
57035WOPCT-seql-000001

                               SEQUENCE LISTING

<110> NOVARTIS AG

<120> THYMIC STROMAL LYMPHOPOIETIN (TSLP)-BINDING MOLECULES AND METHODS

      OF USING THE MOLECULES

<130> PAT057035-WO-PCT

<140>

<141>

<150> 62/342,511

<151> 2016-05-27

<150> 62/216,050

<151> 2015-09-09

<160> 43    

<170> PatentIn version 3.5

<210> 1

<211> 10

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      peptide"

<400> 1

Gly Phe Thr Phe Ser Asp Tyr Trp Met His 

1               5                   10  

<210> 2

<211> 19

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      peptide"

<400> 2

His Ile Lys Ser Lys Thr Asp Ala Gly Thr Thr Asp Tyr Ala Ala Pro 

1               5                   10                  15      
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Val Lys Gly 

            

<210> 3

<211> 9

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      peptide"

<400> 3

Glu Ile Tyr Tyr Tyr Ala Phe Asp Ser 

1               5                   

<210> 4

<211> 5

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      peptide"

<400> 4

Asp Tyr Trp Met His 

1               5   

<210> 5

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      peptide"

<400> 5

Gly Phe Thr Phe Ser Asp Tyr 

1               5           

<210> 6

<211> 8

<212> PRT
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<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      peptide"

<400> 6

Lys Ser Lys Thr Asp Ala Gly Thr 

1               5               

<210> 7

<211> 120

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      polypeptide"

<400> 7

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly 

1               5                   10                  15      

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Tyr 

            20                  25                  30          

Trp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 

        35                  40                  45              

Gly His Ile Lys Ser Lys Thr Asp Ala Gly Thr Thr Asp Tyr Ala Ala 

    50                  55                  60                  

Pro Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr 

65                  70                  75                  80  

Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr 

                85                  90                  95      

Tyr Cys Ala Arg Glu Ile Tyr Tyr Tyr Ala Phe Asp Ser Trp Gly Gln 

            100                 105                 110         

Gly Thr Leu Val Thr Val Ser Ser 
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        115                 120 

<210> 8

<211> 360

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      polynucleotide"

<400> 8

gaggttcagc tggtggaatc aggcggcgga ctggttaagc ctggcggtag ccttagactt       60

agctgcgctg ctagtggctt cacctttagc gactactgga tgcactgggt tagacaggcc      120

cctggtaaag gcttggagtg ggtcggacac attaagtcta agaccgacgc cggcactacc      180

gactacgccg ctcccgttaa gggccggttc actatctcta gggacgactc taagaacacc      240

ctctaccttc aaatgaatag ccttaagacc gaggacaccg ccgtctacta ctgcgctaga      300

gaaatctact actacgcctt cgatagctgg ggtcaaggca ccctcgtgac cgtgtctagc      360

<210> 9

<211> 450

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      polypeptide"

<400> 9

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly 

1               5                   10                  15      

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Tyr 

            20                  25                  30          

Trp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 

        35                  40                  45              

Gly His Ile Lys Ser Lys Thr Asp Ala Gly Thr Thr Asp Tyr Ala Ala 

    50                  55                  60                  
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Pro Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr 

65                  70                  75                  80  

Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr 

                85                  90                  95      

Tyr Cys Ala Arg Glu Ile Tyr Tyr Tyr Ala Phe Asp Ser Trp Gly Gln 

            100                 105                 110         

Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val 

        115                 120                 125             

Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala 

    130                 135                 140                 

Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser 

145                 150                 155                 160 

Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val 

                165                 170                 175     

Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro 

            180                 185                 190         

Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys 

        195                 200                 205             

Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp 

    210                 215                 220                 

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly 

225                 230                 235                 240 

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile 

                245                 250                 255     

Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu 

            260                 265                 270         
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Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His 

        275                 280                 285             

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg 

    290                 295                 300                 

Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys 

305                 310                 315                 320 

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu 

                325                 330                 335     

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr 

            340                 345                 350         

Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu 

        355                 360                 365             

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp 

    370                 375                 380                 

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val 

385                 390                 395                 400 

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp 

                405                 410                 415     

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His 

            420                 425                 430         

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro 

        435                 440                 445             

Gly Lys 

    450 

<210> 10

<211> 1350
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<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      polynucleotide"

