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mm‘sm TGARACCCGC a'ix;m GGTGATTCAT AATAAACTGG CGAATCGCAT
TTAGCGATH gecamns TITCTGACCC ATCAGCTTGA CGGTAGGGTA TTGGCCTACC
GAGGCAGCAA CGGGTAACGG GGAATTAGGG TTCGATTCCG GAGAGGGAGC CTGAGAGACG
GCTACCACAT CTAAGGAAGG CAGCAGGCGC GCAAATTACC CAATCCTGAC ACAGGGAGGT
AGTGACAAGA AATAACAATA CAGGGCTAAT GTCTTGTAAT TGGAATGATG GTGACCCACA
CCCTCACCAG AGTAGCAATT GGAGGGCAAG TCTGGTGCCA GCAGCCGCGG TAATTCCAGC
TCCAATAGCG TATATTAAAC TTGTTGCAGT TAAAAAGCTC GTAGTTGAAT TTTAGCGTGT
TCGAGTTTGC CATTCGTTTG GCTTTTTCGA GTTCGC
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Name

Sequence

Forward primer

5’-TAGTTTGAAACCCGCCTT-3’ (SEQ ID NO: 1)

Reverse Primer

5°-GATGGGTCAGAAACTTGAA-3’ (SEQID NO: 2)

Probe

5’-CATCGCTAAATGCGATTCGCCA-3’ (SEQID NO: 3)

FIG. 2

2/5




Babesia bovis KF 928959
Rabesia canis AY072925.1
Babesia divergens AY144688.1
Babesia felis AF244912,1
Babesia gibsoni KP666168.1
Babesia microti AB190459.1

Babesia bovis KF 928959
Babesia canis AY072925.1
Babesia divergens AY144688.1
Babesia felis AF244912.1
Babesia gibsoni KP666168.1
Babesia microti AB190453.1

Babesia bovis KF 928959
Babesia canis AY072925.1
Babesia divergens AY134688.1

{
Babesia felis AF244912.1 (

Babesia gibsoni KP666168.1
Babesia microti AB190459.1

FIG. 3

3/5



3500
3000
2500

2000
e

RF

1500

1000

500

—NTC

—NTC

—-—1071 copies
-+-1071 copies
——10"2 copies
—+10%2 copies
—=-1073 copies
-=-10"3 copies
--1074 copies
--1074 copies
-+-1075 copies
—=—10M5 copies
—-—10"6 copies
—-10"6 copies
-=-10"8 copies
-e—10"8 copies

FIG. 4A

4/5




¥ =-3.2025%+ 37.238
R*=0.9948

Log,, copies

FIG. 4B

5/5



