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<160> 225
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<210> 1

<211> 26

<212> PRT

<213> Artificial Sequence

<220>
<223> VH FR1 of Antibodies SIRPAB-1 to SIRPAB-7 and SIRPAB-17 to
SIRPAB-21

<400> 1

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln
1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly
20 25

<210> 2

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<223> VH CDR1 of Antibodies SIRPAB-1, SIRPAB-6 and SIRPAB-17 to
SIRPAB-21

<400> 2

Gly Ser Ile Ser Ser Gly Gly Tyr Tyr Trp Ser
1 5 10



<210>
<211>
<212>
<213>

<220>
<223>

<400>

3

14

PRT

Artificial Sequence

VH FR2 of Antibodies SIRPAB-1 to SIRPAB-7,
SIRPAB-21

3

and SIRPAB-17 to

Trp Ile Arg Gln His Pro Gly Lys Gly Leu Glu Trp Ile Gly

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10

4

16

PRT

Artificial Sequence

VH CDR2 of Antibody SIRPAB-1

4

Ser Ile Tyr Tyr Ser Gly Ser Thr Tyr Tyr Asn Pro Ser Leu Lys Ser

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10

5

30

PRT

Artificial Sequence

VH FR3 of Antibodies SIRPAB-1 to SIRPAB-7,
SIRPAB-21

5

15

and SIRPAB-17 to

Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu Lys

1

5 10

15

Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys

<210>
<211>
<212>
<213>

20 25

6

11

PRT

Artificial Sequence

30



<220>
<223>

<400> 6

VH CDR3 of Antibodies SIRPAB-1 to SIRPAB-5,

Ala Arg Glu Gly Tyr His Ser Gly Met Asp Val

1

<210> 7
<211> 11
<212> PRT
<213>

<220>
<223>

5

SIRPAB-21

<400> 7

Artificial Sequence

10

VH FR4 of Antibodies SIRPAB-1 to SIRPAB-5,

Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser

1

<210> 8

<211> 357
<212> DNA
<213>

<220>
<223>

<400> 8
caggtgcagc

acctgtactg
cagcacccag
tacaacccgt
tccctgaagc
ggataccact
<210> 9

<211> 119
<212> PRT

<213>

<220>
<223>

5

tgcaggagtc
tctctggtgg
ggaagggcct
ccctcaagag
tgagttctgt

caggaatgga

Artificial Sequence

gggcccagga
ctccatcagc
ggagtggatt
tcgagttacc
gaccgccgca

cgtatggggc

Artificial Sequence

10

VH Nucleotide Sequences of Antibody

ctggtgaagc
agtggtggtt
gggtcaatct
atatcagtag

gacacggcgg

cagggaacaa

VH Domain of Antibody SIRPAB-1

SIRPAB-1

cttcacagac
actactggag
attacagtgg
acacgtctaa
tgtactactg

ctgtcaccgt

and SIRPAB-17

and SIRPAB-17 to

cctgtccctc
ctggatccgc
gagcacctac
gaaccagttc
cgccagagag

ctcctca

60

120

180

240

300

357



<400> 9

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln
1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Gly
20 25 30

Gly Tyr Tyr Trp Ser Trp Ile Arg Gln His Pro Gly Lys Gly Leu Glu
35 40 45

Trp Ile Gly Ser Ile Tyr Tyr Ser Gly Ser Thr Tyr Tyr Asn Pro Ser
50 55 60

Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe
65 70 75 80

Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr
85 90 95

Cys Ala Arg Glu Gly Tyr His Ser Gly Met Asp Val Trp Gly Gln Gly
100 105 110

Thr Thr Val Thr Val Ser Ser
115

<21e> 10

<211> 23

<212> PRT

<213> Artificial Sequence

<220>

<223> VL FR1 of Antibodies SIRPAB-1 to SIRPAB-5 and SIRPAB-17 to
SIRPAB-21

<400> 10

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys
20

<210> 11



<211> 11
<212> PRT
<213> Artificial Sequence

<220>
<223> VL CDR1 of Antibodies SIRPAB-1 to SIRPAB-7, SIRPAB-17, and
SIRPAB-18

<400> 11

Gln Ala Ser Gln Asp Ile Ser Asn Tyr Leu Asn
1 5 10

<21e> 12

<211> 15

<212> PRT

<213> Artificial Sequence

<220>
<223> VL FR2 of Antibodies SIRPAB-1 to SIRPAB-13 and SIRPAB-17 to
SIRPAB-21

<400> 12

Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr
1 5 10 15

<210> 13

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> VL CDR2 of Antibodies SIRPAB-1 to SIRPAB-5, SIRPAB-17, and
SIRPAB-18

<400> 13

Asp Ala Ser Asn Leu Ala Thr
1 5

<210> 14

<211> 32

<212> PRT

<213> Artificial Sequence

<220>
<223> VL FR3 of Antibodies SIRPAB-1 to SIRPAB-7 and SIRPAB-17 to
SIRPAB-21

<400> 14



Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr
1 5 10 15

Phe Thr Ile Ser Ser Leu Gln Pro Glu Asp Ile Ala Thr Tyr Tyr Cys
20 25 30

<210> 15

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> VL CDR3 of Antibodies SIRPAB-1 to SIRPAB-5, SIRPAB-17 to
SIRPAB-21

<400> 15

Gln Gln Phe Ala Tyr Leu Pro Trp Thr
1 5

<21e> 16

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> VL FR4 of Antibodies SIRPAB-1 to SIRPAB-13 and SIRPAB-17 to
SIRPAB-21

<400> 16

Phe Gly Gly Gly Thr Lys Val Glu Ile Lys
1 5 10

<210> 17

<211> 321

<212> DNA

<213> Artificial Sequence

<220>
<223> VL Nucleotide Sequences of Antibody SIRPAB-1

<400> 17
gacatccaga tgacccagtc tccatcctcc ctgtctgcat ctgtaggaga cagagtcacc 60
atcacttgcc aggcgagtca ggacattagc aactatttaa attggtatca gcagaaacca 120

gggaaagccc ctaagctcct gatctacgat gcatccaatt tggcaacagg ggtcccatca 180



aggttcagtg gaagtggatc tgggacagat tttactttca ccatcagcag cctgcagcct 240

gaagatattg caacatatta ctgtcagcag ttcgcctacc tcccttggac ttttggcgga 300

gggaccaagg ttgagatcaa a

<210> 18
<211> 107
<212> PRT
<213>
<220>
<223>
SIRPAB-18
<400> 18
Asp Ile Gln Met
1
Asp Arg Val Thr
20
Leu Asn Trp Tyr
35
Tyr Asp Ala Ser
50
Ser Gly Ser Gly
65
Glu Asp Ile Ala
Thr Phe Gly Gly
100
<210> 19
<211> 11
<212> PRT
<213>
<220>
<223>

Artificial Sequence

VL Domain of Antibodies SIRPAB-1

Thr

Ile

Gln

Asn

Thr

Thr

85

Gly

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Ser

Cys

Lys

Ala

55

Phe

Tyr

Lys

Artificial Sequence

Pro

Gln

Pro

40

Thr

Thr

Cys

Val

Ser

Ala

25

Gly

Gly

Phe

Gln

Glu
105

VH CDR1 of Antibody SIRPAB-2

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

321

to SIRPAB-5, SIRPAB-17 and

Leu Ser Ala Ser Val Gly

15

Gln Asp Ile Ser Asn Tyr
30

Ala Pro Lys Leu Leu Ile
45

Pro Ser Arg Phe Ser Gly
60

Ile Ser Ser Leu Gln Pro
75 80

Phe Ala Tyr Leu Pro Trp
95

Lys



<400> 19

Gly Ser Ile Ser Ser Gly Gly Asp Tyr Trp Ala

1

<210> 20
<211> 16
<212> PRT
<213>

<220>
<223>

<400> 20

5

Artificial Sequence

10

VH CDR2 of Antibody SIRPAB-2

Tyr Ile Tyr Pro Ser Gly Phe Thr Tyr Tyr Asn Pro Ser Leu Lys Ser

1

<210> 21

<211> 357
<212> DNA
<213>

<220>
<223>

<400> 21
caggtgcagc

acctgtactg
cagcacccag
tacaacccgt
tccctgaagc
ggataccact
<210> 22

<211> 119
<212> PRT

<213>

<220>
<223>

<400> 22

5

tgcaggagtc
tctctggtgg
ggaagggcct
ccctcaagag
tgagttctgt

caggaatgga

Artificial Sequence

gggeccagga
ctccatcagc
ggagtggatt
tcgagttacc
gaccgccgca

cgtatggggc

Artificial Sequence

10

VH Nucleotide Sequences of Antibody

ctggtgaagc
agtggtggtg
gggtacatct
atatcagtag

gacacggecgg

cagggaacaa

VH Domain of Antibody SIRPAB-2

SIRPAB-2

cttcacagac
attactgggc
atcctagtgg
acacgtctaa
tgtactactg

ctgtcaccgt

15

cctgtccctc
ttggatccgc
gtttacctac
gaaccagttc
cgccagagag

ctcctca

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln

1

5

10

15

60

120

180

240

300

357



Thr

Gly

Trp

Leu

65

Ser

Cys

Thr

Leu

Asp

Ile

50

Lys

Leu

Ala

Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>
gacatccaga

Ser

Tyr
35

Gly

Ser

Lys

Arg

Val

115

23
321
DNA

Leu Thr Cy
20

Trp Ala Tr

Tyr Ile Ty

Arg Val Th
70

Leu Ser Se
85

Glu Gly Ty
100

Thr Val Se

S

p

r

r

r

r

r

Thr

Ile

Pro

55

Ile

Val

His

Ser

Artificial Sequence

Val

Arg

40

Ser

Ser

Thr

Ser

Ser

25

Gln

Gly

Val

Ala

Gly
105

Gly

His

Phe

Asp

Ala

90

Met

Gly

Pro

Thr

Thr

75

Asp

Asp

VL Nucleotide Sequences of Antibody

23

atcacttgcc

gggaaagccc

aggttcagtg

gaagatattg

gggaccaagsg

<210>
<211>

24
11

tgacccagtc
aggcgagtca
ctaagctcct
gaagtggatc
caacatatta

ttgagatcaa

tccatcctcc
ggacattagc
gatctacgat
tgggacagat

ctgtcagcag

a

ctgtctgcat

aactatttaa

gcatccaatt

tttactttca

ttcgcctacc

Ser Ile Ser Ser Gly
30

Gly Lys Gly Leu Glu
45

Tyr Tyr Asn Pro Ser
60

Ser Lys Asn Gln Phe
80

Thr Ala Val Tyr Tyr
95

Val Trp Gly Gln Gly
110

SIRPAB-2

ctgtaggaga cagagtcacc
attggtatca gcagaaacca
tggcaacagg ggtcccatca
ccatcagcag cctgcagcct

tcccttggac ttttggcgga

60

120

180

240

300

321



<212>
<213>

PRT

<220>
<223>

<400> 24

Artificial Sequence

VH CDR1 of Antibody SIRPAB-3

Gly Ser Ile Ser Ser Gly Gly Trp Tyr Trp Gln

1 5

<210> 25
<211> 16
<212> PRT
<213>

<220>
<223>

<400> 25

Artificial Sequence

10

VH CDR2 of Antibodies SIRPAB-3 and SIRPAB-5

Thr Ile Tyr Tyr Ser Gly Ser Thr Phe Tyr Asn Pro Ser Leu Lys Ser

1 5

<210> 26

<211> 357
<212> DNA
<213>

<220>
<223>

<400> 26
caggtgcagc tgcaggagtc

acctgtactg tctctggtgg
cagcacccag ggaagggcct
tacaacccgt ccctcaagag
tccctgaage tgagttctgt
ggataccact caggaatgga
<210> 27

<211> 119

<212> PRT

<213>

<220>

Artificial Sequence

gggeccagga
ctccatcagc
ggagtggatt
tcgagttacc
gaccgccgca

cgtatggggc

Artificial Sequence

10

VH Nucleotide Sequences of Antibody

ctggtgaagc
agtggtggtt
gggacgatct
atatcagtag

gacacggecgg

cagggaacaa

SIRPAB-3

cttcacagac
ggtactggca
attacagtgg
acacgtctaa
tgtactactg

ctgtcaccgt

15

cctgtccctc
gtggatccgc
gagcaccttt
gaaccagttc
cgccagagag

ctcctca

60

120

180

240

300

357



<223> VH Domain of Antibody SIRPAB-3

<400> 27

Gln Val Gln Leu Gln Gl
1 5

Thr Leu Ser Leu Thr Cy
20

Gly Trp Tyr Trp Gln Tr
35

Trp Ile Gly Thr Ile Ty
50

Leu Lys Ser Arg Val Th
65 70

Ser Leu Lys Leu Ser Se
85

Cys Ala Arg Glu Gly Ty
100

Thr Thr Val Thr Val Se
115

<21e> 28

<211> 321

<212> DNA

<213> Artificial Sequ

<220>

u Ser

s Thr

p Ile

r Tyr

55

r Ile

r Val

r His

r Ser

ence

Gly

Val

Arg

40

Ser

Ser

Thr

Ser

Pro

Ser

25

Gln

Gly

Val

Ala

Gly
105

Gly

10

Gly

His

Ser

Asp

Ala

90

Met

Leu

Gly

Pro

Thr

Thr

75

Asp

Asp

<223> VL Nucleotide Sequences of Antibody

<400> 28
gacatccaga tgacccagtc

atcacttgcc aggcgagtca
gggaaagccc ctaagctcct
aggttcagtg gaagtggatc

gaagatattg caacatatta

tccatcctcc
ggacattagc
gatctacgat
tgggacagat

ctgtcagcag

ctgtctgcat

aactatttaa

gcatccaatt

tttactttca

ttcgcctacc

Val Lys Pro Ser Gln
15

Ser Ile Ser Ser Gly
30

Gly Lys Gly Leu Glu
45

Phe Tyr Asn Pro Ser
60

Ser Lys Asn Gln Phe
80

Thr Ala Val Tyr Tyr
95

Val Trp Gly Gln Gly
110

SIRPAB-3

ctgtaggaga cagagtcacc
attggtatca gcagaaacca
tggcaacagg ggtcccatca
ccatcagcag cctgcagcct

tcccttggac ttttggcgga

60

120

180

240

300



gggaccaagg ttgagatcaa

<210> 29
<211> 11
<212> PRT
<213>

<220>
<223>

<400> 29

a

Artificial Sequence

VH CDR1 of Antibody SIRPAB-4

Gly Ser Ile Ser Ser Gly Ser Pro Tyr Trp Ser

1 5

<210> 30
<211> 16
<212> PRT
<213>

<220>
<223>

<400> 30

Artificial Sequence

10

VH CDR2 of Antibody SIRPAB-4

Tyr Ile Tyr Ala Ser Gly Phe Thr Tyr Tyr Asn Pro Ser Leu Lys Ser

1 5

<210> 31

<211> 357
<212> DNA
<213>

<220>
<223>

<400> 31
caggtgcagc tgcaggagtc

acctgtactg tctctggtgg
cagcacccag ggaagggcct
tacaacccgt ccctcaagag
tccctgaage tgagttctgt

ggataccact caggaatgga

Artificial Sequence

gggeccagga
ctccatcagc
ggagtggatt
tcgagttacc
gaccgccgca

cgtatggggc

10

VH Nucleotide Sequences of Antibody

ctggtgaagc
agtggtagtc
gggtacatct
atatcagtag

gacacggcgg

cagggaacaa

SIRPAB-4

cttcacagac
cgtactggag
atgctagtgg
acacgtctaa
tgtactactg

ctgtcaccgt

15

cctgtccctc
ctggatccgc
gtttacctac
gaaccagttc
cgccagagag

ctcctca

321

60

120

180

240

300

357



<21e> 32

<211> 119

<212> PRT

<213> Artificial Sequence

<220>
<223> VH Domain of Antibody SIRPAB-4

<400> 32

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln
1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Gly
20 25 30

Ser Pro Tyr Trp Ser Trp Ile Arg Gln His Pro Gly Lys Gly Leu Glu
35 40 45

Trp Ile Gly Tyr Ile Tyr Ala Ser Gly Phe Thr Tyr Tyr Asn Pro Ser
50 55 60

Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe
65 70 75 80

Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr
85 90 95

Cys Ala Arg Glu Gly Tyr His Ser Gly Met Asp Val Trp Gly Gln Gly
100 105 110

Thr Thr Val Thr Val Ser Ser
115

<210> 33

<211> 321

<212> DNA

<213> Artificial Sequence

<220>
<223> VL Nucleotide Sequences of Antibody SIRPAB-4

<400> 33
gacatccaga tgacccagtc tccatcctcc ctgtctgcat ctgtaggaga cagagtcacc 60

atcacttgcc aggcgagtca ggacattagc aactatttaa attggtatca gcagaaacca 120



gggaaagccc
aggttcagtg
gaagatattg

gggaccaagsg

<210> 34
<211> 11
<212> PRT
<213>

<220>
<223>

<400> 34

ctaagctcct
gaagtggatc
caacatatta

ttgagatcaa

gatctacgat gcatccaatt tggcaacagg ggtcccatca

tgggacagat tttactttca ccatcagcag cctgcagcct

ctgtcagcag ttcgcctacc tcccttggac ttttggcgga

a

Artificial Sequence

VH CDR1 of Antibody SIRPAB-5

Gly Ser Ile Ser Ser Gly Pro Ala Tyr Trp Ser

1

<210> 35

<211> 357
<212> DNA
<213>

<220>
<223>

<400> 35
caggtgcagc

acctgtactg
cagcacccag
tacaacccgt
tccctgaagc
ggataccact
<210> 36

<211> 119
<212> PRT

<213>

<220>
<223>

5

tgcaggagtc
tctctggtgg
ggaagggcct
ccctcaagag
tgagttctgt

caggaatgga

Artificial Sequence

gggcccagga
ctccatcagc
ggagtggatt
tcgagttacc
gaccgccgca

cgtatggggc

Artificial Sequence

10

VH Nucleotide Sequences of Antibody

ctggtgaagc
agtggtccgg
gggactatct
atatcagtag

gacacggcgg

cagggaacaa

VH Domain of Antibody SIRPAB-5

SIRPAB-5

cttcacagac
cttactggag
attacagtgg
acacgtctaa
tgtactactg

ctgtcaccgt

cctgtccctc
ctggatccgc
gagcaccttt
gaaccagttc
cgccagagag

ctcctca

180

240

300

321

60

120

180

240

300

357



<400>

36

Gln Val Gln

1

Thr

Pro

Trp

Leu

65

Ser

Cys

Thr

Leu

Ala

Ile

50

Lys

Leu

Ala

Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>
gacatccaga

Ser

Tyr
35

Gly

Ser

Lys

Arg

Val

115

37
321
DNA

Leu Gln G1

Leu Thr Cy
20

Trp Ser Tr

Thr Ile Ty

Arg Val Th
70

Leu Ser Se
85

Glu Gly Ty
100

Thr Val Se

u

S

p

r

r

r

r

r

Ser

Thr

Ile

Tyr

55

Ile

Val

His

Ser

Artificial Sequence

Gly

Val

Arg

40

Ser

Ser

Thr

Ser

Pro

Ser

25

Gln

Gly

Val

Ala

Gly
105

Gly

10

Gly

His

Ser

Asp

Ala

90

Met

Leu

Gly

Pro

Thr

Thr

75

Asp

Asp

VL Nucleotide Sequences of Antibody

37

atcacttgcc

gggaaagccc

aggttcagtg

gaagatattg

gggaccaagg

tgacccagtc
aggcgagtca
ctaagctcct
gaagtggatc
caacatatta

ttgagatcaa

tccatcctcc
ggacattagc
gatctacgat
tgggacagat

ctgtcagcag

a

ctgtctgcat

aactatttaa

gcatccaatt

tttactttca

ttcgcctacc

Val Lys Pro Ser Gln
15

Ser Ile Ser Ser Gly
30

Gly Lys Gly Leu Glu
45

Phe Tyr Asn Pro Ser
60

Ser Lys Asn Gln Phe
80

Thr Ala Val Tyr Tyr
95

Val Trp Gly Gln Gly
110

SIRPAB-5

ctgtaggaga cagagtcacc
attggtatca gcagaaacca
tggcaacagg ggtcccatca
ccatcagcag cctgcagcct

tcccttggac ttttggcgga

60

120

180

240

300

321



<21e> 38

<211> 16

<212> PRT

<213> Artificial Sequence

<220>
<223> VH CDR2 of Antibody SIRPAB-6

<400> 38

Tyr Ile Tyr Tyr Ser Gly Ser Thr Tyr Tyr Asn Pro Ser Leu Lys Ser
1 5 10 15

<21e> 39

<211> 13

<212> PRT

<213> Artificial Sequence

<220>
<223> VH CDR3 of Antibodies SIRPAB-6 and SIRPAB-7

<400> 39

Ala Arg Glu Gly Leu Asp Gly Ser Tyr Gly Ser Ser Ala
1 5 10

<210> 40

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> VH FR4 of Antibodies SIRPAB-6 and SIRPAB-7