<400> 10

gaggttcagc tggtggaatc aggcggcgga ctggttaagc ctggcggtag ccttagactt       60

agctgcgctg ctagtggctt cacctttagc gactactgga tgcactgggt tagacaggcc      120

cctggtaaag gcttggagtg ggtcggacac attaagtcta agaccgacgc cggcactacc      180

gactacgccg ctcccgttaa gggccggttc actatctcta gggacgactc taagaacacc      240

ctctaccttc aaatgaatag ccttaagacc gaggacaccg ccgtctacta ctgcgctaga      300

gaaatctact actacgcctt cgatagctgg ggtcaaggca ccctcgtgac cgtgtctagc      360

gctagcacta agggcccaag tgtgtttccc ctggccccca gcagcaagtc tacttccggc      420

ggaactgctg ccctgggttg cctggtgaag gactacttcc ccgagcccgt gacagtgtcc      480

tggaactctg gggctctgac ttccggcgtg cacaccttcc ccgccgtgct gcagagcagc      540

ggcctgtaca gcctgagcag cgtggtgaca gtgccctcca gctctctggg aacccagacc      600

tatatctgca acgtgaacca caagcccagc aacaccaagg tggacaagag agtggagccc      660

aagagctgcg acaagaccca cacctgcccc ccctgcccag ctccagaact gctgggaggg      720

ccttccgtgt tcctgttccc ccccaagccc aaggacaccc tgatgatcag caggaccccc      780

gaggtgacct gcgtggtggt ggacgtgtcc cacgaggacc cagaggtgaa gttcaactgg      840

tacgtggacg gcgtggaggt gcacaacgcc aagaccaagc ccagagagga gcagtacaac      900

agcacctaca gggtggtgtc cgtgctgacc gtgctgcacc aggactggct gaacggcaaa      960

gaatacaagt gcaaagtctc caacaaggcc ctgccagccc caatcgaaaa gacaatcagc     1020

aaggccaagg gccagccacg ggagccccag gtgtacaccc tgccccccag ccgggaggag     1080

atgaccaaga accaggtgtc cctgacctgt ctggtgaagg gcttctaccc cagcgatatc     1140

gccgtggagt gggagagcaa cggccagccc gagaacaact acaagaccac ccccccagtg     1200

ctggacagcg acggcagctt cttcctgtac agcaagctga ccgtggacaa gtccaggtgg     1260

cagcagggca acgtgttcag ctgcagcgtg atgcacgagg ccctgcacaa ccactacacc     1320
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cagaagtccc tgagcctgag ccccggcaag                                      1350

<210> 11

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      peptide"

<400> 11

Ser Gly Asp Asn Ile Gly Ser Lys Tyr Val His 

1               5                   10      

<210> 12

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      peptide"

<400> 12

Gly Asp Asn Glu Arg Pro Ser 

1               5           

<210> 13

<211> 10

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      peptide"

<400> 13

Gln Ala Ala Asp Trp Val Asp Phe Tyr Val 

1               5                   10  

<210> 14

<211> 7

<212> PRT
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<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      peptide"

<400> 14

Asp Asn Ile Gly Ser Lys Tyr 

1               5           

<210> 15

<211> 3

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      peptide"

<400> 15

Gly Asp Asn 

1           

<210> 16

<211> 7

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      peptide"

<400> 16

Ala Asp Trp Val Asp Phe Tyr 

1               5           

<210> 17

<211> 107

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      polypeptide"
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<400> 17

Ser Tyr Glu Leu Thr Gln Pro Leu Ser Val Ser Val Ala Leu Gly Gln 

1               5                   10                  15      

Thr Ala Arg Ile Thr Cys Ser Gly Asp Asn Ile Gly Ser Lys Tyr Val 

            20                  25                  30          

His Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr 

        35                  40                  45              

Gly Asp Asn Glu Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser 

    50                  55                  60                  

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Arg Ala Gln Ala Gly 

65                  70                  75                  80  

Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Ala Asp Trp Val Asp Phe Tyr 

                85                  90                  95      

Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu 

            100                 105         

<210> 18

<211> 321

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      polynucleotide"

<400> 18

agctacgagc tgactcagcc ccttagcgtt agcgtggccc tgggtcaaac cgctagaatc       60

acctgtagcg gcgataatat cggctctaaa tacgttcact ggtatcagca gaagcccggt      120

caagcccccg tgctcgtgat ctacggcgat aacgagcggc ctagcggaat ccccgagcgg      180

tttagcggct ctaatagcgg taacaccgct accctgacta tctctagggc tcaggccggc      240

gacgaggccg actactactg tcaggccgcc gactgggtgg acttctacgt gttcggcgga      300

ggcactaagc tgaccgtgct g                                                321
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<210> 19

<211> 213

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      polypeptide"

<400> 19

Ser Tyr Glu Leu Thr Gln Pro Leu Ser Val Ser Val Ala Leu Gly Gln 

1               5                   10                  15      

Thr Ala Arg Ile Thr Cys Ser Gly Asp Asn Ile Gly Ser Lys Tyr Val 

            20                  25                  30          

His Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr 

        35                  40                  45              

Gly Asp Asn Glu Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser 

    50                  55                  60                  

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Arg Ala Gln Ala Gly 

65                  70                  75                  80  

Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Ala Asp Trp Val Asp Phe Tyr 

                85                  90                  95      

Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Lys Ala 

            100                 105                 110         

Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala 

        115                 120                 125             

Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala 

    130                 135                 140                 

Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly Val 

145                 150                 155                 160 
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Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser 

                165                 170                 175     

Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr 

            180                 185                 190         

Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala 

        195                 200                 205             

Pro Thr Glu Cys Ser 

    210             

<210> 20

<211> 639

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      polynucleotide"

<400> 20

agctacgagc tgactcagcc ccttagcgtt agcgtggccc tgggtcaaac cgctagaatc       60

acctgtagcg gcgataatat cggctctaaa tacgttcact ggtatcagca gaagcccggt      120

caagcccccg tgctcgtgat ctacggcgat aacgagcggc ctagcggaat ccccgagcgg      180

tttagcggct ctaatagcgg taacaccgct accctgacta tctctagggc tcaggccggc      240

gacgaggccg actactactg tcaggccgcc gactgggtgg acttctacgt gttcggcgga      300

ggcactaagc tgaccgtgct gggtcaacct aaggctgccc ccagcgtgac cctgttcccc      360

cccagcagcg aggagctgca ggccaacaag gccaccctgg tgtgcctgat cagcgacttc      420

tacccaggcg ccgtgaccgt ggcctggaag gccgacagca gccccgtgaa ggccggcgtg      480

gagaccacca cccccagcaa gcagagcaac aacaagtacg ccgccagcag ctacctgagc      540

ctgacccccg agcagtggaa gagccacagg tcctacagct gccaggtgac ccacgagggc      600

agcaccgtgg aaaagaccgt ggccccaacc gagtgcagc                             639

<210> 21

<211> 360
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<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      polynucleotide"

