCTGCAGCCAGTCAGAAGCT
GGAGAGGCAACAGTGGATTGCTGCTTCTTGGGGAGAAGAGTATGCTTCCTTTTATCCATGTAATT
TAACTGTAGAACCTGAGCTCTAAGTAACCGAAGAATGTATGCCTCTGTTCTTATGTGCCACATCC
TTGTTTAAAGGCTCTCTGTATGAAGAGATGGGACCGTCATCAGCACATTCCCTAGTGAGCCTACT
GGCTCCTGGCAGCGGCTTTTGTGGAAGACTCACTAGCCAGAAGAGAGGAGTGGGACAGTCCTCTA
CCAAGATCTAAATCCAAACAAAAGCAGGCTAGAGCCAGAAGAGAGGACABRATCTTTGTTCTTCCT
CTTCTTTACATACGCAAACCACCTGTGACAGCTGGCAATTTTATARATCAGGTAACTGGAAGGAG
GTTAAACACAGAAAARAAGAAGACCTCAGTCAATTCTCTACTTTTTTTTTTTTTTCCAAATCAGAT
AATAGCCCAGCAAATAGTGATAACAAATAAAACCTTAGCTATTCATGTCTTGATTTCAATAATTA
ATTCTTAATCATTAAGAGACCATAATAAATACTCCTTTTCAAGAGAAAAGCAAAACCATTAGAAT
TGTTACTCAGCTCCTTCAAACTCAGGTTTGTAGCATACATGAGTCCATCCATCAGTCAAAGAATG
GTTCCATCTGGAGTCTTAATGTAGAAAGAAARATGGAGACTTGTAATAATGAGCTAGTTACARAAG
TGCTTGTTCATTAAAATAGCACTGAAARATTGAAACATGAATTAACTGATAATATTCCAATCATTT
GCCATTTATGACAAAAATGGTTGGCACTAACARAGAACGAGCACTTCCTTTCAGAGTTTCTGAGA
TAATGTACGTGGAACAGTCTGGGTGGAATGGGGCTGARACCATGTGCAAGTCTGTGTCTTGTCAG
TCCAAGAAGTGACACCGAGATGTTAATTTTAGGGACCCGTGCCTTGTTTCCTAGCCCACAAGAAT
GCAAACATCARACAGATACTCGCTAGCCTCATTTAAATTGATTAAAGGAGGAGTGCATCTTTGGC
CGACAGTGGTGTAACTGTATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGGGTGTATGTG
TGTTTTGTGCATAACTATTTAAGGAAACTGGAATTTTAAAGTTACTTTTATACAAACCAAGAATA
TATGCTACAGATATAAGACAGACATGGTTTGGTCCTATATTTCTAGTCATGATGAATGTATTTTG
TATACCATCTTCATATAATAAACTTCCARAACACA

FIGURE 9B
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atggtcagct actgggacac cggggtcctg ctgtgcgege tgctcagetg tctgettete 60
acaggatctg gtagaccttt cgtagagatg tacagtgaaa tccccgaaat tatacacatg 120
actgaaggaa gggagctcgt cattccctge cgggttacgt cacctaacat cactgttact 180
ttaaaaaagt ttccacttga cactttgatc cctgatggaa aacgcataat ctgggacagt 240
agaaagggct tcatcatatc aaatgcaacg tacaaagaaa tagggcttct gacctgtgaa 300
gcaacagtca atgggcattt gtataagaca aactatctca cacatcgaca aaccggtgga 360
ggtggaggtyg gaggtggagg tcagccccga gaaccacagg tgtacaccct gccecccatcece 420
cgggatgagc tgaccaagaa ccaggtcagc ctgacctgcc tggtcaaagg cttctatccc 480
agcgacatcg ccgtggagtyg ggagagcaat gggcagccgg agaacaacta caagaccacg 540
cctccegtge tggactcega cggetectte ttectctaca gecaagetcac cgtggacaag 600
agcaggtggc agcaggggaa cgtcttctca tgctccgtga tgcatgaggce tctgcacaac 660
cactacacgc agaagagcct ctccctgtct ccgggtaaat ag 702
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Met Val Ser Tyr Trp Asp Thr Gly Val Leu Leu Cys Ala Leu Leu Ser
Cys Leu Leu Leu Thr Gly Ser Gly Arg Pro Phe Val Glu Met Tyr Ser
20 25 30