<400> 40

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser
1 5 10

<21e> 41

<211> 363

<212> DNA

<213> Artificial Sequence

<220>
<223> VH Nucleotide Sequences of Antibody SIRPAB-6

<400> 41
caggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcacagac cctgtccctc

60



acctgtactg tctctggtgg ctccatcagc
cagcacccag ggaagggcct ggagtggatt
tacaacccgt ccctcaagag tcgagttacc
tccctgaagec tgagttctgt gaccgccgcea
ggcttggacg gatcctacgg ttcaagcgca
tca

<21e> 42

<211> 121

<212> PRT

<213> Artificial Sequence

<220>

agtggtggtt

gggtacatct

atatcagtag

gacacggecgg

tggggacagg

<223> VH Domain of Antibody SIRPAB-6

<400> 42
Gln Val Gln Leu Gln Glu Ser Gly
1 5

Thr Leu Ser Leu Thr Cys Thr Val
20

Gly Tyr Tyr Trp Ser Trp Ile Arg
35 40

Trp Ile Gly Tyr Ile Tyr Tyr Ser
50 55

Leu Lys Ser Arg Val Thr Ile Ser
65 70

Ser Leu Lys Leu Ser Ser Val Thr
85

Cys Ala Arg Glu Gly Leu Asp Gly
100

Gln Gly Thr Leu Val Thr Val Ser
115 120

Pro

Ser

25

Gln

Gly

Val

Ala

Ser

105

Ser

Gly

10

Gly

His

Ser

Asp

Ala

90

Tyr

Leu

Gly

Pro

Thr

Thr

75

Asp

Gly

actactggag

attacagtgg

acacgtctaa

tgtactactg

gtacattggt

Val

Ser

Gly

Tyr

60

Ser

Thr

Ser

Lys

Ile

Lys

45

Tyr

Lys

Ala

Ser

Pro

Ser

30

Gly

Asn

Asn

Val

Ala
110

ctggatccgc
gagcacctac

gaaccagttc

cgccagagag

caccgtctcc

Ser Gln
15

Ser Gly

Leu Glu

Pro Ser

Gln Phe
80

Tyr Tyr
95

Trp Gly

120

180

240

300

360

363



<210> 43
<211> 7
<212> PRT
<213>

<220>
<223>

<400> 43

Artificial Sequence

Asp Ala Ser Asn Leu Glu Thr

1

<210> 44
<211> 9

<212> PRT
<213>

<220>
<223>

<400> 44

5

Artificial Sequence

Gln Gln Phe Ala Tyr Leu Pro Tyr Thr

1

<210> 45

<211> 321
<212> DNA
<213>

<220>
<223>

<400> 45
gacatccagt

atcacttgcc
gggaaagccc
aggttcagtg
gaagatattg

gggaccaagsg

<210> 46
<211> 107

5

tgacccagtc
aggcgagtca
ctaagctcct
gaagtggatc
caacatatta

ttgagatcaa

Artificial Sequence

tccatcctcc
ggacattagc
gatctacgat
tgggacagat
ctgtcagcag

a

VL Nucleotide Sequences of Antibody

ctgtctgcat
aactatttaa
gcatccaatt
tttactttca

ttcgcctacc

VL CDR2 of Antibodies SIRPAB-6, SIRPAB-7 and SIRPAB-21

VL CDR3 of Antibodies SIRPAB-6 and SIRPAB-7

SIRPAB-6

ctgtaggaga cagagtcacc
attggtatca gcagaaacca
tggaaacagg ggtcccatca
ccatcagcag cctgcagcct

tcccttacac ttttggcgga

60

120

180

240

300

321



<212>

PRT

Artificial Sequence

VL Domain of Antibodies SIRPAB-6

Leu

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

Ile

Gln

Asn

Thr

Thr

85

Gly

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Ser

Cys

Lys

Glu

55

Phe

Tyr

Lys

Artificial Sequence

Pro

Gln

Pro

40

Thr

Thr

Cys

Val

Ser

Ala

25

Gly

Gly

Phe

Gln

Glu
105

VH CDR1 of Antibody SIRPAB-7

<213>

<220>

<223>

<400> 46

Asp Ile Gln

1

Asp Arg Val

Leu Asn Trp
35

Tyr Asp Ala

50

Ser Gly Ser

65

Glu Asp Ile

Thr Phe Gly

<210> 47

<211> 11

<212> PRT

<213>

<220>

<223>

<400> 47

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

and

Leu

Gln

Ala

Pro

Ile

75

Phe

Lys

Gly Ser Ile Ser Ser Gly Glu Tyr Tyr Trp Glu

1

<210>
<211>
<212>
<213>

48
16
PRT

5

Artificial Sequence

10

SIRPAB-7

Ser

Asp

Pro

Ser

60

Ser

Ala

Ala

Ile

Lys

45

Arg

Ser

Tyr

Ser

Ser

30

Leu

Phe

Leu

Leu

Val

15

Asn

Leu

Ser

Gln

Pro
95

Gly

Tyr

Ile

Gly

Pro

80

Tyr



<220>
<223>

<400> 48

VH CDR2 of Antibody SIRPAB-7

Tyr Ile Tyr Ser Ser Gly Phe Thr Tyr Tyr Asn Pro Ser Leu Lys Ser

1 5

<210> 49

<211> 363
<212> DNA
<213>

<220>
<223>

<400> 49
caggtgcagc tgcaggagtc

acctgtactg tctctggtgg
cagcacccag ggaagggcect
tacaacccgt ccctcaagag
tccctgaage tgagttctgt
ggcttggacg gatcctacgg
tca

<210> 50

<211> 121

<212> PRT

<213>

<220>
<223>

<400> 50

Artificial Sequence

gggeccagga
ctccatcagc
ggagtggatt
tcgagttacc
gaccgccgca

ttcaagcgca

Artificial Sequence

10

VH Nucleotide Sequences of Antibody

ctggtgaagc
agtggtgagt
gggtacatct

atatcagtag

gacacggecgg

tggggacagg

VH Domain of Antibody SIRPAB-7

SIRPAB-7

cttcacagac
actactggga
attctagtgg
acacgtctaa
tgtactactg

gtacattggt

15

cctgtccctc
gtggatccgc
gtttacctac
gaaccagttc
cgccagagag

caccgtctcc

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln

1 5

10

15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Gly

20

25

30

Glu Tyr Tyr Trp Glu Trp Ile Arg Gln His Pro Gly Lys Gly Leu Glu

35

40

45

60

120

180

240

300

360

363



Ile
50

Trp Gly Tyr Ile Ty

Leu Lys Ser Arg Val Th
65 70

Ser Se
85

Ser Leu Lys Leu

Cys Ala Arg Glu

100

Gly Le

Gln Thr

115

Gly Leu Val Th

<210> 51

<211> 321
<212> DNA
<213>

<220>
<223>

<400> 51
gacatccagt tgacccagtc

atcacttgcc aggcgagtca
gggaaagccc ctaagctcct
aggttcagtg gaagtggatc
gaagatattg caacatatta
gggaccaagg ttgagatcaa
<210> 52

<211> 26

<212> PRT

<213>

<220>
<223>

<400> 52

r

r

r

u

r

tccatcctcc
ggacattagc
gatctacgat
tgggacagat

ctgtcagcag

a

Ser

55

Ile

Val

Asp

Val

Artificial Sequence

Artificial Sequence

Ser

Ser

Thr

Gly

Ser
120

Gly Phe Thr

Val Asp Thr

75

Ala Ala Asp

90

Ser
105

Tyr Gly

Ser

VL Nucleotide Sequences of Antibody

ctgtctgcat
aactatttaa
gcatccaatt
tttactttca

ttcgcctacc

Tyr Tyr Asn Pro Ser

60

Gln Phe
80

Ser Lys Asn

Thr Ala Val Tyr Tyr

95

Ser Ser Ala
110

Trp Gly

SIRPAB-7

ctgtaggaga cagagtcacc
attggtatca gcagaaacca
tggaaacagg ggtcccatca
ccatcagcag cctgcagcct

tcccttacac ttttggcgga

VH FR1 of Antibodies SIRPAB-8 to SIRPAB-13

60

120

180

240

300

321



Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly
20 25

<210> 53

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> VH CDR1 of Antibody SIRPAB-8

<400> 53
Tyr Thr Phe Thr Ser Tyr Gly Ile Ser
1 5

<210> 54
<211> 14
<212> PRT
<213> Artificial Sequence

<220>
<223> VH FR2 of Antibodies SIRPAB-8 to SIRPAB-13

<400> 54
Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met Gly
1 5 10

<210> 55

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<223> VH CDR2 of Antibody SIRPAB-8

<400> 55
Trp Ile Ser Pro Tyr Asn Gly Asn Thr Asn Tyr Ala Gln Lys Leu Gln
1 5 10 15

Gly



<210> 56

<211> 30

<212> PRT

<213> Artificial Sequence

<220>
<223> VH FR3 of Antibodies SIRPAB-8 to SIRPAB-13

<400> 56

Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr Met Glu
1 5 10 15

Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
20 25 30

<21e> 57

<211> 13

<212> PRT

<213> Artificial Sequence

<220>
<223> VH CDR3 of Antibodies SIRPAB-8 to SIRPAB-13

<400> 57

Ala Arg Glu Ala Gly Ser Ser Trp Tyr Asp Phe Asp Leu
1 5 10

<21e> 58

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> VH FR4 of Antibodies SIRPAB-8 to SIRPAB-13

<400> 58

Trp Gly Arg Gly Thr Leu Val Thr Val Ser Ser
1 5 10

<21e> 59

<211> 360

<212> DNA

<213> Artificial Sequence

<220>
<223> VH Nucleotide Sequences of Antibody SIRPAB-8



<400> 59
caggttcagc

tcctgcaagg
cctggacaag
gcacagaagc
atggagctga
ggaagcagct
<210>
<211>

<212>
<213>

60
120
PRT

<220>
<223>
<400> 60

Gln Val Gln
1

Ser Val Lys

Gly Ile Ser

35

Gly Trp Ile

50

Gln
65

Gly Arg

Met Glu Leu

Ala Arg Glu

Thr Leu

115

Gly

tggtgcagtc
cttctggtta
ggcttgagtg
tccagggcag
ggagcctgag

ggtacgactt

Leu Val

Val
20

Ser

Trp Val

Ser Pro
Val

Thr

Ser
85

Arg

Ala
100

Gly

Val Thr

Gln

Cys

Arg

Tyr

Met

70

Leu

Ser

Val

tggagctgag
cacctttacc
gatgggatgg
agtcaccatg
atctgacgac

cgacctatgg

Artificial Sequence

Ser Gly

Lys Ala

Gln Ala

40

Asn
55

Gly
Thr Thr
Arg Ser
Ser

Trp

Ser
120

Ser

gtgaagaagc
agctatggta
atcagccctt
accacagaca
acggcggtgt

gggagaggta

VH Domain of Antibody SIRPAB-8

Ala Glu

10

Val

Ser
25

Gly Tyr

Pro Gly Gln

Asn Thr Asn

Thr Ser

75

Asp

Asp Asp Thr

90

Tyr Phe

105

Asp

ctggggcectc

tcagctgggt
acaatggtaa
catccacgag
actactgcgc

cattggtcac

Lys Pro

Thr Phe Thr

30

Leu Glu

45

Gly

Tyr Ala Gln

60

Thr Ser Thr

Ala val Tyr

Asp Leu Trp

110

agtgaaggtc
gcgacaggcec
cacaaactat
cacagcctac
cagagaagcc

cgtctcctca

Gly Ala

15

Ser Tyr

Trp Met

Leu

Ala Tyr

80

Tyr
95

Cys

Arg

60

120

180

240

300

360



<210> 61

<211> 23

<212> PRT

<213> Artificial Sequence

<220>
<223> VL FR1 of Antibodies SIRPAB-8 to SIRPAB-13

<400> 61

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Val Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr Ile Thr Cys
20

<210> 62

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> VL CDR1 of Antibodies SIRPAB-8 to SIRPAB-13

<400> 62

Arg Ala Ser Gln Gly Ile Ser Ser Trp Leu Ala
1 5 10

<210> 63

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> VL CDR2 of Antibodies SIRPAB-8 to SIRPAB-13

<400> 63

Ala Ala Ser Asn Leu Gln Ser
1 5

<210> 64

<211> 32

<212> PRT

<213> Artificial Sequence

<220>



<223>

<400> 64

VL FR3 of Antibodies SIRPAB-8 to SIRPAB-13

Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr

1 5

10

15

Leu Thr Ile Ser Ser Leu Gln Pro Glu Asp Phe Ala Thr Tyr Tyr Cys

20

<210> 65
<211> 9
<212> PRT
<213>

<220>
<223>

<400> 65

25

Artificial Sequence

Gln Gln Gly Ala Ser Phe Pro Ile Thr

1 5

<210> 66

<211> 321
<212> DNA
<213>

<220>
<223>

<400> 66
gacatccaga tgacccagtc

atcacttgtc gggcgagtca
gggaaagccc ctaagctcct
aggttcagcg gcagtggatc
gaagattttg caacttatta
gggaccaagg ttgagatcaa
<210> 67

<211> 107

<212> PRT

<213>

<220>

Artificial Sequence

VL Nucleotide Sequences of Antibody

tccatcttcc gtgtctgcat
gggtattagc agctggttag
gatctatgct gcatccaatt
tgggacagat ttcactctca
ctgtcagcag ggagccagtt

a

Artificial Sequence

30

VL CDR3 of Antibody SIRPAB-8 to SIRPAB-13

SIRPAB-8

ctgtaggaga cagagtcacc
cctggtatca gcagaaacca
tgcaaagtgg ggtcccatca
ccatcagcag cctgcagcct

tccctatcac ttttggcgga

60

120

180

240

300

321



VL Domain of

Met

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

Ile

Gln

Asn

Thr

Thr

85

Gly

Antibodies SIRPAB-8

Gln

Thr

Gln

Leu

Asp

70

Thr

Ser

Cys

Lys

Gln

55

Phe

Lys

Artificial Sequence

Pro

Arg

Pro

40

Ser

Thr

Cys

Val

Ser

Ala

25

Gly

Gly

Leu

Gln

Glu
105

VH CDR1 of Antibody SIRPAB-9

<223>

<400> 67

Asp Ile Gln

1

Asp Arg Val

Leu Ala Trp
35

Tyr Ala Ala

50

Ser Gly Ser

65

Glu Asp Phe

Thr Phe Gly

<210> 68

<211> 9

<212> PRT

<213>

<220>

<223>

<400> 68

Tyr Thr Phe Gly Gly Tyr Gly Ile Ser

1

<210>
<211>
<212>
<213>

<220>
<223>

69
17
PRT

5

Artificial Sequence

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

to SIRPAB-13

Val Ser

Gln Gly

Ala Pro

Pro Ser

60

Ile Ser
75

Gly Ala

Lys

Ala

Ile

Lys

45

Arg

Ser

Ser

VH CDR2 of Antibodies SIRPAB-9 and SIRPAB-11

Ser

Ser

30

Leu

Phe

Leu

Phe

Val

15

Ser

Leu

Ser

Gln

Pro
95

Gly

Trp

Ile

Gly

Pro

80

Ile



<400> 69

Trp Ile Ser Ala Tyr Gly Gly Glu Thr Asn Tyr Ala Gln Lys Leu Gln

1

Gly

<210> 70

<211> 360
<212> DNA
<213>

<220>
<223>

<400> 70
caggttcagc

tcctgcaagg
cctggacaag
gcacagaagc
atggagctga
ggaagcagct
<210> 71

<211> 120
<212> PRT

<213>

<220>
<223>

<400> 71

5

tggtgcagtc
cttctggtta
ggcttgagtg
tccagggcag
ggagcctgag

ggtacgactt

Artificial Sequence

tggagctgag
cacctttggg
gatgggatgg
agtcaccatg
atctgacgac

cgacctatgg

Artificial Sequence

10

VH Nucleotide Sequences of Antibody

gtgaagaagc
ggttatggta
atcagcgctt
accacagaca
acggecggtgt

gggagaggta

VH Domain of Antibody SIRPAB-9

SIRPAB-9

ctggggcectc

tcagctgggt
acgggggtga
catccacgag
actactgcgc

cattggtcac

15

agtgaaggtc
gcgacaggcc
gacaaactat
cacagcctac
cagagaagcc

cgtctcctca

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1

5

10

15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Gly Gly Tyr

20

25

30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met

35

40

45

60

120

180

240

300

360



Gly Trp
50

Gln Gly
65

Met Glu

Ala Arg

Gly Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>
gacatcc

atcactt
gggaaag
aggttca
gaagatt

gggacca

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ile Ser Ala Tyr

Arg Val Thr Met
70

Leu Arg Ser Leu
85

Glu Ala Gly Ser
100

Leu Val Thr Val
115

72
321
DNA

Gly

55

Thr

Arg

Ser

Ser

Artificial Sequence

Gly

Thr

Ser

Trp

Ser
120

Glu Thr Asn

Asp Thr Ser
75

Asp Asp Thr
90

Tyr Asp Phe
105

VL Nucleotide Sequences of Antibody

72

aga tgacccagtc tccatcttcc gtgtctgcat

gtc gggcgagtca gggtattagc agctggttag

ccc ctaagctcct gatctatgct gcatccaatt

gcg gcagtggatc tgggacagat ttcactctca

ttg caacttatta ctgtcagcag ggagccagtt

agg ttgagatcaa a

73
9
PRT

Artificial Sequence

VH CDR1 of Antibody SIRPAB-10

73

Tyr Thr Phe Thr Gly Tyr Pro Ile Ser

1

5

Tyr Ala Gln Lys Leu
60

Thr Ser Thr Ala Tyr
80

Ala val Tyr Tyr Cys
95

Asp Leu Trp Gly Arg
110

SIRPAB-9

ctgtaggaga cagagtcacc
cctggtatca gcagaaacca
tgcaaagtgg ggtcccatca
ccatcagcag cctgcagcct