<400> 21

gaggtgcagc tggtggaatc aggcggcgga ctggtcaagc ctggcggtag cctgagactg       60

agctgcgctg ctagtggctt cacctttagc gactactgga tgcactgggt cagacaggcc      120

cctggtaaag gcctggagtg ggtcggacac attaagtcta agaccgacgc cggcactacc      180

gactacgccg ctcctgtgaa gggccggttc actatctcta gggacgactc taagaacacc      240

ctgtacctgc agatgaatag cctgaaaacc gaggacaccg ccgtctacta ctgcgctaga      300

gagatctact actacgcctt cgatagctgg ggtcagggca ccctggtcac cgtgtctagc      360

<210> 22

<211> 223

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      polypeptide"

<400> 22

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly 

1               5                   10                  15      

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Tyr 

            20                  25                  30          

Trp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 

        35                  40                  45              

Gly His Ile Lys Ser Lys Thr Asp Ala Gly Thr Thr Asp Tyr Ala Ala 

    50                  55                  60                  

Pro Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr 

65                  70                  75                  80  
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Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr 

                85                  90                  95      

Tyr Cys Ala Arg Glu Ile Tyr Tyr Tyr Ala Phe Asp Ser Trp Gly Gln 

            100                 105                 110         

Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val 

        115                 120                 125             

Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala 

    130                 135                 140                 

Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser 

145                 150                 155                 160 

Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val 

                165                 170                 175     

Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro 

            180                 185                 190         

Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys 

        195                 200                 205             

Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys 

    210                 215                 220             

<210> 23

<211> 669

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      polynucleotide"

<400> 23

gaggtgcagc tggtggaatc aggcggcgga ctggtcaagc ctggcggtag cctgagactg       60

agctgcgctg ctagtggctt cacctttagc gactactgga tgcactgggt cagacaggcc      120
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cctggtaaag gcctggagtg ggtcggacac attaagtcta agaccgacgc cggcactacc      180

gactacgccg ctcctgtgaa gggccggttc actatctcta gggacgactc taagaacacc      240

ctgtacctgc agatgaatag cctgaaaacc gaggacaccg ccgtctacta ctgcgctaga      300

gagatctact actacgcctt cgatagctgg ggtcagggca ccctggtcac cgtgtctagc      360

gctagcacta agggcccctc cgtgttccct ctggcccctt ccagcaagtc tacctctggc      420

ggcaccgctg ctctgggctg cctggtgaag gactacttcc ctgagcctgt gacagtgtcc      480

tggaactctg gcgccctgac ctccggcgtg cacaccttcc ctgccgtgct gcagtcctcc      540

ggcctgtact ccctgtcctc cgtggtgaca gtgccttcct ccagcctggg cacccagacc      600

tatatctgca acgtgaacca caagccttcc aacaccaagg tggacaagcg ggtggagcct      660

aagtcatgc                                                              669

<210> 24

<211> 321

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      polynucleotide"

<400> 24

agctacgagc tgactcagcc cctgagcgtc agcgtggccc tgggtcagac cgctagaatc       60

acctgtagcg gcgataatat cggctctaaa tacgtgcact ggtatcagca gaagcccggt      120

caggcccccg tgctggtgat ctacggcgat aacgagcggc ctagcggaat ccccgagcgg      180

tttagcggct ctaatagcgg taacaccgct accctgacta tctctagggc tcaggccggc      240

gacgaggccg actactactg tcaggccgcc gactgggtgg acttctacgt gttcggcgga      300

ggcactaagc tgaccgtgct g                                                321

<210> 25

<211> 213

<212> PRT

<213> Artificial Sequence

<220>

<221> source
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<223> /note="Description of Artificial Sequence: Synthetic

      polypeptide"

<400> 25

Ser Tyr Glu Leu Thr Gln Pro Leu Ser Val Ser Val Ala Leu Gly Gln 

1               5                   10                  15      

Thr Ala Arg Ile Thr Cys Ser Gly Asp Asn Ile Gly Ser Lys Tyr Val 

            20                  25                  30          

His Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr 

        35                  40                  45              

Gly Asp Asn Glu Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser 

    50                  55                  60                  

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Arg Ala Gln Ala Gly 

65                  70                  75                  80  

Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Ala Asp Trp Val Asp Phe Tyr 

                85                  90                  95      

Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln Pro Lys Ala 

            100                 105                 110         

Ala Pro Ser Val Thr Leu Phe Pro Pro Ser Ser Glu Glu Leu Gln Ala 

        115                 120                 125             

Asn Lys Ala Thr Leu Val Cys Leu Ile Ser Asp Phe Tyr Pro Gly Ala 

    130                 135                 140                 

Val Thr Val Ala Trp Lys Ala Asp Ser Ser Pro Val Lys Ala Gly Val 

145                 150                 155                 160 

Glu Thr Thr Thr Pro Ser Lys Gln Ser Asn Asn Lys Tyr Ala Ala Ser 

                165                 170                 175     

Ser Tyr Leu Ser Leu Thr Pro Glu Gln Trp Lys Ser His Arg Ser Tyr 

            180                 185                 190         
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Ser Cys Gln Val Thr His Glu Gly Ser Thr Val Glu Lys Thr Val Ala 

        195                 200                 205             

Pro Thr Glu Cys Ser 

    210             

<210> 26

<211> 639

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      polynucleotide"