Glu Ile Pro Glu Ile Ile His Met Thr Glu Gly Arg Glu Leu Val Ile
35 40 45

Pro Cys Arg Val Thr Ser Pro Asn Ile Thr Val Thr Leu Lys Lys Phe
50 55 60

Pro Leu Asp Thr Leu Ile Pro Asp Gly Lys Arg Ile Ile Trp Asp Ser
Arg Lys Gly Phe Ile Ile Ser Asn Ala Thr Tyr Lys Glu Ile Gly Leu
85 90 95

Leu Thr Cys Glu Ala Thr Val Asn Gly His Leu Tyr Lys Thr Asn Tyr
100 105 110

Leu Thr His Arg Gln Thr Gly Gly Gly Gly Gly Gly Gly Gly Gly Gln
115 120 125

Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu
130 135 140

Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro
145 150 155 160

Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn
165 170 175

Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu
180 185 190

Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val
195 200 205

Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln
210 215 220

Lys Ser Leu Ser Leu Ser Pro Gly Lys
225 230

FIGURE 12



17/20

WO 2015/120309 PCT/US2015/014872
atggagtttg ggctgagctg ggttttcctc gttgctettt taagaggtgt ccagtgtcag 60
gtgcagctgg tggagtctgg gggaggcgtg gtccagectg ggaggtccct gagactctec 120
tgtgcagegt ctggattcac cttcagtaat tatggcatgc actgggtccg ccaggctcca 180
ggcaaggggc tggagtgggt ggcagctata tggtatgatg gaagtaataa atactatgca 240
gactccgtga agggccgatt caccatctcc agagacaatt ccaagaacac gttgtatatg 300
caaatgaaca gcctgagagc cgaggacacg gctgtgtatt attgtgcgag agagggtcgg 360
tgggtacgat atactacggt gactactatc ggatactact ttgactactg gggccaggga 420
accctggtca ccgtctceccte agcctccacc aagggcccat cggtcttece cctggecacce 480
tcctecaaga gecacctetygg gggcacageg gccctggget gectggtcaa ggactactte 540
cccgaaccgg tgacggtgtc gtggaactca ggcgeccctga ccagceggegt gcacacctte 600
ccggctgtec tacagtectc aggactctac tccctcagca gegtggtgac cgtgeccctee 660
agcagcttgg gcacccagac ctacatctgc aacgtgaatc acaagcccag caacaccaag 720
gtggacaaga gagttgagcc caaatcttgt gacaaaactc acacatgccc accgtgccca 780
gcacctgaac tcctgggggg accgtcagtc ttcctcttce cecccaaaacc caaggacacc 840
ctcatgatct ccecggaccee tgaggtcaca tgcgtggtgg tggacgtgag ccacgaagac 900
cctgaggtca agttcaactg gtacgtggac ggcgtggagg tgcataatgc caagacaaag 960
ccgcgggagg agcagtacaa cagcacgtac cgtgtggtca gecgtcctcac cgtcctgeac 1020
caggactggc tgaatggcaa ggagtacaag tgcaaggtct ccaacaaagc cctcccagcec 1080
cccatcgaga aaaccatctc caaagccaaa gggcagcccc gagaaccaca ggtgtacacc 1140
ctgcccecat ccegggagga gatgaccaag aaccaggtca gectgacctg cctggtcaaa 1200
ggcttctatc ccagcgacat cgccgtggag tgggagagca atgggcagec ggagaacaac 1260
tacaagacca cgcctccegt gectggactce gacggectcct tcttectcta tagcaagctc 1320
accgtggaca agagcaggtg gcagcagggg aacgtcttct catgctccgt gatgcatgag 1380
gctctgcaca accactacac gcagaagagc ctctccctgt ccecgggtaa atga 1434
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