tccctatcac ttttggcgga

60

120

180

240

300

321



<210> 74
<211> 17
<212> PRT
<213>

<220>
<223>

<400> 74

Artificial Sequence

VH CDR2 of Antibody SIRPAB-10

Trp Ile Tyr Ala Tyr Gly Gly Asn Thr Asn Tyr Ala Gln Lys Leu Gln

1

Gly

<210> 75

<211> 360
<212> DNA
<213>

<220>
<223>

<400> 75
caggttcagc

tcctgcaagg
cctggacaag
gcacagaagc
atggagctga
ggaagcagct
<210> 76

<211> 120
<212> PRT

<213>

<220>
<223>

<400> 76

5

tggtgcagtc
cttctggtta
ggcttgagtg
tccagggcag
ggagcctgag

ggtacgactt

Artificial Sequence

tggagctgag
cacctttacc
gatgggatgg
agtcaccatg
atctgacgac

cgacctatgg

Artificial Sequence

10

VH Nucleotide Sequences of Antibody

gtgaagaagc
ggttatccta
atctatgctt
accacagaca
acggeggtgt

gggagaggta

VH Domain of Antibody SIRPAB-10

SIRPAB-10

ctggggcectc

tcagctgggt
acgggggtaa
catccacgag
actactgcgc

cattggtcac

15

agtgaaggtc
gcgacaggcec
cacaaactat
cacagcctac
cagagaagcc

cgtctcctca

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1

5

10

15

60

120

180

240

300

360



Ser

Pro

Gly

Gln

65

Met

Ala

Gly

Val

Ile

Trp

50

Gly

Glu

Arg

Thr

<210>
<211>
<212>
<213>

<220>
<223>

<400>
gacatccaga

Lys

Ser
35

Ile

Arg

Leu

Glu

Leu

115

77
321
DNA

Val Ser Cys
20

Trp Val Arg

Tyr Ala Tyr

Val Thr Met
70

Arg Ser Leu
85

Ala Gly Ser
100

Val Thr Val

Lys

Gln

Gly

55

Thr

Arg

Ser

Ser

Artificial Sequence

Ala

Ala

40

Gly

Thr

Ser

Trp

Ser
120

Ser

25

Pro

Asn

Asp

Asp

Tyr
105

Gly

Gly

Thr

Thr

Asp

90

Asp

Tyr

Gln

Asn

Ser

75

Thr

Phe

VL Nucleotide Sequences of Antibody

77

atcacttgtc

gggaaagccc

aggttcagcg

gaagattttg

gggaccaagsg

<210>
<211>

78
9

tgacccagtc tccatcttcc gtgtctgcat

gggcgagtca gggtattagec agctggttag

ctaagctcct gatctatgct gcatccaatt

gcagtggatc tgggacagat ttcactctca

caacttatta ctgtcagcag ggagccagtt

ttgagatcaa a

Thr Phe Thr Gly Tyr
30

Gly Leu Glu Trp Met
45

Tyr Ala Gln Lys Leu
60

Thr Ser Thr Ala Tyr
80

Ala val Tyr Tyr Cys
95

Asp Leu Trp Gly Arg
110

SIRPAB-10

ctgtaggaga cagagtcacc
cctggtatca gcagaaacca
tgcaaagtgg ggtcccatca
ccatcagcag cctgcagcct

tccctatcac ttttggcgga

60

120

180

240

300

321



<212>
<213>

PRT

<220>
<223>

<400> 78

Artificial Sequence

VH CDR1 of Antibody SIRPAB-11

Tyr Thr Phe Arg Gly Tyr Gly Ile Ser

1

<210> 79

<211> 360
<212> DNA
<213>

<220>
<223>

<400> 79
caggttcagc

tcctgcaagg
cctggacaag
gcacagaagc
atggagctga
ggaagcagct
<210> 80
<211> 120
<212> PRT

<213>

<220>
<223>

<400> 80

5

tggtgcagtc
cttctggtta
ggcttgagtg
tccagggcag
ggagcctgag

ggtacgactt

Artificial Sequence

tggagctgag
cacctttagg
gatgggatgg
agtcaccatg
atctgacgac

cgacctatgg

Artificial Sequence

VH Nucleotide Sequences of Antibody

gtgaagaagc
gggtatggta
atcagcgctt
accacagaca
acggeggtgt

gggagaggta

VH Domain of Antibody SIRPAB-11

SIRPAB-11

ctggggcectc

tcagctgggt
acgggggtga
catccacgag
actactgcgc

cattggtcac

agtgaaggtc
gcgacaggcc
gacaaactat
cacagcctac
cagagaagcc

cgtctcctca

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1

5

10

15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Arg Gly Tyr

20

25

30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met

35

40

45

60

120

180

240

300

360



Gly Trp Ile Ser Ala Tyr Gly Gly Glu Thr Asn

50

55

Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser

65 70

75

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr

85

90

Ala Arg Glu Ala Gly Ser Ser Trp Tyr Asp Phe

100

105

Gly Thr Leu Val Thr Val Ser Ser

115

<210> 81

<211> 321
<212> DNA
<213>

<220>
<223>

<400> 81
gacatccaga tgacccagtc

atcacttgtc gggcgagtca
gggaaagccc ctaagctcct
aggttcagcg gcagtggatc
gaagattttg caacttatta
gggaccaagg ttgagatcaa
<210> 82

<211> 9

<212> PRT

<213>

<220>
<223>

<400> 82

120

Artificial Sequence

VL Nucleotide Sequences of Antibody

tccatcttcc gtgtctgcat
gggtattagc agctggttag
gatctatgct gcatccaatt
tgggacagat ttcactctca
ctgtcagcag ggagccagtt

a

Artificial Sequence

VH CDR1 of Antibody SIRPAB-12

Tyr Ala Gln Lys Leu
60

Thr Ser Thr Ala Tyr
80

Ala val Tyr Tyr Cys
95

Asp Leu Trp Gly Arg
110

SIRPAB-11

ctgtaggaga cagagtcacc
cctggtatca gcagaaacca
tgcaaagtgg ggtcccatca
ccatcagcag cctgcagcct

tccctatcac ttttggcgga

60

120

180

240

300

321



Tyr Thr Phe Thr Gly Tyr Gly Ile Val

1 5

<210> 83
<211> 17
<212> PRT
<213>

<220>
<223>

<400> 83

Artificial Sequence

VH CDR2 of Antibody SIRPAB-12

Trp Ile Ser Ala Tyr Ala Gly Glu Thr Asn Tyr Ala Gln Lys Leu Gln

1 5

Gly

<210> 84
<211> 360
<212> DNA
<213>

<220>
<223>

<400> 84
caggttcagc tggtgcagtc

tcctgcaagg cttctggtta
cctggacaag ggcttgagtg
gcacagaagc tccagggcag
atggagctga ggagcctgag
ggaagcagct ggtacgactt
<210> 85

<211> 120

<212> PRT

<213>

<220>
<223>

<400> 85

Artificial Sequence

tggagctgag
cacctttacc
gatgggatgg
agtcaccatg
atctgacgac

cgacctatgg

Artificial Sequence

10

VH Nucleotide Sequences of Antibody

gtgaagaagc
gggtatggta
atcagcgctt
accacagaca
acggcggtgt

gggagaggta

VH Domain of Antibody SIRPAB-12

SIRPAB-12

ctggggcectc

tcgtttgggt
acgctggtga
catccacgag
actactgcgc

cattggtcac

15

agtgaaggtc
gcgacaggcc
gacaaactat
cacagcctac
cagagaagcc

cgtctcctca

60

120

180

240

300

360



Gln Val Gln Leu Val Gln

Ser Val Lys Val Ser Cys
20

Gly Ile Val Trp Val Arg
35

Gly Trp Ile Ser Ala Tyr
50

Gln Gly Arg Val Thr Met
65 70

Met Glu Leu Arg Ser Leu
85

Ala Arg Glu Ala Gly Ser
100

Gly Thr Leu Val Thr Val
115

<210> 86
<211> 321
<212> DNA

Ser

Lys

Gln

Ala

55

Thr

Arg

Ser

Ser

<213> Artificial Sequence

<220>

Gly

Ala

Ala

40

Gly

Thr

Ser

Trp

Ser
120

Ala

Ser

25

Pro

Glu

Asp

Asp

Tyr
105

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Asp

Val

Tyr

Gln

Asn

Ser

75

Thr

Phe

<223> VL Nucleotide Sequences of Antibody

<400> 86

gacatccaga tgacccagtc tccatcttcc gtgtctgcat

atcacttgtc gggcgagtca gggtattagc agctggttag

gggaaagccc ctaagctcct gatctatgct gcatccaatt

aggttcagcg gcagtggatc tgggacagat ttcactctca

gaagattttg caacttatta ctgtcagcag ggagccagtt

gggaccaagg ttgagatcaa a

Lys Lys Pro Gly Ala
15

Thr Phe Thr Gly Tyr
30

Gly Leu Glu Trp Met
45

Tyr Ala Gln Lys Leu
60

Thr Ser Thr Ala Tyr
80

Ala val Tyr Tyr Cys
95

Asp Leu Trp Gly Arg
110

SIRPAB-12

ctgtaggaga cagagtcacc
cctggtatca gcagaaacca
tgcaaagtgg ggtcccatca
ccatcagcag cctgcagcct

tccctatcac ttttggcgga

60

120

180

240

300

321



<210> 87
<211> 9
<212> PRT
<213>

<220>
<223>

<400> 87

Artificial Sequence

VH CDR1 of Antibody SIRPAB-13

Tyr Thr Phe His Gly Tyr Gly Ile Ser

1 5

<210> 88
<211> 17
<212> PRT
<213>

<220>
<223>

<400> 88

Artificial Sequence

VH CDR2 of Antibody SIRPAB-13

Trp Ile Ser Ala Tyr Ser Gly Glu Thr Asn Tyr Ala Gln Lys Leu Gln

1 5

Gly

<210> 89

<211> 360
<212> DNA
<213>

<220>
<223>

<400> 89
caggttcagc tggtgcagtc

tcctgcaagg cttctggtta
cctggacaag ggcttgagtg
gcacagaagc tccagggcag
atggagctga ggagcctgag

ggaagcagct ggtacgactt

Artificial Sequence

tggagctgag
cacctttcat
gatgggatgg
agtcaccatg
atctgacgac

cgacctatgg

10

VH Nucleotide Sequences of Antibody

gtgaagaagc
gggtatggta
atcagcgctt
accacagaca
acggeggtgt

gggagaggta

SIRPAB-13

ctggggcectc

tcagctgggt
actcgggtga
catccacgag
actactgcgc

cattggtcac

15

agtgaaggtc
gcgacaggcc
gacaaactat
cacagcctac
cagagaagcc

cgtctcctca

60

120

180

240

300

360



<210> 90
<211> 120
<212> PRT
<213> Artificial Sequence

<220>
<223> VH Domain of Antibody SIRPAB-13

<400> 90

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe His Gly Tyr
20 25 30

Gly Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Trp Ile Ser Ala Tyr Ser Gly Glu Thr Asn Tyr Ala Gln Lys Leu
50 55 60

Gln Gly Arg Val Thr Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Glu Ala Gly Ser Ser Trp Tyr Asp Phe Asp Leu Trp Gly Arg
100 105 110

Gly Thr Leu Val Thr Val Ser Ser
115 120

<21e> 91

<211> 321

<212> DNA

<213> Artificial Sequence

<220>
<223> VL Nucleotide Sequences of Antibody SIRPAB-13

<400> 91
gacatccaga tgacccagtc tccatcttcc gtgtctgcat ctgtaggaga cagagtcacc 60

atcacttgtc gggcgagtca gggtattagc agctggttag cctggtatca gcagaaacca 120



gggaaagccc ctaagctcct
aggttcagcg gcagtggatc

gaagattttg caacttatta

gggaccaagg ttgagatcaa a

<210>
<211>
<212>
<213>

<220>
<223>

<400>

92
600
PRT

Homo sapiens

human SIRPbeta-Fc

92

Met Pro Val Pro Ala

1

Met

Leu

Ser

Ile

65

Gln

Lys

Ala

Asp

Thr

Gln

Ala

50

Met

Lys

Arg

Asp

Asp
130

Leu

Val
35

Thr

Trp

Glu

Asn

Ala

115

Val

Leu

20

Ile

Leu

Phe

Gly

Asn

100

Gly

Glu

5

Leu

Gln

Cys

Arg

His

85

Leu

Thr

Phe

Ser

Gly

Pro

Cys

Gly

70

Phe

Asp

Tyr

Lys

Trp

Arg

Glu

Ala

55

Ala

Pro

Phe

Tyr

Ser
135

Pro

Leu

Lys

40

Met

Gly

Arg

Ser

Cys

120

Gly

His

Thr

25

Ser

Thr

Ala

Val

Ile

105

Val

Ala

Leu

10

Gly

Val

Ser

Gly

Thr

90

Ser

Lys

Gly

Pro

Val

Ser

Leu

Arg

75

Thr

Ile

Phe

Thr

Ser

Ala

Val

Ile

60

Glu

Val

Ser

Arg

Glu
140

Pro

Gly

Ala

45

Pro

Leu

Ser

Asn

Lys

125

Leu

Phe

Glu

30

Ala

Val

Ile

Glu

Ile

110

Gly

Ser

Leu

15

Gly

Gly

Tyr

Leu

95

Thr

Ser

Val

gatctatgct gcatccaatt tgcaaagtgg ggtcccatca
tgggacagat ttcactctca ccatcagcag cctgcagcct