<400> 26

agctacgagc tgactcagcc cctgagcgtc agcgtggccc tgggtcagac cgctagaatc       60

acctgtagcg gcgataatat cggctctaaa tacgtgcact ggtatcagca gaagcccggt      120

caggcccccg tgctggtgat ctacggcgat aacgagcggc ctagcggaat ccccgagcgg      180

tttagcggct ctaatagcgg taacaccgct accctgacta tctctagggc tcaggccggc      240

gacgaggccg actactactg tcaggccgcc gactgggtgg acttctacgt gttcggcgga      300

ggcactaagc tgaccgtgct gggtcagcct aaggctgccc ccagcgtgac cctgttcccc      360

cccagcagcg aggagctgca ggccaacaag gccaccctgg tgtgcctgat cagcgacttc      420

tacccaggcg ccgtgaccgt ggcctggaag gccgacagca gccccgtgaa ggccggcgtg      480

gagaccacca cccccagcaa gcagagcaac aacaagtacg ccgccagcag ctacctgagc      540

ctgacccccg agcagtggaa gagccacagg tcctacagct gccaggtgac ccacgagggc      600

agcaccgtgg aaaagaccgt ggccccaacc gagtgcagc                             639

<210> 27

<211> 159

<212> PRT

<213> Homo sapiens

<400> 27

Met Phe Pro Phe Ala Leu Leu Tyr Val Leu Ser Val Ser Phe Arg Lys 

1               5                   10                  15      
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Ile Phe Ile Leu Gln Leu Val Gly Leu Val Leu Thr Tyr Asp Phe Thr 

            20                  25                  30          

Asn Cys Asp Phe Glu Lys Ile Lys Ala Ala Tyr Leu Ser Thr Ile Ser 

        35                  40                  45              

Lys Asp Leu Ile Thr Tyr Met Ser Gly Thr Lys Ser Thr Glu Phe Asn 

    50                  55                  60                  

Asn Thr Val Ser Cys Ser Asn Arg Pro His Cys Leu Thr Glu Ile Gln 

65                  70                  75                  80  

Ser Leu Thr Phe Asn Pro Thr Ala Gly Cys Ala Ser Leu Ala Lys Glu 

                85                  90                  95      

Met Phe Ala Met Lys Thr Lys Ala Ala Leu Ala Ile Trp Cys Pro Gly 

            100                 105                 110         

Tyr Ser Glu Thr Gln Ile Asn Ala Thr Gln Ala Met Lys Lys Arg Arg 

        115                 120                 125             

Lys Arg Lys Val Thr Thr Asn Lys Cys Leu Glu Gln Val Ser Gln Leu 

    130                 135                 140                 

Gln Gly Leu Trp Arg Arg Phe Asn Arg Pro Leu Leu Lys Gln Gln 

145                 150                 155                 

<210> 28

<211> 2629

<212> DNA

<213> Homo sapiens

<400> 28

gcagccagaa agctctggag catcagggag actccaactt aaggcaacag catgggtgaa       60

taagggcttc ctgtggactg gcaatgagag gcaaaacctg gtgcttgagc actggcccct      120

aaggcaggcc ttacagatct cttacactcg tggtgggaag agtttagtgt gaaactgggg      180

tggaattggg tgtccacgta tgttcccttt tgccttacta tatgttctgt cagtttcttt      240

caggaaaatc ttcatcttac aacttgtagg gctggtgtta acttacgact tcactaactg      300
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tgactttgag aagattaaag cagcctatct cagtactatt tctaaagacc tgattacata      360

tatgagtggg accaaaagta ccgagttcaa caacaccgtc tcttgtagca atcggccaca      420

ttgccttact gaaatccaga gcctaacctt caatcccacc gccggctgcg cgtcgctcgc      480

caaagaaatg ttcgccatga aaactaaggc tgccttagct atctggtgcc caggctattc      540

ggaaactcag ataaatgcta ctcaggcaat gaagaagagg agaaaaagga aagtcacaac      600

caataaatgt ctggaacaag tgtcacaatt acaaggattg tggcgtcgct tcaatcgacc      660

tttactgaaa caacagtaaa ccatctttat tatggtcata tttcacagca ccaaaataaa      720

tcatctttat taagtagatg aaacattaac tctaactgtg acaaagaaga ccacaaatag      780

ttatctttta attacagaag agtttcttaa cttacttttg taagttttta ttgtgtaagt      840

ttataatgca ggggaagtac tactcctcaa atgttgaggg aagcttccat aacattgatg      900

actggcttca tggcagtaat tctcggctgt agttgcataa gcattgctca agaggaaaat      960

ccaaaagtgc agcaggagaa ctcttttccc tgaaaaagga aaaatattga actcaatgat     1020

agcacctaaa cttacattta aaagacagac attccttcta catgtaatga cacttcttgt     1080

gttaaactaa aaatttacaa gagaagaaag tgaaagcaaa tggggtttca caaatagttg     1140

taaatatagt gaagcaattt gaaataattt tcaagcaaag tattgtgaaa gtattctaag     1200

ccaagtttta aatattatct aacagacaag agtggtatat acaagtagat cctgagaagt     1260

acctttgtta cagctactat aaatatacat ataaattata gaatctactt taatttattt     1320

tgtgaacact tttgaaaatg tacatgttcc tttgtaattg acactatata tttcttaata     1380

aaataattct caaatttgtt tcttatgaat catctctcaa atctagttag acaatttgca     1440

cacatacttt tctaagggac attatcttcc ttcaggtttt tacctccact catccttaga     1500

gcccactgac tgctcccctt tatacctgtt ggccctgcct ataggagaga atatttggag     1560

ataggcagct tcaggatgca ttgcaatcat ccttttctta aattatgtca ctagtctttt     1620

attttttccc ctcttgaact ttcctcacac ctggaagaaa caaagtagga aaaagtgaac     1680

aggggatgtc aaatcgattc ttgaattccc gctgcaagct agagccgcag gcaccctctc     1740

actcaatttc cactcagaac cctataaaca ccagtgggaa gggcaaccca ctgcacgtgg     1800

gaatgcactg atttttccta ggagtagaca tgttcctcta attactccct gagggttagt     1860
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tggggctaaa ccatgacaga agtggggaag ttcaatgtcc ttaaatccat cttacttgcc     1920

