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<210> 	1 
<211> 	11 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	R denotes A or G, M denotes A or 

or U, and N denotes A, G, C or U 
C, S denotes G or C, W denotes A 

<220> 
<221> 	misc_feature 
<222> 	(1)..(11) 
<223> 	R denoted A or G, M denotes A or C, S denotes G or C, W denotes A 

or U, and N denotes A, G, C or U 

<400> 	1 
mscsgcngmw a 11 

<210> 	2 
<211> 	11 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	R denotes A or G, M denotes A or 

or U, and N denotes A, G, C or U 
C, S denotes G or C, W denotes A 

<220> 
c221> 	misc_feature 
<222> 	(1)..(11) 
<223> 	R denoted A or G, M denotes A or C, 

or U, and N denotes A, G, C or U 
S denotes G or C, W denotes A 

<400> 	2 
rnsgagmgrm r 

c210> 	3 

11 

<211> 	13 
<212> 	DNA 
<213> 	Artificial sequence 



<220> 
<223> 	Motif la 

<220> 
<221> 	misc_feature 
<222> 	(1)—(13) 
<223> 	R1 is absent, or A or G if present; 	N1 is absent, or A,C or G if 

present, preferably A,C or G; S1 is absent, or C or G if present, 
preferably C or G; 	M1 is A or C; 	R2 is absent, or A or G if 
present, preferably A or G, and R1 and R2 can be same or different 
M2 is absent, or A or C if present, preferably absent; R3 is absent, 
or A or G if 

	

	 absent; R4 is absent, or C if present, preferably 
present, preferably absent 

<400> 	3 
rnsgagmgrm rrr 	 13 

<210> 	4 
<211> 	12 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	Motif 2a 

<220> 
<221> 	misc_feature 
<222> 	(1)—(13) 
<223> 	R5 is absent, or A if present; 	M3 is absent, or C or A if 

present; S2 is absent, or C or G if present; S3 is G or C; N2 is 
G, C or T; M4 is A or C; W is absent, or A or T if present and R6 
is absent, or A if present 

<400> 	4 
rmscsgcngm wr 	 12 

c210> 	5 
<211> 	9 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	M1-1 

<400> 	5 
gcgagagaa 	 9 

<210> 	6 
<211> 	9 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	M1-2 

<400> 	6 
gggagcgaa 	 9 

2 



<210> 	7 
<211> 	9 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	M1-3 

<400> 	7 
gcgagagga 

<210> 	8 
<211> 	9 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
c223> 	M1-4 

<400> 	8 
gcgagogga 

<210> 	9 
<211> 	9 
<212> 	DNA 
<213> 	ArtificialSequence 

<220> 
<223> 	M1-5 

<400> 	9 
cggagcgaa 

<210> 	10 
<211> 	9 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	M1-6 

c400> 	10 
cggagcgga 

<210> 	11 
<211> 	9 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	M1-7 

<400> 	11 
acgagagga 

<210> 	12 
<211> 	9 
<212> 	DNA 
<213> 	Artificial sequence 

3 



<220> 
<223> 	M1-8 

<400a 	12 
acgagcgga 

<210) 	13 
<211> 	10 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	M1-9 

<400> 	13 
gacgagagga 

<210> 	14 
<211> 	10 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	M1-10 

<400> 	14 
gacgagagaa 

<210> 	15 
<211> 	8 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	M1-11 

<400> 	15 
agcgagcg 

<210> 	16 
<211> 	9 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	M1-12 	(1'3) 

<400> 	16 
aggagagga 

<210> 	17 
<211> 	9 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	M-13 	(5'1) 

<400> 	17 
gccgagaga 

10 

10 

8 

9 

9 
4 



<210> 	18 
<211> 	9 
c212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	M1-14 	(51 3) 

<400> 	18 
cgagaggca 

<210> 	19 
<211> 	9 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	M1-15 	(1'4) 

<400> 	19 
gagaggagc 

<210> 	20 
<211> 	9 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	M2-1 

<400> 	20 
cgcggcgga 

<210> 	21 
<211> 	9 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	M2-2 

<400> 	21 
cgccgccgc 

<210> 	22 
<211> 	9 
<212> 	DNA 
<213> 	Artificialsequence 

<220> 
<223> 	M2-3 

<400> 	22 
gcggctgaa 

<210> 	23 
<211> 	9 
<212> 	DNA 



<213> 	Artificial Sequence 

<220> 
<223> 	M2-4 

<400> 	23 
ccggctgaa 

<210> 	24 
<211> 	10 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	M2-5 

<400> 	24 
cgccgctgaa 

<210> 	25 
<211> 	10 
<212> 	DNA 
<213> 	Artificialsequence 

<220> 
<223> 	M2-6 

<400> 	25 
cgccgcggaa 

<210> 	26 
<211> 	10 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	M2-7 

c400> 	26 
cgccgccgaa 

<210> 	27 
<211> 	9 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	M2-8 

<400> 	27 
cccgcggaa 

<210> 	28 
<211> 	9 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	M2-9 

9 

10 

10 

10 

9 

6 



<400> 	28 
cccgccgaa 

<210, 	29 
<211> 	9 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	M2-10 

<400> 	29 
cccgctgaa 

<210> 	30 
<211> 	9 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	M2-11 	(G3) 

<400> 	30 
cccggcgga 

<210> 	31 
<211> 	9 
c212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	M2-12 	(4'3) 

<400> 	31 
cgcggctga 

<210> 	32 
<211> 	9 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	M2-13 	(4'5) 

<400> 	32 
cggctgcta 

<210> 	33 
<211> 	9 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	M2-14 	(G2) 

<400> 	33 
cccggcgga 

<210> 	34 
7 

9 

9 

9 



<211> 	10 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	M2-15 	(G12) 

<400> 	34 
agccgccgca 

<210> 	35 
<211> 	10 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	M2-16 	(G11) 

<400> 	35 
acgccgccga 

10 

10 

8 