ctgtcagcag ggagccagtt tccctatcac ttttggcgga

Leu

Glu

Glu

Pro

Asn

80

Thr

Pro

Pro

Arg

180

240

300

321



Ala

145

Pro

Arg

Phe

His

Val

225

Gly

Val

Gln

Asn

Lys

305

Ala

Gln

Lys

Glu

Asp

Gln

Ser

210

Ile

Thr

Thr

Val

Gly

290

Asp

His

Gln

Pro

His

Ile

Thr

195

Thr

Cys

Ala

Gln

Ser

275

Asn

Gly

Arg

Ala

Ser

Thr

Thr

180

Asn

Ala

Glu

Asn

Gln

260

Asn

Val

Thr

Asp

Val
340

Ala

Val

165

Leu

Val

Arg

Met

Leu

245

Pro

Phe

Ser

Tyr

Asp

325

Ser

Pro

150

Ser

Lys

Asp

Val

Ala

230

Ser

Met

Tyr

Arg

Asn

310

Val

Lys

Val

Phe

Trp

Pro

Val

215

His

Glu

Arg

Pro

Thr

295

Trp

Val

Ser

Val

Thr

Phe

Ala

200

Leu

Ile

Ala

Ala

Arg

280

Glu

Met

Leu

Tyr

Ser

Cys

Lys

185

Gly

Thr

Thr

Ile

Glu

265

Gly

Thr

Ser

Thr

Ala
345

Gly

Glu

170

Asn

Asp

Arg

Leu

Arg

250

Asn

Leu

Ala

Trp

Cys

330

Leu

Pro

155

Ser

Gly

Ser

Gly

Gln

235

Val

Gln

Gln

Ser

Leu

315

Gln

Glu

Ala

His

Asn

Val

Asp

220

Gly

Pro

Ala

Leu

Thr

300

Leu

Val

Ile

Val

Gly

Glu

Ser

205

Val

Asp

Pro

Asn

Thr

285

Leu

Val

Glu

Ser

Arg

Phe

Leu

190

Tyr

His

Pro

Thr

Val

270

Trp

Ile

Asn

His

Ala
350

Ala

Ser

175

Ser

Ser

Ser

Leu

Leu

255

Thr

Leu

Glu

Thr

Asp

335

His

Thr

160

Pro

Asp

Ile

Gln

Arg

240

Glu

Cys

Glu

Asn

Cys

320

Gly

Gln



Lys

Ala

Pro

385

Lys

Val

Asp

Tyr

Asp

465

Leu

Arg

Lys

Asp

Lys

545

Ser

Glu

Pro

370

Glu

Asp

Asp

Gly

Ala

450

Trp

Pro

Glu

Asn

Ile

530

Thr

Lys

His

355

Leu

Leu

Thr

Val

Val

435

Ser

Leu

Ala

Pro

Gln

515

Ala

Thr

Leu

Gly

Gly

Leu

Leu

Ser

420

Glu

Thr

Asn

Pro

Gln

500

Val

Val

Pro

Thr

Ser

Ser

Gly

Met

405

His

Val

Tyr

Gly

Ile

485

Val

Ser

Glu

Pro

Val
565

Asp

Asp

Gly

390

Ile

Glu

His

Arg

Lys

470

Glu

Tyr

Leu

Trp

Val

550

Asp

Ile

Lys

375

Pro

Ser

Asp

Asn

Val

455

Glu

Lys

Thr

Thr

Glu

535

Leu

Lys

Thr

360

Thr

Ser

Arg

Pro

Ala

440

Val

Tyr

Thr

Leu

Cys

520

Ser

Asp

Ser

His

His

Val

Thr

Glu

425

Lys

Ser

Lys

Ile

Pro

505

Leu

Asn

Ser

Arg

Glu

Thr

Phe

Pro

410

Val

Thr

Val

Cys

Ser

490

Pro

Val

Gly

Asp

Trp
570

Pro

Cys

Leu

395

Glu

Lys

Lys

Leu

Lys

475

Lys

Ser

Lys

Gln

Gly

555

Gln

Ala

Pro

380

Phe

Val

Phe

Pro

Thr

460

Val

Ala

Arg

Gly

Pro

540

Ser

Gln

Leu

365

Pro

Pro

Thr

Asn

Arg

445

Val

Ser

Lys

Asp

Phe

525

Glu

Phe

Gly

Ala

Cys

Pro

Cys

Trp

430

Glu

Leu

Asn

Gly

Glu

510

Tyr

Asn

Phe

Asn

Pro

Pro

Lys

Val

415

Tyr

Glu

His

Lys

Gln

495

Leu

Pro

Asn

Leu

Val
575

Thr

Ala

Pro

400

Val

Val

Gln

Gln

Ala

480

Pro

Thr

Ser

Tyr

Tyr

560

Phe



Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys

580

Ser Leu Ser Leu Ser Pro Gly Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

595

93
373
PRT

Artificial Sequence

600

SIRPalpha4 ECD Sequences

93

Met Glu Pro

1

Leu

Glu

Glu

Pro

65

Asn

Thr

Pro

Pro

Leu

Leu

Thr

50

Ile

Gln

Lys

Ala

Asp
130

Leu

Gln

35

Ala

Gln

Lys

Arg

Asp

115

Asp

Ala

Ala

20

Val

Thr

Trp

Glu

Lys

100

Ala

Val

Gly Pro

Ala Ser

Ile Gln

Leu Arg

Phe Arg

70

Gly His

85

Asn Met

Gly Thr

Glu Phe

Ala

Cys

Pro

Cys

55

Gly

Phe

Asp

Tyr

Lys
135

Pro

Ala

Asp

40

Thr

Ala

Pro

Phe

Tyr

120

Ser

585

Gly

Trp

25

Lys

Ala

Gly

Arg

Ser

105

Gly

Arg

10

Ser

Ser

Thr

Pro

Val

90

Ile

Val

Ala

Leu

Gly

Val

Ser

Gly

75

Thr

Arg

Lys

Gly

Gly

Val

Leu

Leu

60

Arg

Thr

Ile

Phe

Thr
140

Pro

Ala

Val

45

Ile

Glu

Val

Gly

Arg

125

Glu

590

Leu

Gly

30

Ala

Pro

Leu

Ser

Asn

110

Lys

Leu

Leu

15

Glu

Ala

Val

Ile

Glu

95

Ile

Gly

Ser

Cys

Glu

Gly

Gly

Tyr

80

Ser

Thr

Ser

Val



Arg

145

Thr

Pro

Asp

Ile

Gln

225

Arg

Glu

Cys

Glu

Asn

305

Ser

Gly

Ala

Pro

Arg

Phe

His

210

Val

Gly

Val

Gln

Asn

290

Lys

Ala

Gln

Lys

Gln

Asp

Gln

195

Ser

Ile

Thr

Thr

Val

275

Gly

Asp

His

Pro

Pro

His

Ile

180

Thr

Thr

Cys

Ala

Gln

260

Arg

Asn

Gly

Arg

Ala
340

Ser

Thr

165

Thr

Asn

Ala

Glu

Asn

245

Gln

Lys

Val

Thr

Asp

325

Val

Ala

150

Val

Leu

Val

Lys

Val

230

Leu

Pro

Phe

Ser

Tyr

310

Asp

Ser

Pro

Ser

Lys

Asp

Val

215

Ala

Ser

Val

Tyr

Arg

295

Asn

Val

Lys

Val

Phe

Trp

Pro

200

Val

His

Glu

Arg

Pro

280

Thr

Trp

Lys

Ser

Val

Thr

Phe

185

Val

Leu

Val

Thr

Ala

265

Gln

Glu

Met

Leu

His
345

Ser

Cys

170

Lys

Gly

Thr

Thr

Ile

250

Glu

Arg

Thr

Ser

Thr

330

Asp

Gly

155

Glu

Asn

Glu

Arg

Leu

235

Arg

Asn

Leu

Ala

Trp

315

Cys

Leu

Pro

Ser

Gly

Ser

Glu

220

Gln

Val

Gln

Gln

Ser

300

Leu

Gln

Lys

Ala

His

Asn

Val

205

Asp

Gly

Pro

Val

Leu

285

Thr

Leu

Val

Val

Ala

Gly

Glu

190

Ser

Val

Asp

Pro

Asn

270

Thr

Val

Val

Glu

Ser
350

Arg

Phe

175

Leu

Tyr

His

Pro

Thr

255

Val

Trp

Thr

Asn

His

335

Ala

Ala

160

Ser

Ser

Ser

Ser

Leu

240

Leu

Thr

Leu

Glu

Val

320

Asp

His



Pro Lys Glu Gln Gly Ser Asn Thr Ala Ala Glu Asn Thr Gly Ser Asn

355

Glu Arg Asn Ile Tyr

370

<210>
<211>
<212>
<213>

<220>
<223>

<400>

94
600
PRT

Mus musculus

360

NOD/SCID Mouse SIRPalpha-Fc

94

Met Glu Pro Ala

1

Cys

Glu

Asp

Pro

65

Ser

Thr

Pro

Pro

Leu

Val

Ser

50

Ile

Phe

Lys

Glu

Asp
130

Leu

Lys

35

Thr

Arg

Thr

Arg

Asp

115

Thr

Leu

20

Val

Val

Trp

Thr

Ser

100

Ala

Glu

Gly Pro Ala

Ser

Ile

Leu

Tyr

Glu

85

Asn

Gly

Ile

Ala

Gln

Asn

Arg

70

His

Leu

Thr

Gln

Ser

Pro

Cys

55

Gly

Phe

Asp

Tyr

Ser
135

Pro

Cys

Glu

40

Thr

Val

Pro

Phe

Tyr

120

Gly

Gly

Phe

25

Lys

Leu

Gly

Arg

Ser

105

Cys

Gly

Arg

10

Cys

Ser

Thr

Gln

Val

90

Ile

Val

Gly

Leu

Thr

Val

Ser

Ser

75

Thr

Arg

Lys

Thr

Gly

Gly

Ser

Leu

60

Arg

Asn

Ile

Phe

Glu
140

365

Pro

Ala

Val

45

Leu

Gln

Val

Ser

Gln

125

Val

Leu

Thr

30

Ala

Pro

Leu

Ser

Asn

110

Arg

Tyr

Leu

15

Arg

Ala

Val

Ile

Asp

95

Val

Gly

Val

Leu

Thr

Gly

Gly

Tyr

80

Ala

Thr

Ser

Leu



Ala

145

Pro

Arg

Leu

Ser

Val

225

Gly

Val

Arg

Asn

Thr

305

Ala

Gln

Ser

Lys

Asp

Asn

Glu

Ser

210

Ile

Ile

Thr

Ala

Gly

290

Asp

His

Pro

Asp

Pro

Gln

Ile

Thr

195

Thr

Cys

Ala

Gln

Glu

275

Asn

Gly

Arg

Ala

Gln
355

Ser

Lys

Thr

180

Thr

Val

Glu

Asn

Gln

260

Arg

Val

Thr

Glu

Ile

340

Gly

Pro

Val

165

Leu

Val

Arg

Val

Leu

245

Ser

Phe

Ser

Tyr

Asp

325

Thr

Ser

Pro

150

Asn

Lys

Asn

Val

Ala

230

Ser

Pro

Tyr

Arg

Asn

310

Val

Arg

Met

Glu

Phe

Trp

Pro

Val

215

His

Asn

Thr

Pro

Asn

295

Tyr

Val

Asn

Gln

Val

Thr

Phe

Ser

200

Leu

Ile

Phe

Ser

Glu

280

Asp

Thr

Phe

His

Thr
360

Ser

Cys

Lys

185

Gly

Asn

Thr

Ile

Met

265

Asp

Thr

Ser

Thr

Thr

345

Phe

Gly

Lys

170

Asp

Lys

Ser

Leu

Arg

250

Asn

Leu

Pro

Leu

Cys

330

Val

Pro

Pro

155

Ser

Gly

Asn

Met

Asp

235

Val

Gln

Gln

Lys

Phe

315

Gln

Leu

Asp

Ala

His

Gln

Val

Asp

220

Arg

Ser

Val

Leu

Asn

300

Leu

Val

Gly

Asn

Asp

Gly

Glu

Ser

205

Val

Ser

Pro

Asn

Ile

285

Leu

Val

Lys

Phe

Asn
365

Arg

Phe

Leu

190

Tyr

Asn

Pro

Thr

Leu

270

Trp

Thr

Asn

His

Ala

350

Ala

Gly

Ser

175

His

Asn

Ser

Leu

Val

255

Thr

Leu

Ser

Asp

335

His

Thr

Ile

160

Pro

Pro

Ile

Lys

Arg

240

Lys

Cys

Glu

Asn

Ser

320

Gln

Ser

His



Asn

Pro

385

Lys

Val

Asp

Tyr

Asp

465

Leu

Arg

Lys

Asp

Lys

545

Ser

Trp

370

Glu

Asp

Asp

Gly

Ala

450

Trp

Pro

Glu

Asn

Ile

530

Thr

Lys

Asn

Leu

Thr

Val

Val

435

Ser

Leu

Ala

Pro

Gln

515

Ala

Thr

Leu

Gly

Leu

Leu

Ser

420

Glu

Thr

Asn

Pro

Gln

500

Val

Val

Pro

Thr

Ser

Gly

Met

405

His

Val

Tyr

Gly

Ile

485

Val

Ser

Glu

Pro

Val
565

Asp

Gly

390

Ile

Glu

His

Arg

Lys

470

Glu

Tyr

Leu

Trp

Val

550

Asp

Lys

375

Pro

Ser

Asp

Asn

Val

455

Glu

Lys

Thr

Thr

Glu

535

Leu

Lys

Thr

Ser

Arg

Pro

Ala

440

Val

Tyr

Thr

Leu

Cys

520

Ser

Asp

Ser

His

Val

Thr

Glu

425

Lys

Ser

Lys

Ile

Pro

505

Leu

Asn

Ser

Arg

Thr

Phe

Pro

410

Val

Thr

Val

Cys

Ser

490

Pro

Val

Gly

Asp

Trp
570

Cys

Leu

395

Glu

Lys

Lys

Leu

Lys

475

Lys

Ser

Lys

Gln

Gly

555

Gln

Pro

380

Phe

Val

Phe

Pro

Thr

460

Val

Ala

Arg

Gly

Pro

540

Ser

Gln

Pro

Pro

Thr

Asn

Arg

445

Val

Ser

Lys

Asp

Phe

525

Glu

Phe

Gly

Cys

Pro

Cys

Trp

430

Glu

Leu

Asn

Gly

Glu

510

Tyr

Asn

Phe

Asn

Pro

Lys

Val

415

Tyr

Glu

His

Lys

Gln

495

Leu

Pro

Asn

Leu

Val
575

Ala

Pro

400

Val

Val

Gln

Gln

Ala

480

Pro

Thr

Ser

Tyr

Tyr

560

Phe



Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys

580

Ser Leu Ser Leu Ser Pro Gly Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

595

95
373
PRT

Artificial Sequence

600

SIRPalpha5 ECD Sequences

95

Met Glu Pro Ala

1

Leu

Glu

Glu

Pro

65

Asn

Thr

Pro

Pro

Leu

Leu

Thr

50

Ile

Gln

Lys

Ala

Asp
130

Leu

Gln

35

Ala

Gln

Lys

Arg

Asp

115

Asp

Ala

20

Val

Thr

Trp

Glu

Asn

100

Ala

Val

Gly Pro

Ala Ser

Ile Gln

Leu Arg

Phe Arg

70

Gly His

85

Asn Met

Gly Thr

Glu Phe

Ala

Cys

Pro

Cys

55

Gly

Phe

Asp

Tyr

Lys
135

Pro

Ala

Asp

40

Thr

Ala

Pro

Phe

Tyr

120

Ser

585

Gly

Trp

25

Lys

Ala

Gly

Arg

Ser

105

Cys

Gly

Arg

10

Ser

Ser

Thr

Pro

Val

90

Ile

Val

Ala

Leu

Gly

Val

Ser

Gly

75

Thr

Arg

Lys

Gly

Gly

Val

Leu

Leu

60

Arg

Thr

Ile

Phe

Thr
140

Pro

Ala

Val

45

Ile

Glu

Val

Gly

Arg

125

Glu

590

Leu

Gly

30

Ala

Pro

Leu

Ser

Asn

110

Lys

Leu

Leu

15

Glu

Ala

Val

Ile

Glu

95

Ile

Gly

Ser

Glu

Gly

Gly

Tyr

80

Pro

Thr

Ser

Val



Arg

145

Thr

Pro

Asp

Ile

Gln

225

Arg

Glu

Cys

Glu

Asn

305

Ser

Gly

Pro

Ala

Pro

Arg

Phe

His

210

Val

Gly

Val

Gln

Asn

290

Lys

Ala

Gln

Lys

Lys

Gln

Asp

Gln

195

Ser

Ile

Thr

Thr

Val

275

Gly

Asp

His

Pro

Glu
355

Pro

His

Ile

180

Thr

Thr

Cys

Ala

Gln

260

Arg

Asn

Gly

Arg

Ala

340

Gln

Ser

Thr

165

Thr

Asn

Ala

Glu

Asn

245

Gln

Lys

Val

Thr

Asp

325

Val

Gly

Ala

150

Val

Leu

Val

Lys

Val

230

Leu

Pro

Phe

Ser

Tyr

310

Asp

Ser

Ser

Pro

Ser

Lys

Asp

Val

215

Ala

Ser

Val

Tyr

Arg

295

Asn

Val

Lys

Asn

Val

Phe

Trp

Pro

200

Val

His

Glu

Arg

Pro

280

Thr

Trp

Lys

Ser

Thr
360

Val

Thr

Phe

185

Val

Leu

Val

Thr

Ala

265

Gln

Glu

Met

Leu

His

345

Ala

Ser

Cys

170

Lys

Gly

Thr

Thr

Ile

250

Glu

Arg

Thr

Ser

Thr

330

Asp

Ala

Gly

155

Glu

Asn

Glu

Arg

Leu

235

Arg

Asn

Leu

Ala

Trp

315

Cys

Leu

Glu

Pro

Ser

Gly

Ser

Glu

220

Gln

Val

Gln

Gln

Ser

300

Leu

Gln

Lys

Asn

Ala

His

Asn

Val

205

Asp

Gly

Pro

Val

Leu

285

Thr

Leu

Val

Val

Thr
365

Ala

Gly

Glu

190

Ser

Val

Asp

Pro

Asn

270

Thr

Val

Val

Glu

Ser

350

Gly

Arg

Phe

175

Leu

Tyr

His

Pro

Thr

255

Val

Trp

Thr

Asn

His

335

Ala

Ser

Ala

160

Ser

Ser

Ser

Ser

Leu

240

Leu

Thr

Leu

Glu

Val

320

Asp

His

Asn



Glu Arg Asn Ile Tyr

370

<210>
<211>
<212>
<213>

<220>
<223>

<400>

96
602
PRT

Mus musculus

mouse SIRPalpha-Fc

96

Met Glu Pro Ala

1

Cys

Glu

Asp

Pro

65

Ser

Thr

Pro

Ser

Val
145

Leu

Leu

Ser

50

Ile

Phe

Lys

Ala

Glu

130

Leu

Leu

Lys

35

Thr

Arg

Ala

Arg

Asp

115

Pro

Ala

Leu

20

Val

Val

Trp

Gly

Asn

100

Ala

Asp

Lys

Gly Pro

Ser Ala

Thr Gln

Leu Asn

Tyr Arg

70

Glu Tyr

85

Asn Met

Gly Ile

Thr Glu

Pro Ser
150

Ala

Ser

Pro

Cys

55

Gly

Val

Asp

Tyr

Ile

135

Pro

Pro

Cys

Glu

40

Thr

Val

Pro

Phe

Tyr

120

Gln

Pro

Gly

Phe

25

Leu

Gly

Arg

Ser

105

Cys

Ser

Glu

Arg

10

Cys

Ser

Thr

Pro

Ile

90

Ile

Val

Gly

Val

Leu

Thr

Val

Ser

Ser

75

Arg

Arg

Lys

Gly

Ser
155

Gly

Gly

Ser

Leu

60

Arg

Asn

Ile

Phe

Gly

140

Gly

Pro

Ala

Val

45

Leu

Leu

Val

Ser

Gln

125

Thr

Pro

Leu

Thr

30

Ala

Pro

Leu

Ser

Asn

110

Lys

Glu

Ala

Leu

15

Gly

Ala

Val

Ile

Asp

95

Val

Gly

Val

Asp

Leu

Lys

Gly

Gly

Tyr

80

Thr

Thr

Ser

Tyr

Arg
160



Gly

Ser

His

Asn

Ser

225

Leu

Val

Thr

Leu

Lys

305

Ser

Asp

His

Ile

Pro

Pro

Ile

210

Lys

Arg

Lys

Cys

Glu

290

Asn

Ser

Gln

Ser

Pro

Arg

Leu

195

Ser

Val

Gly

Val

