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<210> 1

<211> 39

<212> PRT

<213> Artificial Sequence

<220>
<223> Compound

<220>

<221> MISC_FEATURE

222> (2)..(2)

<223> X is Aib in the description

<220>

<221> MISC_FEATURE

<222> (13)..(13)

<223> X is Aib in the description

<220>

<221> MISC_FEATURE

<222> (17)..(17)

<223> K is K1 in the description, K1 indicates that the amino group on
the side chain of the lysine is connected to -X-X1-X2

<220>

<221> MISC_FEATURE

<222> (19)..(19)

<223> X is Z© in the description, Z0 is selected from glutamine (Q) and
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<220>
<221>
222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

asparagine (N)

MISC_FEATURE

(20)..(20)

K is K@ in the description, K@ indicates that the carboxyl group
on the side chain of the glutamic acid (E@) and the amino group
on the side chain of the lysine (K@) jointly form a lactam
structure

MISC_FEATURE

(21)..(21)

X is Z1 in the descriptionZl is selected from alanine (A) and
glutamic acid (E)

MISC_FEATURE

(23)..(23)

X is Z2 in the description, Z2 is selected from valine (V) and
isoleucine (I)

MISC_FEATURE

(24)..(24)

E is E@ in the description, E@ indicates that the carboxyl group
on the side chain of the glutamic acid (E@) and the amino group
on the side chain of the lysine (K@) jointly form a lactam
structure

MISC_FEATURE

(27)..(27)

X is Z3 in the description, Z3 is selected from isoleucine (I)
and leucine (L)

MISC_FEATURE
(39)..(39)
S is S@ in the description

1

Tyr Xaa Glu Gly Thr Phe Thr Ser Asp Tyr Ser Ile Xaa Leu Asp Lys

1

5 10 15

Lys Ala Xaa Lys Xaa Phe Xaa Glu Trp Leu Xaa Ala Gly Gly Pro Ser

20 25 30

Ser Gly Ala Pro Pro Pro Ser

35
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<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
222>
<223>

<400>

2

39

PRT

Artificial Sequence

Compound

MISC_FEATURE
(2)..(2)

X is Aib in the description

MISC_FEATURE
(13)..(13)
X is Aib in the description

MISC_FEATURE

(17)..(17)

E is E® in the description, E@ indicates that the carboxyl group
on the side chain of the glutamic acid (E@) and the amino group
on the side chain of the lysine (K@) jointly form a lactam
structure

MISC_FEATURE

(20)..(20)

K is K@ in the description, K@ indicates that the carboxyl group
on the side chain of the glutamic acid (E®) and the amino group
on the side chain of the lysine (K@) jointly form a lactam
structure

MISC_FEATURE

(24)..(24)

K is K1 in the description, K1 indicates that the amino group on
the side chain of the lysine is connected to -X-X1-X2

MISC_FEATURE
(39)..(39)
S is SO in the description

2

Tyr Xaa Glu Gly Thr Phe Thr Ser Asp Tyr Ser Ile Xaa Leu Asp Lys

1

5 10 15
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Glu Ala Gln Lys Ala Phe Val Lys Trp Leu Ile Ala Gly Gly Pro Ser

20 25 30

Ser Gly Ala Pro Pro Pro Ser

<210>
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<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
222>
<223>

<220>
<221>
222>
<223>

<400>

35

3

39

PRT

Artificial Sequence

Compound

MISC_FEATURE
(2)..(2)

X is Aib in the description

MISC_FEATURE

(13)..(13)

E is E@ in the description, EO© indicates that the carboxyl group
on the side chain of the glutamic acid (E®) and the amino group
on the side chain of the lysine (K@) jointly form a lactam
structure

MISC_FEATURE

(17)..(17)

K is K@ in the description, K@ indicates that the carboxyl group
on the side chain of the glutamic acid (E@) and the amino group
on the side chain of the lysine (K@) jointly form a lactam
structure

MISC_FEATURE

(20)..(20)

K is K1 in the description, K1 indicates that the amino group on
the side chain of the lysine is connected to -X-X1-X2

MISC_FEATURE
(39)..(39)
S is SO in the description

3

Tyr Xaa Glu Gly Thr Phe Thr Ser Asp Tyr Ser Ile Glu Leu Asp Lys
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Lys Ala Gln Lys Ala Phe Val Gln Trp Leu Ile Ala Gly Gly Pro Ser

20 25 30

Ser Gly Ala Pro Pro Pro Ser
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<211>
<212>
<213>

<220>
<223>
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<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
222>
<223>

<220>
<221>
222>
<223>

<400>

35
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39

PRT

Artificial Sequence

Compound

MISC_FEATURE
(2)..(2)

X is Aib in the description

MISC_FEATURE

(13)..(13)

E is EO in the description, E@ indicates that the carboxyl group
on the side chain of the glutamic acid (E®) and the amino group
on the side chain of the lysine (K@) jointly form a lactam
structure

MISC_FEATURE

(16)..(16)

K is K@ in the description, K@ indicates that the carboxyl group
on the side chain of the glutamic acid (E@) and the amino group
on the side chain of the lysine (K@) jointly form a lactam
structure

MISC_FEATURE

(20)..(20)

K is K1 in the description, K1 indicates that the amino group on
the side chain of the lysine is connected to -X-X1-X2

MISC_FEATURE
(39)..(39)
S is SO in the description

4
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Tyr Xaa Glu Gly Thr Phe Thr Ser Asp Tyr Ser Ile Glu Leu Asp Lys
1 5 10 15

Ile Ala Gln Lys Ala Phe Val Gln Trp Leu Ile Ala Gly Gly Pro Ser
20 25 30

Ser Gly Ala Pro Pro Pro Ser
35
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