aacaggtaag aggaagctta cattacatgt ccagtccaca tttaaagagc acttactgtg     1980

gaacaagcct tcagccaaac aatggggata gaaaagtagg taagactcag cctttgtcca     2040

gagaagctca gggtatagct gaataggcag tttcttttgt cctgaggaaa atcaggacat     2100

gcctgctttc taaaaatctt cctctgaaga cctgacccaa gctcttaaat gctattgtaa     2160

gagaaatttc tttgtctatt aactccattt tagtagggat tcactgacta gattttactg     2220

aactatgaaa ataaatacac ataatttttc acaaaatttt gggcccaatt cccctaaaag     2280

aattgaggat tagggagaaa ggagacaact caaagtcatc ccattaagtg cagtttcttt     2340

gaatcttctg ctttatcttt aaaaatttgt ataatttata tattttattc tatgtgttcc     2400

atagatatct taatgtaaaa ttagtcattt aaattacact gtcaattaaa agtaatgggc     2460

aagagattgc atcatactaa tttagtaaga acgttcccaa atgttgtaac aatgtggatc     2520

atacatctct ggttttttaa atgtattgag gctttcttgg tggactagta tagtatacgg     2580

tcagttatgt caatgtttca tggtcaataa aaaggaagtt gcaaattgt                 2629

<210> 29

<211> 63

<212> PRT

<213> Homo sapiens

<400> 29

Met Phe Ala Met Lys Thr Lys Ala Ala Leu Ala Ile Trp Cys Pro Gly 

1               5                   10                  15      

Tyr Ser Glu Thr Gln Ile Asn Ala Thr Gln Ala Met Lys Lys Arg Arg 

            20                  25                  30          

Lys Arg Lys Val Thr Thr Asn Lys Cys Leu Glu Gln Val Ser Gln Leu 

        35                  40                  45              

Gln Gly Leu Trp Arg Arg Phe Asn Arg Pro Leu Leu Lys Gln Gln 

    50                  55                  60              

<210> 30

<211> 2411

<212> DNA
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<213> Homo sapiens

<400> 30

accctcgcca cgcccctgct cccccgcggt tggttcttcc ttgctctact caaccctgac       60

ctcttctctc tgactctcga cttgtgttcc ccgctcctcc ctgaccttcc tcccctcccc      120

tttcactcaa ttctcaccaa ctctttctct ctctggtgtt ttctcctttt ctcgtaaact      180

ttgccgccta tgagcagcca cattgcctta ctgaaatcca gagcctaacc ttcaatccca      240

ccgccggctg cgcgtcgctc gccaaagaaa tgttcgccat gaaaactaag gctgccttag      300

ctatctggtg cccaggctat tcggaaactc agataaatgc tactcaggca atgaagaaga      360

ggagaaaaag gaaagtcaca accaataaat gtctggaaca agtgtcacaa ttacaaggat      420

tgtggcgtcg cttcaatcga cctttactga aacaacagta aaccatcttt attatggtca      480

tatttcacag caccaaaata aatcatcttt attaagtaga tgaaacatta actctaactg      540

tgacaaagaa gaccacaaat agttatcttt taattacaga agagtttctt aacttacttt      600

tgtaagtttt tattgtgtaa gtttataatg caggggaagt actactcctc aaatgttgag      660

ggaagcttcc ataacattga tgactggctt catggcagta attctcggct gtagttgcat      720

aagcattgct caagaggaaa atccaaaagt gcagcaggag aactcttttc cctgaaaaag      780

gaaaaatatt gaactcaatg atagcaccta aacttacatt taaaagacag acattccttc      840

tacatgtaat gacacttctt gtgttaaact aaaaatttac aagagaagaa agtgaaagca      900

aatggggttt cacaaatagt tgtaaatata gtgaagcaat ttgaaataat tttcaagcaa      960

agtattgtga aagtattcta agccaagttt taaatattat ctaacagaca agagtggtat     1020

atacaagtag atcctgagaa gtacctttgt tacagctact ataaatatac atataaatta     1080

tagaatctac tttaatttat tttgtgaaca cttttgaaaa tgtacatgtt cctttgtaat     1140

tgacactata tatttcttaa taaaataatt ctcaaatttg tttcttatga atcatctctc     1200

aaatctagtt agacaatttg cacacatact tttctaaggg acattatctt ccttcaggtt     1260

tttacctcca ctcatcctta gagcccactg actgctcccc tttatacctg ttggccctgc     1320

ctataggaga gaatatttgg agataggcag cttcaggatg cattgcaatc atccttttct     1380

taaattatgt cactagtctt ttattttttc ccctcttgaa ctttcctcac acctggaaga     1440

aacaaagtag gaaaaagtga acaggggatg tcaaatcgat tcttgaattc ccgctgcaag     1500
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ctagagccgc aggcaccctc tcactcaatt tccactcaga accctataaa caccagtggg     1560