Arg

275

Asn

Thr

Ala

Gln

Ser
355

Asp

Asn

180

Glu

Ser

Ile

Ile

Thr

260

Ala

Gly

Asp

His

Pro

340

Asp

Gln

165

Ile

Thr

Thr

Cys

Ala

245

Gln

Glu

Asn

Gly

Arg

325

Ala

Gln

Lys

Thr

Thr

Val

Glu

230

Asn

Gln

Arg

Val

Thr

310

Glu

Ile

Gly

Val

Leu

Val

Arg

215

Val

Leu

Ser

Phe

Ser

295

Tyr

Asp

Thr

Ser

Asn

Lys

Asn

200

Val

Ala

Ser

Pro

Tyr

280

Arg

Asn

Val

Arg

Met
360

Phe

Trp

185

Pro

Val

His

Asn

Thr

265

Pro

Asn

Tyr

Val

Asn

345

Gln

Thr

170

Phe

Ser

Leu

Ile

Phe

250

Ser

Glu

Asp

Thr

Phe

330

His

Thr

Cys

Lys

Gly

Asn

Thr

235

Ile

Met

Asp

Thr

Ser

315

Thr

Thr

Phe

Lys

Asp

Lys

Ser

220

Leu

Arg

Asn

Leu

Pro

300

Leu

Cys

Val

Pro

Ser

Gly

Asn

205

Met

Asp

Val

Gln

Gln

285

Lys

Phe

Gln

Leu

Asp
365

His

Gln

190

Val

Asp

Arg

Ser

Val

270

Leu

Asn

Leu

Val

Gly

350

Asn

Gly

175

Glu

Ser

Val

Ser

Pro

255

Asn

Ile

Leu

Val

Lys

335

Phe

Asn

Phe

Leu

Tyr

Asn

Pro

240

Thr

Leu

Trp

Thr

Asn

320

His

Ala

Ala



Thr

Pro

385

Lys

Val

Tyr

Glu

His

465

Lys

Gln

Leu

Pro

Asn

545

Leu

Val

His

370

Ala

Pro

Val

Val

Gln

450

Gln

Ala

Pro

Thr

Ser

530

Tyr

Tyr

Phe

Asn

Pro

Lys

Val

Asp

435

Tyr

Asp

Leu

Arg

Lys

515

Asp

Lys

Ser

Ser

Trp

Glu

Asp

Asp

420

Gly

Ala

Trp

Pro

Glu

500

Asn

Ile

Thr

Lys

Cys
580

Asn

Leu

Thr

405

Val

Val

Ser

Leu

Ala

485

Pro

Gln

Ala

Thr

Leu

565

Ser

Gly

Leu

390

Leu

Ser

Glu

Thr

Asn

470

Pro

Gln

Val

Val

Pro

550

Thr

Val

Ser

375

Gly

Met

His

Val

Tyr

455

Gly

Ile

Val

Ser

Glu

535

Pro

Val

Met

Asp

Gly

Ile

Glu

His

440

Arg

Lys

Glu

Tyr

Leu

520

Trp

Val

Asp

His

Lys

Pro

Ser

Asp

425

Asn

Val

Glu

Lys

Thr

505

Thr

Glu

Leu

Lys

Glu
585

Thr

Ser

Arg

410

Pro

Ala

Val

Tyr

Thr

490

Leu

Cys

Ser

Asp

Ser

570

Ala

His

Val

395

Thr

Glu

Lys

Ser

Lys

475

Ile

Pro

Leu

Asn

Ser

555

Arg

Leu

Thr

380

Phe

Pro

Val

Thr

Val

460

Ser

Pro

Val

Gly

540

Asp

Trp

His

Cys

Leu

Glu

Lys

Lys

445

Leu

Lys

Lys

Ser

Lys

525

Gln

Gly

Gln

Asn

Pro

Phe

Val

Phe

430

Pro

Thr

Val

Ala

Arg

510

Gly

Pro

Ser

Gln

His
590

Pro

Pro

Thr

415

Asn

Arg

Val

Ser

Lys

495

Asp

Phe

Glu

Phe

Gly

575

Tyr

Cys

Pro

400

Cys

Trp

Glu

Leu

Asn

480

Gly

Glu

Tyr

Asn

Phe

560

Asn

Thr



Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

595

97
373
PRT

Artificial Sequence

600

SIRPalpha6é ECD Sequences

97

Met Glu Pro

1

Leu

Glu

Glu

Pro

65

Asn

Thr

Pro

Pro

Arg
145

Leu

Leu

Thr

50

Ile

Gln

Lys

Ala

Asp

130

Ala

Leu

Gln

35

Ala

Gln

Lys

Arg

Asp

115

Asp

Lys

Ala

Ala

20

Val

Thr

Trp

Glu

Glu

100

Ala

Val

Pro

Gly Pro

Ala Ser

Ile Gln

Leu Arg

Phe Arg

70

Gly His

85

Asn Met

Gly Thr

Glu Phe

Ser Ala
150

Ala

Cys

Pro

Cys

55

Gly

Phe

Asp

Tyr

Lys

135

Pro

Pro

Ala

Asp

40

Thr

Ala

Pro

Phe

Tyr

120

Ser

Val

Gly

Trp

25

Ala

Gly

Arg

Ser

105

Cys

Gly

Val

Arg

10

Ser

Ser

Thr

Pro

Val

90

Ile

Val

Ala

Ser

Leu

Gly

Val

Ser

Gly

75

Thr

Arg

Lys

Gly

Gly
155

Gly

Val

Leu

Leu

60

Arg

Thr

Ile

Phe

Thr

140

Pro

Pro

Ala

Val

45

Ile

Glu

Val

Gly

Arg

125

Glu

Ala

Leu

Gly

30

Ala

Pro

Leu

Ser

Asn

110

Lys

Leu

Ala

Leu

15

Glu

Ala

Val

Ile

Glu

95

Ile

Gly

Ser

Arg

Cys

Glu

Gly

Gly

Tyr

80

Leu

Thr

Ser

Val

Ala
160



Thr

Pro

Asp

Ile

Gln

225

Arg

Glu

Cys

Glu

Asn

305

Ser

Gly

Pro

Pro

Arg

Phe

His

210

Val

Gly

Val

Gln

Asn

290

Lys

Ala

Gln

Lys

Gln

Asp

Gln

195

Ser

Ile

Thr

Thr

Val

275

Gly

Asp

His

Pro

Glu
355

His

Ile

180

Thr

Thr

Cys

Ala

Gln

260

Arg

Asn

Gly

Arg

Ala

340

Gln

Thr

165

Thr

Asn

Ala

Glu

Asn

245

Gln

Lys

Val

Thr

Asp

325

Val

Gly

Val

Leu

Val

Lys

Val

230

Leu

Pro

Phe

Ser

Tyr

310

Asp

Ser

Ser

Ser

Lys

Asp

Val

215

Ala

Ser

Val

Tyr

Arg

295

Asn

Val

Lys

Asn

Phe

Trp

Pro

200

Val

His

Glu

Arg

Pro

280

Thr

Trp

Lys

Ser

Thr
360

Thr

Phe

185

Val

Leu

Val

Thr

Ala

265

Gln

Glu

Met

Leu

His

345

Ala

Cys

170

Lys

Gly

Thr

Thr

Ile

250

Glu

Arg

Thr

Ser

Thr

330

Asp

Ala

Glu

Asn

Glu

Arg

Leu

235

Arg

Asn

Leu

Ala

Trp

315

Cys

Leu

Glu

Ser

Gly

Ser

Glu

220

Gln

Val

Gln

Gln

Ser

300

Leu

Gln

Lys

Asn

His

Asn

Val

205

Asp

Gly

Pro

Val

Leu

285

Thr

Leu

Val

Val

Thr
365

Gly

Glu

190

Ser

Val

Asp

Pro

Asn

270

Thr

Val

Val

Glu

Ser

350

Gly

Phe

175

Leu

Tyr

His

Pro

Thr

255

Val

Trp

Thr

Asn

His

335

Ala

Ser

Ser

Ser

Ser

Ser

Leu

240

Leu

Thr

Leu

Glu

Val

320

Asp

His

Asn



Glu Arg Asn Ile Tyr

370

<210>
<211>
<212>
<213>

<220>
<223>

<400>

98
450
PRT

Artificial Sequence

Heavy Chain Sequence

98

Gln Val Gln Leu

1

Ser

Gly

Gly

Gln

65

Met

Ala

Gly

Phe

Leu
145

Val

Ile

Trp

50

Gly

Glu

Arg

Thr

Pro

130

Gly

Lys Vval
20

Ser Trp
35

Ile Ser

Arg Val

Leu Arg

Glu Ala

100

Leu Val
115

Leu Ala

Cys Leu

Val

5

Ser

Val

Ala

Thr

Ser

85

Gly

Thr

Pro

Val

Gln

Cys

Arg

Tyr

Met

70

Leu

Ser

Val

Ser

Lys
150

Ser

Lys

Gln

Gly

55

Thr

Arg

Ser

Ser

Ser

135

Asp

for

Gly

Ala

Ala

40

Gly

Thr

Ser

Trp

Ser

120

Lys

Tyr

SIRPAB-11-AAS

Ala

Ser

25

Pro

Glu

Asp

Asp

Tyr

105

Ala

Ser

Phe

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Asp

Ser

Thr

Pro

Val Lys

Tyr Thr

Gln Gly

Asn Tyr
60

Ser Thr
75

Thr Ala

Phe Asp

Thr Lys

Ser Gly

140

Glu Pro
155

Lys

Phe

Leu

45

Ala

Ser

Val

Leu

Gly

125

Gly

Val

Pro

Arg

30

Glu

Gln

Thr

Tyr

Trp

110

Pro

Thr

Thr

Gly

15

Trp

Lys

Ala

Tyr

95

Gly

Ser

Ala

Val

Ala

Tyr

Met

Leu

Tyr

80

Cys

Arg

Val

Ala

Ser
160



Trp

Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Val

305

Glu

Lys

Thr

Thr

Asn

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

Ala

290

Val

Tyr

Thr

Leu

Cys
370

Ser

Ser

Ser

195

Asn

His

Val

Thr

Glu

275

Lys

Ser

Lys

Ile

Pro

355

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Val

Cys

Ser

340

Pro

Val

Ala

165

Gly

Gly

Lys

Cys

Leu

245

Glu

Lys

Lys

Leu

Lys

325

Lys

Ser

Lys

Leu

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Ala

Arg

Gly

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Arg

295

Val

Ser

Lys

Glu

Phe
375

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

Trp

280

Glu

Leu

Asn

Gly

Glu

360

Tyr

Gly

Leu

185

Tyr

Lys

Pro

Lys

Val

265

Tyr

Glu

His

Lys

Gln

345

Met

Pro

Val

170

Ser

Ile

Val

Ala

Pro

250

Val

Val

Gln

Gln

Ala

330

Pro

Thr

Ser

His

Ser

Cys

Glu

Pro

235

Lys

Val

Asp

Tyr

Asp

315

Leu

Arg

Lys

Asp

Thr

Val

Asn

Pro

220

Glu

Asp

Ser

Gly

Asn

300

Trp

Pro

Glu

Asn

Ile
380

Phe

Val

Val

205

Lys

Ala

Thr

Val

Val

285

Ser

Leu

Ala

Pro

Gln

365

Ala

Pro

Thr

190

Asn

Ser

Ala

Leu

Ser

270

Glu

Thr

Asn

Pro

Gln

350

Val

Val

Ala

175

Val

His

Cys

Gly

Met

255

His

Val

Tyr

Gly

Ile

335

Val

Ser

Glu

Val

Pro

Lys

Asp

Gly

240

Ile

Glu

His

Arg

Lys

320

Glu

Tyr

Leu

Trp



Glu Ser
385

Leu Asp

Lys Ser

Glu Ala

Gly Lys
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Met Tyr
1

Val Thr

Thr Phe

Glu Ala
50

Arg Asp
65

Thr Asp

Asn Gly

Gln

Pro
390

Ser Asp Gly Ser

Arg Trp
420

Leu His
435

99
161
PRT

405

Gln

Asn

Gln

His

Glu

Phe

Gly

Tyr

Artificial Sequence

Asn

Phe

Asn

Thr
440

CD47-ECD with His Tag

99

Arg Met

Asn Ser
20

Cys Asn

35

Gln Asn

Ile Tyr

Phe Ser

Gln

Gln

Asp

Thr

Thr

Ser
85

Leu

Leu

Thr

Thr

Phe

70

Ala

Leu

Leu

Val

Glu

55

Asp

Lys

Ser

Phe

Val

40

Val

Gly

Ile

Asn

Leu

Val

425

Gln

Cys

Asn

25

Ile

Tyr

Ala

Glu

Tyr Lys Thr Thr Pro Pro Val

395

Tyr Ser Lys

410

Phe

Lys

Ile

10

Lys

Pro

Val

Leu

Val
90

Ser

Ser

Ala

Thr

Cys

Lys

Asn

75

Ser

Cys

Leu

Leu

Phe

Trp
60

Gln

Leu

400

Thr Val Asp

415

Ser Val Met His

Ser
445

Ser

Ser

Val

45

Lys

Ser

Leu

430

Leu Ser Pro

Leu

Val

30

Thr

Phe

Thr

Leu

Ala

15

Glu

Asn

Lys

Val

Lys
95

Leu

Phe

Met

Gly

Pro

80

Gly



Asp Ala

Asn Tyr

Ile Glu
130

Ile Phe
145

His

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Met Glu
1

Cys Leu

Glu Val

Asp Ser
50

Pro Ile
65

Ser Phe

Ser Leu Lys Met Asp Lys
100

Thr Cys Glu Val Thr Glu
115 120

Leu Lys Tyr Arg Val val
135

Glu Ala Gln Lys Ile Glu
150

100

371

PRT

Mus musculus

NOD/SCID Mouse SIRPalpha
100

Pro Ala Gly Pro Ala Pro

Leu Leu Ser Ala Ser Cys
20

Lys Val Ile Gln Pro Glu
35 40

Thr Val Leu Asn Cys Thr
55

Arg Trp Tyr Arg Gly Val
70

Thr Thr Glu His Phe Pro
85

Ser

105

Leu

Arg

Trp

Gly

Phe

25

Lys

Leu

Gly

Arg

Asp

Thr

Ser

His

Arg

10

Cys

Ser

Thr

Gln

Val
90

Ala

Val Ser His Thr

110

Arg Glu Gly Glu Thr

Gly

Glu
155

Leu

Thr

Val

Ser

Ser

75

Thr

125

Gly Gly Leu Asn

140

His His His His

Gly

Gly

Ser

Leu

60

Arg

Asn

Pro

Ala

Val

45

Leu

Gln

Val

Leu

Thr

30

Ala

Pro

Leu

Ser

Leu

15

Ala

Val

Ile

Asp
95

Gly

Ile

Asp

His
160

Leu

Thr

Gly

Gly

Tyr

80

Ala



Thr

Pro

Pro

Ala

145

Pro

Arg

Leu

Ser

Val

225

Gly

Val

Arg

Asn

Lys

Glu

Asp

130

Lys

Asp

Asn

Glu

Ser

210

Ile

Ile

Thr

Ala

Gly
290

Arg

Asp

115

Thr

Pro

Gln

Ile

Thr

195

Thr

Cys

Ala

Gln

Glu

275

Asn

Ser

100

Ala

Glu

Ser

Lys

Thr

180

Thr

Val

Glu

Asn

Gln

260

Arg

Val

Asn

Gly

Ile

Pro

Val

165

Leu

Val

Arg

Val

Leu

245

Ser

Phe

Ser

Leu

Thr

Gln

Pro

150

Asn

Lys

Asn

Val

Ala

230

Ser

Pro

Tyr

Arg

Asp

Tyr

Ser

135

Glu

Phe

Trp

Pro

Val

215

His

Asn

Thr

Pro

Asn
295

Phe

Tyr

120

Gly

Val

Thr

Phe

Ser

200

Leu

Ile

Phe

Ser

Glu

280

Asp

Ser

105

Cys

Gly

Ser

Cys

Lys

185

Gly

Asn

Thr

Ile

Met

265

Asp

Thr

Ile

Val

Gly

Gly

Lys

170

Asp

Lys

Ser

Leu

Arg

250

Asn

Leu

Pro

Arg

Lys

Thr

Pro

155

Ser

Gly

Asn

Met

Asp

235

Val

Gln

Gln

Lys

Ile

Phe

Glu

140

Ala

His

Gln

Val

Asp

220

Arg

Ser

Val

Leu

Asn
300

Ser

Gln

125

Val

Asp

Gly

Glu

Ser

205

Val

Ser

Pro

Asn

Ile

285

Leu

Asn

110

Arg

Tyr

Arg

Phe

Leu

190

Tyr

Asn

Pro

Thr

Leu

270

Trp

Thr

Val

Gly

Val

Gly

Ser

175

His

Asn

Ser

Leu

Val

255

Thr

Leu

Lys

Thr

Ser

Leu

Ile

160

Pro

Pro

Ile

Lys

Arg

240

Lys

Cys

Glu

Asn



Thr

305

Ala

Gln

Ser

Asn

Asp Gly

His Arg

Pro Ala

Asp Gln

355

Trp Asn
370

<210> 101
<211> 373
<212> PRT

<213>

<220>

<223>

<400> 101

Met
1

Leu

Glu

Glu

Pro

65

Asn

Glu Pro

Leu Leu

Leu Gln
35

Thr Ala
50

Ile Gln

Gln Lys

Thr

Glu

Ile

340

Gly

Ala

Ala

20

Val

Thr

Trp

Glu

Tyr Asn Tyr Thr Ser

310

Asp Val Val Phe Thr

325

Thr Arg Asn His Thr

345

Ser Met Gln Thr Phe

Gly Pro

Ala Ser

Ile Gln

Leu Arg

Phe Arg

70

Gly His
85

Artificial Sequence

Ala

Cys

Pro

Cys

55

Gly

Phe

360

SIRPalphal ECD Sequences

Pro

Ala

Asp

40

Thr

Ala

Pro

Gly

Trp

25

Lys

Ala

Gly

Arg

Leu

Cys

330

Val

Pro

Arg

10

Ser

Ser

Thr

Pro

Val
90

Phe

315

Gln

Leu

Asp

Leu

Gly

Val

Ser

Gly

75

Thr

Leu

Val

Gly

Asn

Gly

Val

Leu

Leu

60

Arg

Thr

Val

Lys

Asn

His

Ser

Asp
335

Phe Ala His

Asn
365

Pro

Ala

Val

45

Ile

Glu

Val

350

Ala

Leu

Gly

30

Ala

Pro

Leu

Ser

Thr

Leu

15

Glu

Ala

Val

Ile

Asp
95

Ser

320

Gln

Ser

His

Cys

Glu

Gly

Gly

Tyr

80

Leu



Thr

Pro

Pro

Arg

145

Thr

Pro

Asp

Ile

Gln

225

Arg

Glu

Cys

Glu

Asn
305

Lys

Ala

Asp

130

Ala

Pro

Arg

Phe

His

210

Val

Gly

Val

Gln

Asn

290

Lys

Arg

Asp

115

Asp

Lys

Gln

Asp

Gln

195

Ser

Ile

Thr

Thr

Val

275

Gly

Asp

Asn

100

Ala

Val

Pro

His

Ile

180

Thr

Thr

Cys

Ala

Gln

260

Arg

Asn

Gly

Asn

Gly

Glu

Ser

Thr

165

Thr

Asn

Ala

Glu

Asn

245

Gln

Lys

Val

Thr

Met

Thr

Phe

Ala

150

Val

Leu

Val

Lys

Val

230

Leu

Pro

Phe

Ser

Tyr
310

Asp

Tyr

Lys

135

Pro

Ser

Lys

Asp

Val

215

Ala

Ser

Val

Tyr

Arg

295

Asn

Phe

Tyr

120

Ser

Val

Phe

Trp

Pro

200

Val

His

Glu

Arg

Pro

280

Thr

Trp

Ser

105

Cys

Gly

Val

Thr

Phe

185

Val

Leu

Val

Thr

Ala

265

Gln

Glu

Met

Ile

Val

Ala

Ser

Cys

170

Lys

Gly

Thr

Thr

Ile

250

Glu

Arg

Thr

Ser

Arg

Lys

Gly

Gly

155

Glu

Asn

Glu

Arg

Leu

235

