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w21l0s 1

«<211> 12

<21Z>  DNA

«<213> Artificial Sequence

<220

2223> R denotes A or G, M denotes A or €, § denotes G or C, W denotes A
or U, and N denctes A, &, Cor U

«220>

«221> misc_feature

222> (1}.. (11}

<223> R dencted A or G, M denotes A or C, 8§ denotes G or ¢, W denotes &
or U, and N denotes A, G, T or U

<4£00> 1

mecsgonginw & 11

<Z10>» 2

<21I>» 11

<21Z> DNA

<213> Artificial Seguence

220>

<223> R denotes A or G, M denotes A or €, § denotes G or C, W denotes A
or U, and ¥ denotes &, ¢, Coxr U

«220>

<221> misc_ feature

<222> (1) ..{11)

<223> R denoted A or 3, M denctes A or C, S denotes G or €, W denotes A
or U, and N denctes A, &, C or U

<400>» 2

rnsgagmgrm ¥ 11

«210> 3

<211 13

<212> DNA

«213> artificial seqguence



<220>

<223> Motif la

<220

<221> misc_feature

«222> {1)..(33)

<223> R1 is absent, or A or G if present; N1 is absent, or A,C or G if
present, preferably A,C or G; 51 is absent, or € or G if present,
preferably C or G; Ml is A or C; R2 is absent, or A or G if
present, preferably A or &, and Rl and R2 can ke same or different
M2 is abgsent, or A or C if present, preferably absent; R3 is absent,
or A or G if present, preferably absent; R4 is absent, or C if
present, preferably absent

<400> 3

msgagmgrm rrr 13

<210> 4

«211s 12

<2l2> DNA

<213> Artificial seguence

<220

<223» Motif Za

<2203

<221> misc_feature

<222>  {1}..{13}

<223> R5 is absent, or A 1f present; M3 is absent, or C or A if
present; S2 is absent, or € or G if present; 83 is G or C; N2 is
G, Cor T; M& is A or C; W is absent, or A ox T if present and RE
ig absent, or A if present

<4 00> 4

rmscsgongm wr 12

<23i0> 5

<211l> 8

«212> DINA

<213> Artificial Seguence

220>

223> Mi~1

<408= 5

gocgagagaa g

<210 6

<211> 9

<2L2> DNA

<2k3> Artificial Sequence

«<220>

<«Z223» M1l-2

<400> 6

gggagogaa 9



<210= 7

<231> 9

<212> DHNA

«213> Artificial Seguence
<220>

«223> M1l-3

<4OG> 7

gcgagagga

<210> 8

<211> 9

«212> DHNA

<213> Artifieial sequence
220>

<223> Ml-4

<480> B

grgagegga

«210> 9

<2ll> 9

«212> DHA

<213> Artificial Sequence
220>

<223= Mi-5

<4GC0> 9

cggagegaa

<210 10

<211> 8§

<212> DNA

<213> Artificial Sequence
<220>

<223> Mi-g6

<400 10

cggagegga

<210> il

<21i> B

<21l2> DNA

<212> Artificial Sequence
<220>

<223> Mi-7

<4030> 11

acgagagga

<210> 12

<21li> 2

<212> DNA

«213> Artificial seguence



<2205
<223> Ml-8

<4 0> 12
acgagcgga
«210> 13
<21l 10
<212> DNA

«213> Artificizl Bequence

<2205

<223> Ml-9
400> 13
gacgagagga
<210> 14
<211l= 10
<212 DNA

<213> Artificial Seguence

220>
<223> Mi-10

<4Q0> 14
gacgagagaa
210> 15
«21%> B
<212> DNA

<213> Artificial sequence

<220>
<223> M1-11

«<400> 15
agcgagey
210> 16
<211> 9
<212> DNA

<213> Artificial Segquence

<220>

«223> M1-12 {1°'3)
<400> 16
aggagagga

<210 17

<211> 9

<212= DNA

<213> Artificial Sequence

<220
<223> M-13 (5'1}

<4 00> 17
gocgagaga

190

10



<210> 18

<21i> 9

<212> DNA

<213> BArtificial Segquence

<220

<223> Ml-14 (5'3}
<400> 18
cgagaggca

<2310> 18

«2il= 2

<212> DNA

«213> Artificial sequence

<220>
223> M1-15 (1+¢)

«<4008> 18
gagaggage
<210 20
«2ll> 9
212> DNA

«213> Artificial seguence

<220>
<223» M2-1

<400> 20
cgcggcgga
<210> 231
<211l» 8
<212> DNA

<213> Artificial segquence

220>

<223 M2-2
<400> 21
cgeogeoge
<£10> 22
<21l 9
<212> DNA

<213» Artificial seguence

<220
<223> M2-3

«400> 22
goggetgaa
«210> 23
231> 9

<212 DNA

w



<213> Artificial Sequence
«220>

<223> MZ2-4

400> 23

ccggctaaa

<210> 24

<211> 10

<212> DNA

<213> Artificial seguence
<220>

«223» M2-5

<400> 24

cgeegetgaa

<210> 28

«211> 18

<212> DN

«213> Artificial seguence
<220>

<223> M2-6

<4 00> 25

cgcogoggaa

«<210> 26

«211l> 10

<212> DNA

<213> Artificial sequence
<220

<223 M2-7

<400= 26

cgoegoogaa

<210> 27

211> 9

212> DNA

«213> Artificial seguence
<220>

223> M2-8

400> 27

coocgoggas

«210> 28

<211= B

<212> DNA

<213> Artificial sequence
<220

223

M2-9

10

10

1¢



<400> 28

ccegecgaa
<210> 29
211> 8
«212> DHNA

<213» Artificial sequence

220>

<223> M2-10
«<400> 25
cocgetgaa
<210> 30
<211ls &
=212> DHA

<213> Artificial Seguence

<220>
<223> M2-11 (G3)

400> 30
ceeggcaga
=210= 31
<211lx 9
<212> DNA

<213> Artificial secuence

<220>
<223> M2-12 (4'3)

<400> 31
cgogyetga
<210> 32
«21l= B8
=212> DNA

<213> Artificial sequence

<220>
<223> M2-13 (4'5}

«400D> 32
cggotgeta
«<210> 33
<21i> 8
<212> DNA

<213> Artificial sedquence

<220>
<223 M2-14 (G2}

<400> 33
cecoggegga

<210> 34



«21ls> 16

«212> DNA

<213s Artificial segquence
<220

«223> M2-i5 (GiR)

«<400> 34

agceogecegea

210> 35

<211l> 190

<212» DNA

«213» Artificial seguence
<220

<223 HM2-16 (G1l1l)

400> 35

acgeegeega
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