aagggcaacc cactgcacgt gggaatgcac tgatttttcc taggagtaga catgttcctc     1620

taattactcc ctgagggtta gttggggcta aaccatgaca gaagtgggga agttcaatgt     1680

ccttaaatcc atcttacttg ccaacaggta agaggaagct tacattacat gtccagtcca     1740

catttaaaga gcacttactg tggaacaagc cttcagccaa acaatgggga tagaaaagta     1800

ggtaagactc agcctttgtc cagagaagct cagggtatag ctgaataggc agtttctttt     1860

gtcctgagga aaatcaggac atgcctgctt tctaaaaatc ttcctctgaa gacctgaccc     1920

aagctcttaa atgctattgt aagagaaatt tctttgtcta ttaactccat tttagtaggg     1980

attcactgac tagattttac tgaactatga aaataaatac acataatttt tcacaaaatt     2040

ttgggcccaa ttcccctaaa agaattgagg attagggaga aaggagacaa ctcaaagtca     2100

tcccattaag tgcagtttct ttgaatcttc tgctttatct ttaaaaattt gtataattta     2160

tatattttat tctatgtgtt ccatagatat cttaatgtaa aattagtcat ttaaattaca     2220

ctgtcaatta aaagtaatgg gcaagagatt gcatcatact aatttagtaa gaacgttccc     2280

aaatgttgta acaatgtgga tcatacatct ctggtttttt aaatgtattg aggctttctt     2340

ggtggactag tatagtatac ggtcagttat gtcaatgttt catggtcaat aaaaaggaag     2400

ttgcaaattg t                                                          2411

<210> 31

<211> 131

<212> PRT

<213> Macaca fascicularis

<400> 31

Tyr Asp Phe Thr Asn Cys Asp Phe Glu Lys Ile Glu Ala Asp Tyr Leu 

1               5                   10                  15      

Arg Thr Ile Ser Lys Asp Leu Ile Thr Tyr Met Ser Gly Thr Lys Ser 

            20                  25                  30          

Thr Asp Phe Asn Asn Thr Val Ser Cys Ser Asn Arg Pro His Cys Leu 

        35                  40                  45              
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Thr Glu Ile Gln Ser Leu Thr Phe Asn Pro Thr Pro Arg Cys Ala Ser 

    50                  55                  60                  

Leu Ala Lys Glu Met Phe Ala Arg Lys Thr Lys Ala Thr Leu Ala Leu 

65                  70                  75                  80  

Trp Cys Pro Gly Tyr Ser Glu Thr Gln Ile Asn Ala Thr Gln Ala Met 

                85                  90                  95      

Lys Lys Arg Arg Lys Arg Lys Val Thr Thr Asn Lys Cys Leu Glu Gln 

            100                 105                 110         

Val Ser Gln Leu Leu Gly Leu Trp Arg Arg Phe Ile Arg Thr Leu Leu 

        115                 120                 125             

Lys Lys Gln 

    130     

<210> 32

<211> 393

<212> DNA

<213> Macaca fascicularis

<400> 32

tacgacttca ccaactgcga cttcgagaag atcgaggccg actacctgag aaccatcagc       60

aaggacctga tcacctacat gagcggcacc aagagcaccg acttcaacaa caccgtgtcc      120

tgcagcaaca gaccccactg cctgaccgag atccagagcc tgaccttcaa ccccaccccc      180

agatgtgcca gcctggccaa agagatgttc gccagaaaga ccaaggccac cctggccctg      240

tggtgtcccg gctacagcga gacacagatc aacgccacac aggccatgaa gaagcggcgg      300

aagcggaaag tgaccaccaa caagtgcctg gaacaggtgt cacagctgct ggggctgtgg      360

cggcggttca tccggaccct gctgaagaag cag                                   393

<210> 33

<211> 140

<212> PRT

<213> Mus musculus

<400> 33

Met Val Leu Leu Arg Ser Leu Phe Ile Leu Gln Val Leu Val Arg Met 
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1               5                   10                  15      

Gly Leu Thr Tyr Asn Phe Ser Asn Cys Asn Phe Thr Ser Ile Thr Lys 

            20                  25                  30          

Ile Tyr Cys Asn Ile Ile Phe His Asp Leu Thr Gly Asp Leu Lys Gly 

        35                  40                  45              

Ala Lys Phe Glu Gln Ile Glu Asp Cys Glu Ser Lys Pro Ala Cys Leu 

    50                  55                  60                  

Leu Lys Ile Glu Tyr Tyr Thr Leu Asn Pro Ile Pro Gly Cys Pro Ser 

65                  70                  75                  80  

Leu Pro Asp Lys Thr Phe Ala Arg Arg Thr Arg Glu Ala Leu Asn Asp 

                85                  90                  95      

His Cys Pro Gly Tyr Pro Glu Thr Glu Arg Asn Asp Gly Thr Gln Glu 

            100                 105                 110         

Met Ala Gln Glu Val Gln Asn Ile Cys Leu Asn Gln Thr Ser Gln Ile 

        115                 120                 125             

Leu Arg Leu Trp Tyr Ser Phe Met Gln Ser Pro Glu 

    130                 135                 140 

<210> 34

<211> 1143

<212> DNA

<213> Mus musculus

<400> 34

cacgttcagg cgacagcatg gttcttctca ggagcctctt catcctgcaa gtactagtac       60

ggatggggct aacttacaac ttttctaact gcaacttcac gtcaattacg aaaatatatt      120

gtaacataat ttttcatgac ctgactggag atttgaaagg ggctaagttc gagcaaatcg      180

aggactgtga gagcaagcca gcttgtctcc tgaaaatcga gtactatact ctcaatccta      240

tccctggctg cccttcactc cccgacaaaa catttgcccg gagaacaaga gaagccctca      300

atgaccactg cccaggctac cctgaaactg agagaaatga cggtactcag gaaatggcac      360
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aagaagtcca aaacatctgc ctgaatcaaa cctcacaaat tctaagattg tggtattcct      420