Arg

Asn

Leu

Ala

Trp
315

Ile

Phe

Thr

140

Pro

Ser

Gly

Ser

Glu

220

Gln

Val

Gln

Gln

Ser

300

Leu

Gly

Arg

125

Glu

Ala

His

Asn

Val

205

Asp

Gly

Pro

Val

Leu

285

Thr

Leu

Asn

110

Lys

Leu

Ala

Gly

Glu

190

Ser

Val

Asp

Pro

Asn

270

Thr

Val

Val

Ile

Gly

Ser

Arg

Phe

175

Leu

Tyr

His

Pro

Thr

255

Val

Trp

Thr

Asn

Thr

Ser

Val

Ala

160

Ser

Ser

Ser

Ser

Leu

240

Leu

Thr

Leu

Glu

Val
320



Ser Ala His Arg Asp Asp Val

Gly Gln Pro Ala

340

Pro Lys Glu Gln

355

Glu Arg Asn Ile

370

<210>
<211>
<212>
<213>

<220>
<223>

<400>

102
373
PRT

325

Val Ser Lys

Gly Ser Asn

Tyr

Mus musculus

mouse SIRPalpha

102

Met Glu Pro

1

Cys

Glu

Asp

Pro

65

Ser

Thr

Leu

Leu

Ser

50

Ile

Phe

Lys

Leu

Lys

35

Thr

Arg

Ala

Arg

Ala

Leu

20

Val

Val

Trp

Gly

Asn
100

Gly

Ser

Thr

Leu

Tyr

Glu

85

Asn

Pro

Ala

Gln

Asn

Arg

70

Met

Ala

Ser

Pro

Cys

55

Gly

Val

Asp

Lys Leu Thr Cys Gln Val

330

Ser His Asp Leu Lys Val

345

Thr Ala Ala Glu Asn Thr

360

Pro Gly

Cys Phe
25

Glu Lys

40

Thr Leu

Val Gly

Pro Arg

Phe Ser
105

Arg

10

Cys

Ser

Thr

Pro

Ile
90

Ile

Leu

Thr

Val

Ser

Ser

75

Arg

Arg

Gly

Gly

Ser

Leu

60

Arg

Asn

Ile

365

Pro

Ala

Val

45

Leu

Leu

Val

Ser

Glu His Asp

335

Ser Ala His

350

Gly Ser Asn

Leu

Thr

30

Ala

Pro

Leu

Ser

Asn
110

Leu

15

Gly

Ala

Val

Ile

Asp

95

Val

Leu

Lys

Gly

Gly

Tyr

80

Thr

Thr



Pro

Ser

Val

145

Gly

Ser

His

Asn

Ser

225

Leu

Val

Thr

Leu

Lys
305

Ala

Glu

130

Leu

Ile

Pro

Pro

Ile

210

Lys

Arg

Lys

Cys

Glu

290

Asn

Asp

115

Pro

Ala

Pro

Arg

Leu

195

Ser

Val

Gly

Val

Arg

275

Asn

Thr

Ala

Asp

Lys

Asp

Asn

180

Glu

Ser

Ile

Ile

Thr

260

Ala

Gly

Asp

Gly

Thr

Pro

Gln

165

Ile

Thr

Thr

Cys

Ala

245

Gln

Glu

Asn

Gly

Ile

Glu

Ser

150

Lys

Thr

Thr

Val

Glu

230

Asn

Gln

Arg

Val

Thr
310

Tyr

Ile

135

Pro

Val

Leu

Val

Arg

215

Val

Leu

Ser

Phe

Ser

295

Tyr

Tyr

120

Gln

Pro

Asn

Lys

Asn

200

Val

Ala

Ser

Pro

Tyr

280

Arg

Asn

Cys

Ser

Glu

Phe

Trp

185

Pro

Val

His

Asn

Thr

265

Pro

Asn

Tyr

Val

Gly

Val

Thr

170

Phe

Ser

Leu

Ile

Phe

250

Ser

Glu

Asp

Thr

Lys

Gly

Ser

155

Cys

Lys

Gly

Asn

Thr

235

Ile

Met

Asp

Thr

Ser
315

Phe

Gly

140

Gly

Lys

Asp

Lys

Ser

220

Leu

Arg

Asn

Leu

Pro

300

Leu

Gln

125

Thr

Pro

Ser

Gly

Asn

205

Met

Asp

Val

Gln

Gln

285

Lys

Phe

Lys

Glu

Ala

His

Gln

190

Val

Asp

Arg

Ser

Val

270

Leu

Asn

Leu

Gly

Val

Asp

Gly

175

Glu

Ser

Val

Ser

Pro

255

Asn

Ile

Leu

Val

Ser

Tyr

Arg

160

Phe

Leu

Tyr

Asn

Pro

240

Thr

Leu

Trp

Thr

Asn
320



Ser

Asp

His

Thr

Ser

Gln

Ser

His
370

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ala His Arg Glu Asp Val

325

Gln Pro Ala Ile Thr Arg

340

Ser Asp Gln Gly Ser Met

355

Asn Trp

103
372
PRT

Asn

Artificial Sequence

360

SIRPalpha2 ECD Sequences

103

Met Glu Pro Ala

1

Leu

Glu

Glu

Pro

65

Asn

Thr

Leu

Leu

Ser

50

Ile

Gln

Lys

Leu Ala
20

Gln Val

35

Ala Ile

Gln Trp

Lys Glu

Arg Glu
100

Gly Pro

Ala Ser

Ile Gln

Leu His

Phe Arg

70

Gly His
85

Asn Met

Ala

Cys

Pro

Cys

55

Gly

Phe

Asp

Pro

Ala

Asp

40

Thr

Ala

Pro

Phe

Val Phe Thr Cys Gln

330

Asn His Thr Val Leu

345

Gln Thr Phe Pro Asp

Gly

Trp

25

Lys

Val

Gly

Arg

Ser
105

Arg
10

Ser

Ser

Thr

Pro

Val

90

Ile

Leu

Gly

Val

Ser

Ala

75

Thr

Ser

Gly

Val

Ser

Leu

60

Thr

Ile

365

Pro

Ala

Val

45

Ile

Glu

Val

Ser

Val Lys His

335

Gly Phe Ala

350

Asn Asn Ala

Leu

Gly

30

Ala

Pro

Leu

Ser

Asn
110

Leu

15

Glu

Ala

Val

Ile

Glu

95

Ile

Cys

Glu

Gly

Gly

Tyr

80

Ser

Thr



Pro

Pro

Ala

145

Pro

Arg

Phe

His

Val

225

Gly

Val

Gln

Asn

Lys

305

Ala

Ala

Asp

130

Lys

Gln

Asp

Gln

Ser

210

Ile

Thr

Thr

Val

Gly

290

Asp

His

Asp

115

Thr

Pro

His

Ile

Thr

195

Thr

Cys

Ala

Gln

Arg

275

Asn

Gly

Arg

Ala

Glu

Ser

Thr

Thr

180

Asn

Ala

Glu

Asn

Gln

260

Lys

Val

Thr

Asp

Gly

Phe

Ala

Val

165

Leu

Val

Lys

Val

Leu

245

Pro

Phe

Ser

Tyr

Asp
325

Thr

Lys

Pro

150

Ser

Lys

Asp

Val

Ala

230

Ser

Val

Tyr

Arg

Asn

310

Val

Tyr

Ser

135

Val

Phe

Trp

Pro

Val

215

His

Glu

Arg

Pro

Thr

295

Trp

Lys

Tyr

120

Gly

Val

Thr

Phe

Val

200

Leu

Val

Thr

Ala

Gln

280

Glu

Met

Leu

Cys

Ala

Ser

Cys

Lys

185

Gly

Thr

Thr

Ile

Glu

265

Arg

Thr

Ser

Thr

Val

Gly

Gly

Glu

170

Asn

Glu

Arg

Leu

Arg

250

Asn

Leu

Ala

Trp

Cys
330

Lys

Thr

Pro

155

Ser

Gly

Ser

Glu

Gln

235

Val

Gln

Gln

Ser

Leu

315

Gln

Phe

Glu

140

Ala

His

Asn

Val

Asp

220

Gly

Pro

Val

Leu

Thr

300

Leu

Val

Arg

125

Leu

Ala

Gly

Glu

Ser

205

Val

Asp

Pro

Asn

Thr

285

Val

Val

Glu

Lys

Ser

Arg

Phe

Leu

190

Tyr

His

Pro

Thr

Val

270

Trp

Thr

Asn

His

Gly

Val

Ala

Ser

175

Ser

Ser

Ser

Leu

Leu

255

Thr

Leu

Glu

Val

Asp
335

Ser

Arg

Thr

160

Pro

Asp

Ile

Gln

Arg

240

Glu

Cys

Glu

Asn

Ser

320

Gly



Gln Pro Ala Val Ser Lys Ser His Asp Leu Lys Val Ser Ala His Pro

340

345

350

Lys Glu Gln Gly Ser Asn Thr Ala Ala Glu Asn Thr Gly Ser Asn Glu

355

Arg Asn Ile Tyr

370

<210>
<211>
<212>
<213>

<220>
<223>

<400>

104
601
PRT

Cynomolgus

360

Cynomolgus SIRPalpha-Fc

104

Met Glu Pro

1

Leu

Glu

Glu

Pro

65

Ser

Thr

Pro

Leu

Leu

Ser

50

Ile

Gln

Lys

Ala

Leu

Gln

35

Ala

Gln

Lys

Arg

Asp
115

Ala

Thr

20

Val

Thr

Trp

Glu

Asn

100

Ala

Gly

Ala

Ile

Leu

Phe

Gly

85

Asn

Gly

Pro

Ser

Gln

Asn

Arg

70

His

Met

Thr

Ala

Cys

Pro

Cys

55

Gly

Phe

Asp

Tyr

Pro

Ala

Glu

40

Thr

Val

Pro

Phe

Tyr
120

Gly

Trp

25

Lys

Ala

Gly

Arg

Ser

105

Cys

Arg

10

Ser

Ser

Thr

Pro

Val

90

Ile

Val

Leu

Gly

Val

Ser

Gly

75

Thr

Arg

Lys

Gly

Val

Ser

Leu

60

Arg

Pro

Ile

Phe

365

Pro

Leu

Val

45

Ile

Glu

Val

Ser

Arg
125

Leu

Gly

30

Ala

Pro

Leu

Ser

Asn

110

Lys

Leu

15

Glu

Ala

Val

Ile

Asp

95

Ile

Gly

Cys

Glu

Gly

Gly

Tyr

80

Pro

Thr

Ser



Pro

Ala

145

Ala

Arg

Phe

Arg

Val

225

Gly

Val

Gln

Asn

Lys

305

Ala

Asp

130

Lys

Glu

Asp

Gln

Ser

210

Ile

Thr

Thr

Val

Gly

290

Asp

His

Val

Pro

His

Ile

Thr

195

Thr

Cys

Ala

Gln

Thr

275

Asn

Gly

Arg

Glu

Ser

Thr

Thr

180

Asn

Ala

Glu

Asn

Gln

260

Lys

Val

Thr

Asp

Leu

Ala

Val

165

Leu

Val

Arg

Val

Leu

245

Ser

Phe

Ser

Tyr

Asp
325

Lys

Pro

150

Ser

Lys

Asp

Val

Ala

230

Ser

Met

Tyr

Arg

Asn

310

Val

Ser

135

Val

Phe

Trp

Pro

Val

215

His

Glu

Arg

Pro

Thr

295

Trp

Lys

Gly

Val

Thr

Phe

Ala

200

Leu

Val

Ala

Ala

Gln

280

Glu

Thr

Leu

Ala

Ser

Cys

Lys

185

Thr

Thr

Ile

Asp

265

Arg

Met

Ser

Thr

Gly

Gly

Glu

170

Asn

Lys

Arg

Leu

Arg

250

Asn

Leu

Ala

Trp

Cys
330

Thr

Pro

155

Ser

Gly

Ser

Arg

Gln

235

Val

Gln

Gln

Ser

Leu

315

Gln

Glu

140

Ala

His

Asn

Val

Asp

220

Gly

Pro

Val

Leu

Ala

300

Leu

Val

Leu

Val

Gly

Glu

Ser

205

Val

Asp

Pro

Asn

Thr

285

Leu

Val

Glu

Ser

Arg

Phe

Leu

190

Tyr

His

Pro

Phe

Val

270

Trp

Pro

Asn

His

Val

Ala

Ser

175

Ser

Ser

Ser

Leu

Leu

255

Thr

Leu

Glu

Val

Asp
335

Arg

Thr

160

Pro

Asp

Ile

Gln

Arg

240

Glu

Cys

Glu

Asn

Ser

320

Gly



Gln

Lys

Arg

Ala

385

Pro

Val

Val

Gln

Gln

465

Ala

Pro

Thr

Ser

Tyr
545

Pro

Glu

Asn

370

Pro

Lys

Val

Asp

Tyr

450

Asp

Leu

Arg

Lys

Asp

530

Lys

Ala

Gln

355

Ile

Glu

Asp

Asp

Gly

435

Ala

Trp

Pro

Glu

Asn

515

Ile

Thr

Val

340

Gly

Tyr

Leu

Thr

Val

420

Val

Ser

Leu

Ala

Pro

500

Gln

Ala

Thr

Asn

Ser

Gly

Leu

Leu

405

Ser

Glu

Thr

Asn

Pro

485

Gln

Val

Val

Pro

Lys

Asn

Ser

Gly

390

Met

His

Val

Tyr

Gly

470

Ile

Val

Ser

Glu

Pro
550

Ser

Thr

Asp

375

Gly

Ile

Glu

His

Arg

455

Lys

Glu

Tyr

Leu

Trp

535

Val

Phe

Ala

360

Lys

Pro

Ser

Asp

Asn

440

Val

Glu

Lys

Thr

Thr

520

Glu

Leu

Ser

345

Ala

Thr

Ser

Arg

Pro

425

Ala

Val

Tyr

Thr

Leu

505

Cys

Ser

Asp

Val

Glu

His

Val

Thr

410

Glu

Lys

Ser

Lys

Ile

490

Pro

Leu

Asn

Ser

Lys

Asn

Thr

Phe

395

Pro

Val

Thr

Val

Cys

475

Ser

Pro

Val

Gly

Asp
555

Val

Thr

Cys

380

Leu

Glu

Lys

Lys

Leu

460

Lys

Lys

Ser

Lys

Gln

540

Gly

Ser

Gly

365

Pro

Phe

Val

Phe

Pro

445

Thr

Val

Ala

Arg

Gly

525

Pro

Ser

Ala

350

Thr

Pro

Pro

Thr

Asn

430

Arg

Val

Ser

Lys

Asp

510

Phe

Glu

Phe

His

Asn

Cys

Pro

Cys

415

Trp

Glu

Leu

Asn

Gly

495

Glu

Tyr

Asn

Phe

Pro

Glu

Pro

Lys

400

Val

Tyr

Glu

His

Lys

480

Gln

Leu

Pro

Asn

Leu
560



Tyr Ser Lys Leu Thr Val Asp Lys

565

Phe Ser Cys Ser Val Met His Glu

580

Lys Ser Leu Ser Leu Ser Pro Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

595

105
373
PRT

Artificial Sequence

600

SIRPalpha3 ECD Sequences

105

Met Glu Pro

1

Leu

Glu

Glu

Pro

65

Asn

Thr

Pro

Leu

Leu

Thr

50

Ile

Gln

Lys

Ala

Leu

Gln

35

Ala

Gln

Lys

Arg

Asp
115

Ala

Ala

20

Val

Thr

Trp

Glu

Glu

100

Ala

Gly

Ala

Ile

Leu

Phe

Gly

85

Asn

Gly

Pro

Ser

Gln

Arg

Arg

70

His

Met

Thr

Ala

Cys

Pro

Cys

55

Gly

Phe

Asp

Tyr

Pro

Ala

Asp

40

Thr

Ala

Pro

Phe

Tyr
120

Ser Arg Trp Gln Gln Gly Asn Val

570

575

Ala Leu His Asn His Tyr Thr Gln

585

Lys

Gly

Trp

25

Lys

Ala

Gly

Arg

Ser

105

Cys

Arg

10

Ser

Ser

Thr

Pro

Val

90

Ile

Val

Leu

Gly

Val

Ser

Gly

75

Thr

Arg

Lys

Gly

Val

Leu

Leu

60

Arg

Thr

Ile

Phe

Pro

Ala

Val

45

Ile

Glu

Val

Gly

Arg
125

590

Leu

Gly

30

Ala

Pro

Leu

Ser

Asn

110

Lys

Leu

15

Glu

Ala

Val

Ile

Asp

95

Ile

Gly

Glu

Gly

Gly

Tyr

80

Leu

Thr

Ser



Pro

Arg

145

Thr

Pro

Asp

Ile

Gln

225

Arg

Glu

Cys

Glu

Asn

305

Ser

Asp

130

Ala

Pro

Arg

Phe

His

210

Val

Gly

Val

Gln

Asn

290

Lys

Ala

Asp

Lys

Gln

Asp

Gln

195

Ser

Ile

Thr

Thr

Val

275

Gly

Asp

His

Val

Pro

His

Ile

180

Thr

Thr

Cys

Ala

Gln

260

Arg

Asn

Gly

Arg

Glu

Ser

Thr

165

Thr

Asn

Ala

Glu

Asn

245

Gln

Lys

Val

Thr

Asp
325

Phe

Ala

150

Val

Leu

Val

Lys

Val

230

Leu

Pro

Phe

Ser

Tyr

310

Asp

Lys

135

Pro

Ser

Lys

Asp

Val

215

Ala

Ser

Val

Tyr

Arg

295

Asn

Val

Ser

Val

Phe

Trp

Pro

200

Val

His

Glu

Arg

Pro

280

Thr

Trp

Lys

Gly

Val

Thr

Phe

185

Val

Leu

Val

Thr

Ala

265

Gln

Glu

Met

Leu

Ala

Ser

Cys

170

Lys

Gly

Thr

Thr

Ile

250

Glu

Arg

Thr

Ser

Thr
330

Gly

Gly

155

Glu

Asn

Glu

Arg

Leu

235

Arg

Asn

Leu

Ala

Trp

315

Cys

Thr

140

Pro

Ser

Gly

Ser

Glu

220

Gln

Val

Gln

Gln

Ser

300

Leu

Gln

Glu

Ala

His

Asn

Val

205

Asp

Gly

Pro

Val

Leu

285

Thr

Leu

Val

Leu

Ala

Gly

Glu

190

Ser

Val

Asp

Pro

Asn

270

Thr

Val

Val

Glu

Ser

Arg

Phe

175

Leu

Tyr

His

Pro

Thr

255

Val

Trp

Thr

Asn

His
335

Val

Ala

160

Ser

Ser

Ser

Ser

Leu

240

Leu

Thr

Leu

Glu

Val

320

Asp



Gly Gln Pro Ala Val Ser Lys Ser His Asp Leu Lys Val Ser Ala His

340

345

350

Pro Lys Glu Gln Gly Ser Asn Thr Ala Ala Glu Asn Thr Gly Ser Asn

355

Glu Arg Asn Ile Tyr

370

<210>
<211>
<212>
<213>

<220>
<223>

<400>

106
450
PRT

Artificial Sequence

Heavy Chain Sequence

106

Gln Val Gln Leu

1

Ser

Gly

Gly

Gln

65

Met

Ala

Gly

Val

Ile

Trp

50

Gly

Glu

Arg

Thr

Lys Vval
20

Val Trp
35

Ile Ser

Arg Val

Leu Arg

Glu Ala

100

Leu Val
115

Val

Ser

Val

Ala

Thr

Ser

85

Gly

Thr

Gln

Cys

Arg

Tyr

Met

70

Leu

Ser

Val

Ser

Lys

Gln

Ala

55

Thr

Arg

Ser

Ser

360

for

Gly

Ala

Ala

40

Gly

Thr

Ser

Trp

Ser
120

SIRPAB-12-AAS

Ala

Ser

25

Pro

Glu

Asp

Asp

Tyr

105

Ala

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Asp

Ser

Val

Tyr

Gln

Asn

Ser

75

Thr

Phe

Thr

Lys

Thr

Gly

Tyr

60

Thr

Ala

Asp

Lys

365

Lys

Phe

Leu

45

Ala

Ser

Val

Leu

Gly
125

Pro

Thr

30

Glu

Gln

Thr

Tyr

Trp

110

Pro

Gly

15

Gly

Trp

Lys

Ala

Tyr

95

Gly

Ser

Ala

Tyr

Met

Leu

Tyr

80

Cys

Arg

Val



Phe

Leu

145

Trp

Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Val

305

Glu

Lys

Pro

130

Gly

Asn

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

Ala

290

Val

Tyr

Thr

Leu

Cys

Ser

Ser