tcatgcaatc tccagaataa aattagcttt cagcttctgc tatgaaaatc tctatcttgg      480

ttttagtgga cagaatacta agggtgtgac acttagagga ccactggtgt ttattcttta      540

attacagaag ggattcttaa cttatttttt ggcatatcgc ttttttcagt ataggtgctt      600

taaatgggaa atgagcaata gaccgttaat ggaaatatct gtactgttaa tgaccagctt      660

ctgagaagtc tttctcacct cccctgcaca caccttactc tagggcaaac ctaactgtag      720

taggaagaga attgaaagta gaaaaaaaaa attaaaacca atgacagcat ctaaaccctg      780

tttaaaaggc aaggattttt ctacctgtaa tgattcttct aacattccta tgctaagatt      840

ttaccaaaga agaaaatgac agttcgggca gtcactgcca tgatgaggtg gtctgaaaga      900

agattgtgga atctgggaga aactgctgag atcatattgc aaatccagct gtcaaagggt      960

tcagacccag gacagtacaa ttcgtgagca gatctcaaga gccttgcaca tctacgagat     1020

atatatttaa agttgtagat aatgaatttc taatttattt tgtgagcact tttggaaata     1080

tacatgctac tttgtaatga atacatttct gaataaagta attctcaagt ttgaaaaaaa     1140

aaa                                                                   1143

<210> 35

<211> 1146

<212> DNA

<213> Mus musculus

<400> 35

actcttgcca ggcacctccc tcctgtgggt tgattccgtt ttcctcttct caactgactc       60

tggattctga taccagacac cttcctggtg tctttccctc ctatccccat ccccttccct      120

gtccctttca ttcaattttt aatatctggc gggttttttt ttttttttct ctctctctga      180

actgtgccgc ttgtgagcag ccagcttgtc tcctgaaaat cgagtactat actctcaatc      240

ctatccctgg ctgcccttca ctccccgaca aaacatttgc ccggagaaca agagaagccc      300

tcaatgacca ctgcccaggc taccctgaaa ctgagagaaa tgacggtact caggaaatgg      360

cacaagaagt ccaaaacatc tgcctgaatc aaacctcaca aattctaaga ttgtggtatt      420

ccttcatgca atctccagaa taaaattagc tttcagcttc tgctatgaaa atctctatct      480
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tggttttagt ggacagaata ctaagggtgt gacacttaga ggaccactgg tgtttattct      540

ttaattacag aagggattct taacttattt tttggcatat cgcttttttc agtataggtg      600

ctttaaatgg gaaatgagca atagaccgtt aatggaaata tctgtactgt taatgaccag      660

cttctgagaa gtctttctca cctcccctgc acacacctta ctctagggca aacctaactg      720

tagtaggaag agaattgaaa gtagaaaaaa aaaattaaaa ccaatgacag catctaaacc      780

ctgtttaaaa ggcaaggatt tttctacctg taatgattct tctaacattc ctatgctaag      840

attttaccaa agaagaaaat gacagttcgg gcagtcactg ccatgatgag gtggtctgaa      900

agaagattgt ggaatctggg agaaactgct gagatcatat tgcaaatcca gctgtcaaag      960

ggttcagacc caggacagta caattcgtga gcagatctca agagccttgc acatctacga     1020

gatatatatt taaagttgta gataatgaat ttctaattta ttttgtgagc acttttggaa     1080

atatacatgc tactttgtaa tgaatacatt tctgaataaa gtaattctca agtttgaaaa     1140

aaaaaa                                                                1146

<210> 36

<211> 136

<212> PRT

<213> Rattus norvegicus

<400> 36

Met Val Leu Phe Arg Tyr Leu Phe Ile Leu Gln Val Val Arg Leu Ala 

1               5                   10                  15      

Leu Thr Tyr Asn Phe Ser Asn Cys Asn Phe Glu Met Ile Leu Arg Ile 

            20                  25                  30          

Tyr His Ala Thr Ile Phe Arg Asp Leu Leu Lys Asp Leu Asn Gly Ile 

        35                  40                  45              

Leu Phe Asp Gln Ile Glu Asp Cys Asp Ser Arg Thr Ala Cys Leu Leu 

    50                  55                  60                  

Lys Ile Asp His His Thr Phe Asn Pro Val Pro Gly Cys Pro Ser Leu 

65                  70                  75                  80  

Pro Glu Lys Ala Phe Ala Leu Lys Thr Lys Ala Ala Leu Ile Asn Tyr 
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                85                  90                  95      

Cys Pro Gly Tyr Ser Glu Thr Glu Arg Asn Gly Thr Leu Glu Met Thr 

            100                 105                 110         

Arg Glu Ile Arg Asn Ile Cys Leu Asn Gln Thr Ser Gln Ile Leu Gly 

        115                 120                 125             

Leu Trp Leu Ser Cys Ile Gln Ser 

    130                 135     

<210> 37

<211> 1125

<212> DNA

<213> Rattus norvegicus

<400> 37

tcaggcaaca gcatggttct tttcaggtac ctctttatcc tgcaagtggt acggctggca       60

ctaacttaca acttttctaa ctgtaacttc gagatgattt tgagaatata tcatgcaaca      120

atttttcgtg acctgcttaa agatttgaat gggatcttgt tcgaccaaat cgaggactgt      180

gacagcagga cagcttgtct cctgaaaatc gaccaccata ccttcaatcc tgtccctggc      240

tgcccgtcac tccccgagaa agcgttcgct ttgaaaacga aagcggccct cattaactac      300

tgcccaggct actctgaaac tgagagaaat ggtactctgg aaatgacacg agaaatcaga      360

aacatctgcc tgaatcaaac ctcacaaatt ctaggattgt ggctttcctg cattcaatct      420

tgaagaaaaa attagctttt ggattatatt atgaaaatat atatcttgtt tttagtagat      480

ataatactaa gggtgtgaca cttaaaagaa cactaatgtt tattctttaa ttatagaagg      540

gattcttaac ttatttttgg catatcgttg tttagtgtag gcgctttaaa tggaaaatga      600

gcattacccc tttaatggaa ataaccgtgc tgttaatgat tggcttcggc ttctgagcag      660

tctttctcac ctcacctgag acactttact ctagggcaaa cctaactgta gtaggaagaa      720

aatcaaaagt agaaaaacag ttgaaaccaa tgacaggatc tatactccat ttaaaaggca      780

agaatttttg tacctgtaat gattcttcta acattcctac gctaagattt tactaaagaa      840

gaaaataaca gcagaggaaa gtgttcaggc agtcactgcc atgatgaagc tgtcagaatc      900

tgagagctac tgctgcaact gatcgtgtag taaatccagc tgtaaagggg atcttaaccc      960

Page 27



57035WOPCT-seql-000001

accacagtgg gatgcacagg cagatcccca agggcattgt gcagctgtga gatatatatt     1020

taaagttgta tataatgatt ttctaattta ttccgtgagc acctttgaaa atatacatgt     1080

cgctgtgtaa caaatacact tctgaataaa gtaattctca agttc                     1125

<210> 38

<211> 149

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      polypeptide"

<400> 38

Met Gly Ser Ser His His His His His His Leu Glu Val Leu Phe Gln 

1               5                   10                  15      

Gly Pro Tyr Asp Phe Thr Asn Cys Asp Phe Glu Lys Ile Lys Ala Ala 

            20                  25                  30          

Tyr Leu Ser Thr Ile Ser Lys Asp Leu Ile Thr Tyr Met Ser Gly Thr 

        35                  40                  45              

Lys Ser Thr Glu Phe Asn Asn Thr Val Ser Cys Ser Asn Arg Pro His 

    50                  55                  60                  

Cys Leu Thr Glu Ile Gln Ser Leu Thr Phe Asn Pro Thr Ala Gly Cys 

65                  70                  75                  80  

Ala Ser Leu Ala Lys Glu Met Phe Ala Met Lys Thr Lys Ala Ala Leu 

                85                  90                  95      

Ala Ile Trp Cys Pro Gly Tyr Ser Glu Thr Gln Ile Asn Ala Thr Gln 

            100                 105                 110         

Ala Met Lys Lys Arg Arg Lys Arg Lys Val Thr Thr Asn Lys Cys Leu 

        115                 120                 125             

Glu Gln Val Ser Gln Leu Gln Gly Leu Trp Arg Arg Phe Asn Arg Pro 
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    130                 135                 140                 

Leu Leu Lys Gln Gln 

145                 

<210> 39

<211> 4

<212> PRT

<213> Unknown

<220>

<221> source

<223> /note="Description of Unknown: Potential

      furin cleavage site"

<400> 39

Arg Arg Lys Arg 

1               

<210> 40

<211> 6

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      6xHis tag"

<400> 40

His His His His His His 

1               5       

<210> 41

<211> 131

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      polypeptide"

<400> 41

Tyr Asp Phe Thr Asn Cys Asp Phe Glu Lys Ile Lys Ala Ala Tyr Leu 

1               5                   10                  15      

Page 29



57035WOPCT-seql-000001

Ser Thr Ile Ser Lys Asp Leu Ile Thr Tyr Met Ser Gly Thr Lys Ser 

            20                  25                  30          

Thr Glu Phe Asn Asn Thr Val Ser Cys Ser Asn Arg Pro His Cys Leu 

        35                  40                  45              

Thr Glu Ile Gln Ser Leu Thr Phe Asn Pro Thr Ala Gly Cys Ala Ser 

    50                  55                  60                  

Leu Ala Lys Glu Met Phe Ala Met Lys Thr Lys Ala Ala Leu Ala Ile 

65                  70                  75                  80  

Trp Cys Pro Gly Tyr Ser Glu Thr Gln Ile Asn Ala Thr Gln Ala Met 

                85                  90                  95      

Lys Lys Arg Arg Lys Arg Lys Val Thr Thr Asn Lys Cys Leu Glu Gln 

            100                 105                 110         

Val Ser Gln Leu Gln Gly Leu Trp Arg Arg Phe Asn Arg Pro Leu Leu 

        115                 120                 125             

Lys Gln Gln 

    130     

<210> 42

<211> 119

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      polypeptide"

<400> 42

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly 

1               5                   10                  15      

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Tyr 

            20                  25                  30          

Trp Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 
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        35                  40                  45              

Gly His Ile Lys Ser Lys Thr Asp Ala Gly Thr Thr Asp Tyr Ala Ala 

    50                  55                  60                  

Pro Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr 

65                  70                  75                  80  

Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr 

                85                  90                  95      

Tyr Cys Ala Arg Glu Ile Tyr Tyr Tyr Ala Phe Asp Ser Trp Gly Gln 

            100                 105                 110         

Gly Thr Leu Val Thr Val Ser 

        115                 

<210> 43

<211> 109

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

      polypeptide"

<400> 43

Ser Tyr Glu Leu Thr Gln Pro Leu Ser Val Ser Val Ala Leu Gly Gln 

1               5                   10                  15      

Thr Ala Arg Ile Thr Cys Ser Gly Asp Asn Ile Gly Ser Lys Tyr Val 

            20                  25                  30          

His Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr 

        35                  40                  45              

Gly Asp Asn Glu Arg Pro Ser Gly Ile Pro Glu Arg Phe Ser Gly Ser 

    50                  55                  60                  

Asn Ser Gly Asn Thr Ala Thr Leu Thr Ile Ser Arg Ala Gln Ala Gly 

65                  70                  75                  80  

Page 31



57035WOPCT-seql-000001

Asp Glu Ala Asp Tyr Tyr Cys Gln Ala Ala Asp Trp Val Asp Phe Tyr 

                85                  90                  95      

Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gln 

            100                 105                 
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