Ser

195

Asn

His

Val

Thr

Glu

275

Lys

Ser

Lys

Ile

Ala

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Val

Ser
340

Pro

Val

Ala

165

Gly

Gly

Lys

Cys

Leu

245

Glu

Lys

Lys

Leu

Lys

325

Lys

Ser

Lys

150

Leu

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Ala

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Arg

295

Val

Ser

Lys

Lys

Tyr

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

Trp

280

Glu

Leu

Asn

Gly

Ser

Phe

Gly

Leu

185

Tyr

Lys

Pro

Lys

Val

265

Glu

His

Lys

Gln
345

Thr

Pro

Val

170

Ser

Ile

Val

Ala

Pro

250

Val

Val

Gln

Gln

Ala

330

Pro

Ser

Glu

155

His

Ser

Cys

Glu

Pro

235

Lys

Val

Asp

Tyr

Asp

315

Leu

Arg

Gly

140

Pro

Thr

Val

Asn

Pro

220

Glu

Asp

Ser

Gly

Asn

300

Trp

Pro

Glu

Gly

Val

Phe

Val

Val

205

Lys

Ala

Thr

Val

Val

285

Ser

Leu

Ala

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Ala

Leu

Ser

270

Glu

Thr

Asn

Pro

Gln
350

Ala

Val

Ala

175

Val

His

Cys

Gly

Met

255

His

Val

Tyr

Gly

Ile

335

Val

Ala

Ser

160

Val

Pro

Lys

Asp

Gly

240

Ile

Glu

His

Arg

Lys

320

Glu

Tyr



Thr

Thr

Glu

385

Leu

Lys

Glu

Gly

Leu

Cys

370

Ser

Asp

Ser

Ala

Lys
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Pro

355

Leu

Asn

Ser

Arg

Leu

435

107
25
PRT

Pro

Val

Gly

Asp

Trp

420

His

Ser

Lys

Gln

Gly

405

Gln

Asn

Arg

Gly

Pro

390

Ser

Gln

His

Glu

Phe

375

Glu

Phe

Gly

Tyr

Artificial Sequence

Avi-HIS Tagg

107

Glu

360

Tyr

Asn

Phe

Asn

Thr
440

Met

Pro

Asn

Leu

Val

425

Gln

Thr

Ser

Tyr

Tyr

410

Phe

Lys

Lys

Asp

Lys

395

Ser

Ser

Ser

Asn

Ile

380

Thr

Lys

Cys

Leu

Gln

365

Ala

Thr

Leu

Ser

Ser
445

Val

Val

Pro

Thr

Val

430

Leu

Ser

Glu

Pro

Val

415

Met

Ser

Leu

Trp

Val

400

Asp

His

Pro

Arg Ser Gly Gly Gly Leu Asn Asp Ile Phe Glu Ala Gln Lys Ile Glu

1

5

Trp His Glu His His His His His His

<210>
<211>
<212>
<213>

<220>

108
371
PRT

20

Homo sapiens

25

10

15



<223>

<400>

108

Met Pro Val Pro

1

Met

Leu

Ser

Ile

65

Gln

Lys

Ala

Asp

Ala

145

Pro

Arg

Phe

Thr

Gln

Ala

50

Met

Lys

Arg

Asp

Asp

130

Lys

Glu

Asp

Gln

Leu

Val

35

Thr

Trp

Glu

Asn

Ala

115

Val

Pro

His

Ile

Thr
195

Leu

20

Ile

Leu

Phe

Gly

Asn

100

Gly

Glu

Ser

Thr

Thr

180

Asn

Ala

Leu

Gln

Cys

Arg

His

85

Leu

Thr

Phe

Ala

Val

165

Leu

Val

human SIRPbeta

Ser

Gly

Pro

Cys

Gly

70

Phe

Asp

Tyr

Pro

150

Ser

Lys

Asp

Trp

Arg

Glu

Ala

55

Ala

Pro

Phe

Tyr

Ser

135

Val

Phe

Trp

Pro

Pro

Leu

Lys

40

Met

Gly

Arg

Ser

Cys

120

Gly

Val

Thr

Phe

Ala
200

His

Thr

25

Ser

Thr

Ala

Val

Ile

105

Val

Ala

Ser

Cys

Lys

185

Gly

Leu

10

Gly

Val

Ser

Gly

Thr

90

Ser

Lys

Gly

Gly

Glu

170

Asn

Asp

Pro

Val

Ser

Leu

Arg

75

Thr

Ile

Phe

Thr

Pro

155

Ser

Gly

Ser

Ser

Ala

Val

Ile

60

Glu

Val

Ser

Arg

Glu

140

Ala

His

Asn

Val

Pro

Gly

Ala

45

Pro

Leu

Ser

Asn

Lys

125

Leu

Val

Gly

Glu

Ser
205

Phe

Glu

30

Ala

Val

Ile

Glu

Ile

110

Gly

Ser

Arg

Phe

Leu

190

Tyr

Leu

15

Asp

Gly

Gly

Tyr

Leu

95

Thr

Ser

Val

Ala

Ser

175

Ser

Ser

Leu

Glu

Glu

Pro

Asn

80

Thr

Pro

Pro

Arg

Thr

160

Pro

Asp

Ile



His

Val

225

Gly

Val

Gln

Asn

Lys

305

Ala

Gln

Lys

Ala

Ser

210

Ile

Thr

Thr

Val

Gly

290

Asp

His

Gln

Glu

Pro
370

<210>
<211>
<212>
<213>

<220>
<223>

Thr

Cys

Ala

Gln

Ser

275

Asn

Gly

Arg

Ala

His

355

Leu

109
227
PRT

Ala

Glu

Asn

Gln

260

Asn

Val

Thr

Asp

Val

340

Gly

Arg

Met

Leu

245

Pro

Phe

Ser

Tyr

Asp

325

Ser

Ser

Homo sapiens

Val

Ala

230

Ser

Met

Tyr

Arg

Asn

310

Val

Lys

Asp

human IGHG1_Fc

Val

215

His

Glu

Arg

Pro

Thr

295

Trp

Val

Ser

Ile

Leu

Ile

Ala

Ala

Arg

280

Glu

Met

Leu

Tyr

Thr
360

Thr

Thr

Ile

Glu

265

Gly

Thr

Ser

Thr

Ala

345

His

Arg

Leu

Arg

250

Asn

Leu

Ala

Trp

Cys

330

Leu

Glu

Gly

Gln

235

Val

Gln

Gln

Ser

Leu

315

Gln

Glu

Pro

Asp

220

Pro

Ala

Leu

Thr

300

Leu

Val

Ile

Ala

Val

Asp

Pro

Asn

Thr

285

Leu

Val

Glu

Ser

Leu
365

His

Pro

Thr

Val

270

Trp

Ile

Asn

His

Ala

350

Ala

Ser

Leu

Leu

255

Thr

Leu

Glu

Thr

Asp

335

His

Pro

Gln

Arg

240

Glu

Cys

Glu

Asn

Cys

320

Gly

Gln

Thr



<400>

109

Asp Lys Thr

1

Gly

Ile

Glu

His

65

Arg

Lys

Glu

Tyr

Leu

145

Trp

Val

Asp

Pro

Ser

Asp

50

Asn

Val

Glu

Lys

Thr

130

Thr

Glu

Leu

Lys

Ser

Arg

35

Pro

Ala

Val

Tyr

Thr

115

Leu

Cys

Ser

Asp

Ser
195

His

Val

20

Thr

Glu

Lys

Ser

Lys

100

Ile

Pro

Leu

Asn

Ser

180

Arg

Thr

Phe

Pro

Val

Thr

Val

85

Cys

Ser

Pro

Val

Gly

165

Asp

Trp

Cys

Leu

Glu

Lys

Lys

70

Leu

Lys

Lys

Ser

Lys

150

Gln

Gly

Gln

Pro

Phe

Val

Phe

55

Pro

Thr

Val

Ala

Arg

135

Gly

Pro

Ser

Gln

Pro

Pro

Thr

40

Asn

Arg

Val

Ser

Lys

120

Asp

Phe

Glu

Phe

Gly
200

Cys

Pro

25

Cys

Trp

Glu

Leu

Asn

105

Gly

Glu

Tyr

Asn

Phe

185

Asn

Pro

10

Lys

Val

Tyr

Glu

His

90

Lys

Gln

Leu

Pro

Asn

170

Leu

Val

Ala

Pro

Val

Val

Gln

75

Gln

Ala

Pro

Thr

Ser

155

Tyr

Tyr

Phe

Pro

Lys

Val

Asp

60

Asp

Leu

Arg

Lys

140

Asp

Ser

Ser

Glu

Asp

Asp

45

Gly

Ala

Trp

Pro

Glu

125

Asn

Ile

Thr

Lys

Cys
205

Leu

Thr

30

Val

Val

Ser

Leu

Ala

110

Pro

Gln

Ala

Thr

Leu

190

Ser

Leu

15

Leu

Ser

Glu

Thr

Asn

95

Pro

Gln

Val

Val

Pro

175

Thr

Val

Gly

Met

His

Val

Tyr

80

Gly

Ile

Val

Ser

Glu

160

Pro

Val

Met



His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser

210

Pro Gly Lys

225

<210>
<211>
<212>
<213>

<220>
<223>

<400>

110
449
PRT

215

Artificial Sequence

Heavy Chain Sequence

110

Gln Val Gln

1

Thr

Gly

Trp

Leu

65

Ser

Cys

Thr

Pro

Leu

Tyr

Ile

50

Lys

Leu

Ser

Thr

Leu
130

Ser

Tyr

35

Gly

Ser

Lys

Lys

Val

115

Ala

Leu

Leu

20

Trp

Ala

Arg

Leu

Glu

100

Thr

Pro

Gln

Thr

Ser

Ile

Val

Ser

85

Gly

Val

Ser

Glu

Cys

Trp

Tyr

Thr

70

Ser

Tyr

Ser

Ser

Ser

Thr

Ile

Tyr

55

Ile

Val

His

Ser

Lys
135

for

Gly

Val

Arg

40

Ser

Ser

Thr

Ser

Ala

120

Ser

SIRPAB-20

Pro

Ser

25

Gln

Gly

Val

Ala

Gly

105

Ser

Thr

Gly

10

Gly

His

Pro

Asp

Ala

90

Met

Thr

Ser

Leu

Gly

Pro

Ile

Thr

75

Asp

Asp

Lys

Gly

220

Val

Ser

Gly

Tyr

60

Ser

Thr

Val

Gly

Gly
140

Lys

Ile

Lys

45

Tyr

Lys

Ala

Trp

Pro

125

Thr

Pro

Ser

30

Gly

Asn

Asn

Val

Gly

110

Ser

Ala

Ser

15

Ser

Leu

Pro

Gln

Tyr

95

Gln

Val

Ala

Gln

Gly

Glu

Ser

Phe

80

Tyr

Gly

Phe

Leu



Gly

145

Asn

Gln

Ser

Ser

Thr

225

Ser

Arg

Pro

Ala

Val

305

Tyr

Thr

Leu

Cys

Ser

Ser

Ser

Asn

210

His

Val

Thr

Glu

Lys

290

Ser

Lys

Ile

Pro

Leu

Gly

Ser

Leu

195

Thr

Thr

Phe

Pro

Val

275

Thr

Val

Cys

Ser

Pro
355

Val

Ala

Gly

180

Gly

Lys

Cys

Leu

Glu

260

Lys

Lys

Leu

Lys

Lys

340

Ser

Lys

Leu

165

Leu

Thr

Val

Pro

Phe

245

Val

Phe

Pro

Thr

Val

325

Ala

Arg

Asp

150

Thr

Tyr

Gln

Asp

Pro

230

Pro

Thr

Asn

Arg

Val

310

Ser

Lys

Glu

Tyr

Ser

Ser

Thr

Lys

215

Cys

Pro

Cys

Trp

Glu

295

Leu

Asn

Gly

Glu

Phe

Gly

Leu

Tyr

200

Lys

Pro

Lys

Val

Tyr

280

Glu

His

Lys

Gln

Met
360

Pro

Val

Ser

185

Ile

Val

Ala

Pro

Val

265

Val

Gln

Gln

Ala

Pro

345

Thr

Glu

His

170

Ser

Cys

Glu

Pro

Lys

250

Val

Asp

Tyr

Asp

Leu

330

Arg

Lys

Pro

155

Thr

Val

Asn

Pro

Glu

235

Asp

Asp

Gly

Asn

Trp

315

Pro

Glu

Asn

Val

Phe

Val

Val

Lys

220

Leu

Thr

Val

Val

Ser

300

Leu

Ala

Pro

Gln

Thr

Pro

Thr

Asn

205

Ser

Leu

Leu

Ser

Glu

285

Thr

Asn

Pro

Gln

Val
365

Val

Ala

Val

190

His

Cys

Gly

Met

His

270

Val

Tyr

Gly

Ile

Val

350

Ser

Ser

Val

175

Pro

Lys

Asp

Gly

Ile

255

Glu

His

Arg

Lys

Glu

335

Tyr

Leu

Trp

160

Leu

Ser

Pro

Lys

Pro

240

Ser

Asp

Asn

Val

Glu

320

Lys

Thr

Thr



Cys

Leu Val Lys
370

Gly

Pro

Ser

405

Gln

His

Phe Tyr
375

Glu Asn

390

Phe Phe

Gly Asn

Tyr Thr

Artificial Sequence

Heavy Chain Sequence

Val Gln Leu Val Gln Ser

5

Val Lys Val Ser Cys Lys

Ile Val Trp Val Arg Gln

Trp Ile Ser Ala Tyr Ala

Ser Asn Gly Gln
385
Asp Ser Asp Gly
Ser Arg Trp Gln
420

Ala Leu His Asn

435
Lys
<210> 111
<211> 447
<212> PRT
<213>
<220>
<223>
<400> 111
Gln
1
Ser

20

Gly

35
Gly

50

Gln

65

55

Gly Arg Val Thr Met Thr

70

Pro

Asn

Leu

Val

Gln
440

for

Gly

Ala

Ala

40

Gly

Thr

Ser

Tyr

Tyr

Phe
425

SIRPAB-12-4P

Ala

Ser

25

Pro

Glu

Asp

Asp

Lys

Ser

410

Ser

Ser

Ile

Thr

395

Lys

Cys

Leu

Ala

380

Thr

Leu

Ser

Ser

Glu Val Lys

10

Gly Tyr Thr

Val

Pro

Thr

Val

Leu
445

Lys

Phe

Gly Gln Gly Leu

Thr Asn Tyr

60

Thr Ser Thr

75

45

Ala

Ser

Glu

Pro

Val

Met

430

Ser

Pro

Thr

30

Glu

Gln

Thr

Trp Glu

Val Leu
400

Asp Lys
415

His Glu

Pro Gly

Gly Ala

15

Gly Tyr

Trp Met

Lys Leu

Ala Tyr
80



Met

Ala

Gly

Phe

Leu

145

Trp

Leu

Ser

Pro

Pro

225

Phe

Pro

Val

Glu

Arg

Thr

Pro

130

Gly

Asn

Gln

Ser

Ser

210

Cys

Leu

Glu

Gln

Leu

Glu

Leu

115

Leu

Cys

Ser

Ser

Ser

195

Asn

Pro

Phe

Val

Phe
275

Arg

Ala

100

Val

Ala

Leu

Gly

Ser

180

Leu

Thr

Pro

Pro

Thr

260

Asn

Ser

85

Gly

Thr

Pro

Val

Ala

165

Gly

Gly

Lys

Cys

Pro

245

Cys

Trp

Leu

Ser

Val

Cys

Lys

150

Leu

Leu

Thr

Val

Pro

230

Lys

Val

Tyr

Arg

Ser

Ser

Ser

135

Asp

Thr

Tyr

Lys

Asp

215

Ala

Pro

Val

Val

Ser

Trp

Ser

120

Arg

Tyr

Ser

Ser

Thr

200

Lys

Pro

Lys

Val

Asp
280

Asp

Tyr

105

Ala

Ser

Phe

Gly

Leu

185

Tyr

Arg

Glu

Asp

Asp

265

Gly

Asp

90

Asp

Ser

Thr

Pro

Val

170

Ser

Thr

Val

Phe

Thr

250

Val

Val

Thr

Phe

Thr

Ser

Glu

155

His

Ser

Cys

Glu

Leu

235

Leu

Ser

Glu

Ala

Asp

Lys

Glu

140

Pro

Thr

Val

Asn

Ser

220

Gly

Met

Gln

Val

Val

Leu

Gly

125

Ser

Val

Phe

Val

Val

205

Lys

Gly

Ile

Glu

His
285

Tyr

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asp

Tyr

Pro

Ser

Asp

270

Asn

Tyr

95

Ser

Ala

Val

Ala

175

Val

His

Gly

Ser

Arg

255

Pro

Ala

Cys

Arg

Val

Ala

Ser

160

Val

Pro

Lys

Pro

Val

240

Thr

Glu

Lys



Thr

Val

305

Cys

Ser

Pro

Val

Gly

385

Asp

Trp

His

Lys

290

Leu

Lys

Lys

Ser

Lys

370

Gln

Gly

Gln

Asn

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Pro

Thr

Val

Ala

Gln

355

Gly

Pro

Ser

Glu

His

435

112
447
PRT

Arg

Val

Ser

Lys

340

Glu

Phe

Glu

Phe

Gly
420

Glu

Leu

Asn

325

Gly

Glu

Tyr

Asn

Phe

405

Asn

Thr

Glu

His

310

Lys

Gln

Met

Pro

Asn

390

Leu

Val

Gln

Gln

295

Gln

Gly

Pro

Thr

Ser

375

Tyr

Tyr

Phe

Lys

Artificial Sequence

Heavy Chain Sequence for SIRPAB-11-4P

112

Phe

Asp

Leu

Arg

Lys

360

Asp

Lys

Ser

Ser

Ser
440

Asn

Trp

Pro

Glu

345

Asn

Ile

Thr

Arg

Cys

425

Leu

Ser

Leu

Ser

330

Pro

Gln

Ala

Thr

Leu

410

Ser

Ser

Thr

Asn

315

Ser

Gln

Val

Val

Pro

395

Thr

Val

Leu

Tyr

300

Gly

Ile

Val

Ser

Glu

380

Pro

Val

Met

Ser

Arg

Lys

Glu

Tyr

Leu

365

Trp

Val

Asp

His

Leu
445

Val

Glu

Lys

Thr

350

Thr

Glu

Leu

Lys

Glu

430

Gly

Val

Tyr

Thr

335

Leu

Cys

Ser

Asp

Ser

415

Ala

Ser

Lys

320

Ile

Pro

Leu

Asn

Ser

400

Arg

Leu

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1

5

10

15



Ser

Gly

Gly

Gln

65

Met

Ala

Gly

Phe

Leu

145

Trp

Leu

Ser

Pro

Pro
225

Val

Ile

Trp

50

Gly

Glu

Arg

Thr

Pro

130

Gly

Asn

Gln

Ser

Ser

210

Cys

Lys

Ser

35

Ile

Arg

Leu

Glu

Leu

115

Leu

Cys

Ser

Ser

Ser

195

Asn

Pro

Val

20

Trp

Ser

Val

Arg

Ala

100

Val

Ala

Leu

Gly

Ser

180

Leu

Thr

Pro

Ser

Val

Ala

Thr

Ser

85

Gly

Thr

Pro

Val

Ala

165

Gly

Gly

Lys

Cys

Cys

Arg

Tyr

Met

70

Leu

Ser

Val

Cys

Lys

150

Leu

Leu

Thr

Val

Pro
230

Lys

Gln

Gly

55

Thr

Arg

Ser

Ser

Ser

135

Asp

Thr

Tyr

Lys

Asp

215

Ala

Ala

Ala

40

Gly

Thr

Ser

Trp

Ser

120

Arg

Tyr

Ser

Ser

Thr

200

Lys

Pro

Ser

25

Pro

Glu

Asp

Asp

Tyr

105

Ala

Ser

Phe

Gly

Leu

185

Tyr

Arg

Glu

Gly

Gly

Thr

Thr

Asp

90

Asp

Ser

Thr

Pro

Val

170

Ser

Thr

Val

Phe

Tyr

Gln

Asn

Ser

75

Thr

Phe

Thr

Ser

Glu

155

His

Ser

Cys

Glu

Leu
235

Thr

Gly

Tyr

60

Thr

Ala

Asp

Glu

140

Pro

Thr

Val

Asn

Ser

220

Gly

Phe

Leu

45

Ala

Ser

Val

Leu

Gly

125

Ser

Val

Phe

Val

Val

205

Lys

Gly

Arg

30

Glu

Gln

Thr

Tyr

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asp

Tyr

Pro

Trp

Lys

Ala

Tyr

95

Gly

Ser

Ala

Val

Ala

175

Val

His

Gly

Ser

Tyr

Met

Leu

Tyr

80

Cys

Arg

Val

Ala

Ser

160

Val

Pro

Lys

Pro

Val
240



Phe

Pro

Val

Thr

Val

305

Cys

Ser

Pro

Val

Gly

385

Asp

Trp

His

Leu

Glu

Gln

Lys

290

Leu

Lys

Lys

Ser

Lys

370

Gln

Gly

Gln

Asn

Phe

Val

Phe

275

Pro

Thr

Val

Ala

Gln

355

Gly

Pro

Ser

Glu

His
435

Pro

Thr

260

Asn

Arg

Val

Ser

Lys

340

Glu

Phe

Glu

Phe

Gly

420

Tyr

Pro

245

Cys

Trp

Glu

Leu

Asn

325

Gly

Glu

Tyr

Asn

Phe

405

Asn

Thr

Lys

Val

Tyr

Glu

His

310

Lys

Gln

Met

Pro

Asn

390

Leu

Val

Gln

Pro

Val

Val

Gln

295

Gln

Gly

Pro

Thr

Ser

375

Tyr

Tyr

Phe

Lys

Lys

Val

Asp

280

Phe

Asp

Leu

Arg

Lys

360

Asp

Lys

Ser

Ser

Ser
440

Asp

Asp

265

Gly

Asn

Trp

Pro

Glu

345

Asn

Ile

Thr

Arg

Cys

425

Leu

Thr

250

Val

Val

Ser

Leu

Ser

330

Pro

Gln

Ala

Thr

Leu

410

Ser

Ser

Leu

Ser

Glu

Thr

Asn

315

Ser

Gln

Val

Val

Pro

395

Thr

Val

Leu

Met

Gln

Val

Tyr

300

Ile

Val

Ser

Glu

380

Pro

Val

Met

Ser

Ile

Glu

His

285

Arg

Lys

Glu

Tyr

Leu

365

Trp

Val

Asp

His

Leu
445

Ser

Asp

270

Asn

Val

Glu

Lys

Thr

350

Thr

Glu

Leu

Lys

Glu

430

Gly

Arg

255

Pro

Ala

Val

Tyr

Thr

335

Leu

Cys

Ser

Asp

Ser

415

Ala

Lys

Thr

Glu

Lys

Ser

Lys

320

Ile

Pro

Leu

Asn

Ser

400

Arg

Leu



<210>
<211>
<212>
<213>

<220>
<223>

<400>

113
589
PRT

Homo sapiens

human SIRPgamma-Fc

113

Met Pro Val Pro

1

Leu

Gln

Ala

Leu

65

Lys

Arg

Asp

Asn

Lys

145

Glu

Thr

Met

Thr

50

Trp

Glu

Asn

Val

Val

130

Pro

His

Leu

Ile

35

Leu

Phe

Gly

Asn

Gly

115

Glu

Ser

Thr

Leu

20

Gln

His

Arg

His

Met

100

Thr

Phe

Ala

Val

Ala

Leu

Pro

Cys

Gly

Phe

85

Asp

Tyr

Lys

Pro

Ser
165

Ser

Gly

Glu

Thr

Val

70

Pro

Phe

Tyr

Ser

Val

150

Phe

Trp

Leu

Lys

Val

55

Gly

Arg

Ser

Cys

Gly

135

Val

Thr

Pro

Thr

Leu

40

Thr

Pro

Val

Ile

Val

120

Pro

Leu

Cys

His

Glu

25

Leu

Ser

Gly

Thr

Arg

105

Lys

Gly

Gly

Glu

Pro

10

Val

Leu

Leu

Arg

Thr

90

Ile

Phe

Thr

Pro

Ser
170

Pro

Ala

Val

Leu

Glu

75

Val

Ser

Arg

Glu

Ala

155

His

Gly

Gly

Thr

Pro

60

Leu

Ser

Ser

Lys

Met

140

Ala

Gly

Pro

Glu

Val

45

Val

Ile

Asp

Ile

Gly

125

Ala

Arg

Phe

Phe

Glu

30

Gly

Gly

Tyr

Leu

Thr

110

Ser

Leu

Thr

Ser

Leu
15

Glu

Pro

Asn

Thr

95

Pro

Pro

Gly

Thr

Pro
175

Leu

Leu

Thr

Val

Gln

80

Lys

Ala

Glu

Ala

Pro

160

Arg



Asp

Gln

Ser

Ile

225

Thr

Thr

Val

Gly

Asp

305

Gln

Leu

Asp

Pro

Phe
385

Ile

Thr

Thr

210

Cys

Ala

Gln

Arg

Asn

290

Gly

Arg

Ala

Gln

Pro

370

Pro

Thr

Asn

195

Ala

Glu

Asn

Gln

Lys

275

Val

Thr

Asp

Val

Ser

355

Cys

Pro

Leu

180

Val

Arg

Val

Leu

Pro

260

Phe

Cys

Tyr

Asp

Ser

340

Ser

Pro

Lys

Lys

Asp

Val

Ala

Ser

245

Met

Tyr

Gln

Asn

Val

325

Lys

Asp

Ala

Pro

Trp

Pro

Val

His

230

Glu

Arg

Pro

Arg

Trp

310

Val

Arg

Ala

Pro

Lys
390

Phe

Thr

Leu

215

Val

Ala

Val

Gln

Glu

295

Thr

Leu

Leu

Thr

Glu

375

Asp

Lys

Gly

200

Asp

Thr

Ile

Gly

Ser

280

Thr

Ser

Thr

Ala

Pro

360

Leu

Thr

Asn

185

Gln

Pro

Leu

Arg

Asn

265

Leu

Ala

Trp

Cys

Leu

345

Gly

Leu

Leu

Gly

Ser

Trp

Gln

Val

250

Gln

Gln

Ser

Phe

Gln

330

Glu

Ser

Gly

Met

Asn

Val

Asp

Gly

235

Pro

Val

Leu

Thr

Leu

315

Val

Val

Asp

Gly

Ile
395

Glu

Ala

Val

220

Asp

Pro

Asn

Thr

Leu

300

Val

Lys

Thr

Lys

Pro

380

Ser

Leu

Tyr

205

Arg

Pro

Thr

Val

Trp

285

Thr

Asn

His

Val

Thr

365

Ser

Arg

Ser

190

Ser

Ser

Leu

Leu

Thr

270

Ser

Glu

Ile

Asp

His

350

His

Val

Thr

Ile

Gln

Arg

Glu

255

Cys

Glu

Asn

Ser

Gly

335

Gln

Thr

Phe

Pro

Phe

Arg

Val

Gly

240

Val

Gln

Asn

Lys

Asp

320

Gln

Lys

Cys

Leu

Glu
400



Val

Phe

Pro

Thr

Val

465

Ala

Arg

Gly

Pro

Ser

545

Gln

His

Thr

Asn

Arg

Val

450

Ser

Lys

Asp

Phe

Glu

530

Phe

Gly

Tyr

<210>
<211>
<212>
<213>

Cys

Trp

Glu

435

Leu

Asn

Gly

Glu

Tyr

515

Asn

Phe

Asn

Thr

114
360
PRT
Homo

Val

Tyr

420

Glu

His

Lys

Gln

Leu

500

Pro

Asn

Leu

Val

Gln
580

Val

405

Val

Gln

Gln

Ala

Pro

485

Thr

Ser

Tyr

Tyr

Phe

565

Lys

sapiens

Val

Asp

Tyr

Asp

Leu

470

Arg

Lys

Asp

Lys

Ser

550

Ser

Ser

Asp

Gly

Ala

Trp

455

Pro

Glu

Asn

Ile

Thr

535

Lys

Cys

Leu

Val

Val

Ser

440

Leu

Ala

Pro

Gln

Ala

520

Thr

Leu

Ser

Ser

Ser

Glu

425

Thr

Asn

Pro

Gln

Val

505

Val

Pro

Thr

Val

Leu
585

His

410

Val

Tyr

Gly

Ile

Val

490

Ser

Glu

Pro

Val

Met

570

Ser

Glu

His

Arg

Lys

Glu

475

Tyr

Leu

Trp

Val

Asp

555

His

Pro

Asp

Asn

Val

Glu

460

Lys

Thr

Thr

Glu

Leu

540

Lys

Glu

Gly

Pro

Ala

Val

445

Tyr

Thr

Leu

Cys

Ser

525

Asp

Ser

Ala

Lys

Glu

Lys

430

Ser

Lys

Ile

Pro

Leu

510

Asn

Ser

Arg

Leu

Val

415

Thr

Val

Cys

Ser

Pro

495

Val

Gly

Asp

Trp

His
575

Lys

Lys

Leu

Lys

Lys

480

Ser

Lys

Gln

Gly

Gln

560

Asn



<220>
<223>

<400>

114

Met Pro Val Pro

1

Leu

Gln

Ala

Leu

65

Lys

Arg

Asp

Asn

Lys

145

Glu

Asp

Thr

Met

Thr

50

Trp

Glu

Asn

Val

Val

130

Pro

His

Ile

Leu

Ile

35

Leu

Phe

Gly

Asn

Gly

115

Glu

Ser

Thr

Thr

Leu

20

Gln

His

Arg

His

Met

100

Thr

Phe

Ala

Val

Leu
180

Ala

Leu

Pro

Cys

Gly

Phe

85

Asp

Tyr

Lys

Pro

Ser

165

Lys

human SIRPgamma

Ser

Gly

Glu

Thr

Val

70

Pro

Phe

Tyr

Ser

Val

150

Phe

Trp

Trp

Leu

Lys

Val

55

Gly

Arg

Ser

Cys

Gly

135

Val

Thr

Phe

Pro

Thr

Leu

40

Thr

Pro

Val

Ile

Val

120

Pro

Leu

Cys

Lys

His

Glu

25

Leu

Ser

Gly

Thr

Arg

105

Lys

Gly

Gly

Glu

Asn
185

Pro

10

Val

Leu

Leu

Arg

Thr

90

Ile

Phe

Thr

Pro

Ser

170

Gly

Pro

Ala

Val

Leu

Glu

75

Val

Ser

Arg

Glu

Ala

155

His

Asn

Gly

Gly

Thr

Pro

60

Leu

Ser

Ser

Lys

Met

140

Ala

Gly

Glu

Pro

Glu

Val

45

Val

Ile

Asp

Ile

Gly

125

Ala

Arg

Phe

Leu

Phe

Glu

30

Gly

Gly

Tyr

Leu

Thr

110

Ser

Leu

Thr

Ser

Ser
190

Leu

15

Glu

Lys

Pro

Asn

Thr

95

Pro

Pro

Gly

Thr

Pro

175

Asp

Leu

Leu

Thr

Val

Gln

80

Lys

Ala

Glu

Ala

Pro

160

Arg

Phe



Gln

Ser

Ile

225

Thr

Thr

Val

Gly

Asp

305

Gln

Leu

Asp

Thr

Thr

210

Cys

Ala

Gln

Arg

Asn

290

Gly

Arg

Ala

Gln

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Asn
195

Ala

Glu

Asn

Gln

Lys

275

Val

Thr

Asp

Val

Ser

355

115
372
PRT

Val

Arg

Val

Leu

Pro

260

Phe

Cys

Tyr

Asp

Ser

340

Ser

Asp

Val

Ala

Ser

245

Met

Tyr

Gln

Asn

Val

325

Lys

Asp

Cynomolgus

Pro

Val

His

230

Glu

Arg

Pro

Arg

Trp

310

Val

Arg

Ala

Cynomolgus SIRPa

115

Thr

Leu

215

Val

Ala

Val

Gln

Glu

295

Thr

Leu

Leu

Thr

Gly

200

Asp

Thr

Ile

Gly

Ser

280

Thr

Ser

Thr

Ala

Pro
360

Gln

Pro

Leu

Arg

Asn

265

Leu

Ala

Trp

Cys

Leu
345

Ser

Trp

Gln

Val

250

Gln

Gln

Ser

Phe

Gln

330

Glu

Val

Asp

Gly

235

Pro

Val

Leu

Thr

Leu

315

Val

Val

Ala

Val

220

Asp

Pro

Asn

Thr

Leu

300

Val

Lys

Thr

Tyr

205

Arg

Pro

Thr

Val

Trp

285

Thr

Asn

His

Val

Ser

Ser

Leu

Leu

Thr

270

Ser

Glu

Ile

Asp

His
350

Ile

Gln

Arg

Glu

255

Cys

Glu

Asn

Ser

Gly

335

Gln

Arg

Val

Gly

240

Val

Gln

Asn

Lys

Asp

320

Gln

Lys



Met

Leu

Glu

Glu

Pro

65

Ser

Thr

Pro

Pro

Ala

145

Ala

Arg

Phe

Arg

Glu

Leu

Leu

Ser

50

Ile

Gln

Lys

Ala

Asp

130

Lys

Glu

Asp

Gln

Ser
210

Pro

Leu

Gln

35

Ala

Gln

Lys

Arg

Asp

115

Val

Pro

His

Ile

Thr

195

Thr

Ala

Thr

20

Val

Thr

Trp

Glu

Asn

100

Ala

Glu

Ser

Thr

Thr

180

Asn

Ala

Gly

Ala

Ile

Leu

Phe

Gly

85

Asn

Gly

Leu

Ala

Val

165

Leu

Val

Arg

Pro

Ser

Gln

Asn

Arg

70

His

Met

Thr

Lys

Pro

150

Ser

Lys

Asp

Val

Ala

Cys

Pro

Cys

55

Gly

Phe

Asp

Tyr

Ser

135

Val

Phe

Trp

Pro

Val
215

Pro

Ala

Glu

40

Thr

Val

Pro

Phe

Tyr

120

Gly

Val

Thr

Phe

Ala

200

Leu

Gly

Trp

25

Lys

Ala

Gly

Arg

Ser

105

Cys

Ala

Ser

Cys

Lys

185

Gly

Thr

Arg

10

Ser

Ser

Thr

Pro

Val

90

Ile

Val

Gly

Gly

Glu

170

Asn

Lys

Arg

Leu

Gly

Val

Ser

Gly

75

Thr

Arg

Lys

Thr

Pro

155

Ser

Gly

Ser

Arg

Gly

Val

Ser

Leu

60

Arg

Pro

Ile

Phe

Glu

140

Ala

His

Asn

Val

Asp
220

Pro

Leu

Val

45

Ile

Glu

Val

Ser

Arg

125

Leu

Val

Gly

Glu

Ser

205

Val

Leu

Gly

30

Ala

Pro

Leu

Ser

Asn

110

Lys

Ser

Arg

Phe

Leu

190

Tyr

His

Leu

15

Glu

Ala

Val

Ile

Asp

95

Ile

Gly

Val

Ala

Ser

175

Ser

Ser

Ser

Cys

Glu

Gly

Gly

Tyr

80

Pro

Thr

Ser

Arg

Thr

160

Pro

Asp

Ile

Gln



Val

225

Gly

Val

Gln

Asn

Lys

305

Ala

Gln

Lys

Arg

Ile

Thr

Thr

Val

Gly

290

Asp

His

Pro

Glu

Asn
370

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Cys

Ala

Gln

Thr

275

Asn

Gly

Arg

Ala

Gln

355

Ile

116
136
PRT

Glu

Asn

Gln

260

Lys

Val

Thr

Asp

Val

340

Gly

Tyr

Val

Leu

245

Ser

Phe

Ser

Tyr

Asp

325

Asn

Ser

Ala

230

Ser

Met

Tyr

Arg

Asn

310

Val

Lys

Asn

His

Glu

Arg

Pro

Thr

295

Trp

Lys

Ser

Thr

Artificial Sequence

CD47-

116

ECD

Val

Ala

Ala

Gln

280

Glu

Thr

Leu

Phe

Ala
360

Thr

Ile

Asp

265

Arg

Met

Ser

Thr

Ser

345

Ala

Leu

Arg

250

Asn

Leu

Ala

Trp

Cys

330

Val

Glu

Gln

235

Val

Gln

Gln

Ser

Leu

315

Gln

Asn

Gly

Pro

Val

Leu

Ala

300

Leu

Val

Val

Thr

Asp

Pro

Asn

Thr

285

Leu

Val

Glu

Ser

Gly
365

Pro

Phe

Val

270

Trp

Pro

Asn

His

Ala

350

Thr

Leu

Leu

255

Thr

Leu

Glu

Val

Asp

335

His

Asn

Arg

240

Glu

Cys

Glu

Asn

Ser

320

Gly

Pro

Glu

Met Tyr Arg Met Gln Leu Leu Ser Cys Ile Ala Leu Ser Leu Ala Leu

1

5

10

15



Val

Thr

Glu

Arg

65

Thr

Asp

Asn

Ile

Thr

Phe

Ala

50

Asp

Asp

Ala

Tyr

Glu
130

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Asn Ser
20

Cys Asn
35

Gln Asn

Ile Tyr

Phe Ser

Ser Leu
100

Thr Cys
115

Leu Lys

117
449
PRT

Gln

Asp

Thr

Thr

Ser

85

Lys

Glu

Tyr

Leu

Thr

Thr

Phe

70

Ala

Met

Val

Arg

Leu

Val

Glu

55

Asp

Lys

Asp

Thr

Val
135

Artificial Sequence

Heavy Chain Sequence

117

Gln Val Gln Leu Gln Glu Ser

1

5

Thr Leu Ser Leu Thr Cys Thr

20

Gly Tyr Tyr Trp Ser Trp Ile

35

Phe

Val

40

Val

Gly

Ile

Lys

Glu

120

Val

for

Gly

Val

Arg
40

Asn

25

Ile

Tyr

Ala

Glu

Ser

105

Leu

Lys

Pro

Val

Leu

Val

90

Asp

Thr

Thr

Cys

Lys

Asn

75

Ser

Ala

Arg

SIRPAB-19

Lys

Phe

Trp

60

Lys

Gln

Val

Glu

Pro Gly Leu Val

10

Ser Gly Gly Ser

25

Gln His Pro Gly

Ser

Val

45

Lys

Ser

Leu

Ser

Gly
125

Val

30

Thr

Phe

Thr

Leu

His

110

Glu

Glu

Asn

Lys

Val

Lys

95

Thr

Thr

Phe

Met

Gly

Pro

80

Gly

Gly

Ile

Lys Pro Ser Gln

15

Ile Ser Ser Gly

30

Lys Gly Leu Glu

45



Trp

Leu

65

Ser

Cys

Thr

Pro

Gly

145

Asn

Gln

Ser

Ser

Thr

225

Ser

Ile

50

Lys

Leu

Ser

Thr

Leu

130

Cys

Ser

Ser

Ser

Asn

210

His

Val

Gly

Ser

Lys

Lys

Val

115

Ala

Leu

Gly

Ser

Leu

195

Thr

Thr

Phe

Ala

Arg

Leu

Glu

100

Thr

Pro

Val

Ala

Gly

180

Gly

Lys

Cys

Leu

Ile

Val

Ser

85

Gly

Val

Ser

Lys

Leu

165

Leu

Thr

Val

Pro

Phe
245

Tyr

Thr

70

Ser

Tyr

Ser

Ser

Asp

150

Thr

Tyr

Gln

Asp

Pro

230

Pro

Tyr

55

Ile

Val

His

Ser

Lys

135

Tyr

Ser

Ser

Thr

Lys

215

Cys

Pro

Ser

Ser

Thr

Ser

Ala

120

Ser

Phe

Gly

Leu

Tyr

200

Lys

Pro

Lys

Gly

Val

Ala

Gly

105

Ser

Thr

Pro

Val

Ser

185

Ile

Val

Ala

Pro

Pro

Asp

Ala

90

Met

Thr

Ser

Glu

His

170

Ser

Cys

Glu

Pro

Lys
250

Ile

Thr

75

Asp

Asp

Lys

Gly

Pro

155

Thr

Val

Asn

Pro

Glu

235

Asp

Tyr

60

Ser

Thr

Val

Gly

Gly

140

Val

Phe

Val

Val

Lys

220

Leu

Thr

Tyr

Lys

Ala

Trp

Pro

125

Thr

Thr

Pro

Thr

Asn

205

Ser

Leu

Leu

Asn

Asn

Val

Gly

110

Ser

Ala

Val

Ala

Val

190

His

Cys

Gly

Met

Pro

Gln

Tyr

95

Gln

Val

Ala

Ser

Val

175

Pro

Lys

Asp

Gly

Ile
255

Ser

Phe

80

Tyr

Gly

Phe

Leu

Trp

160

Leu

Ser

Pro

Lys

Pro

240

Ser



Arg

Pro

Ala

Val

305

Tyr

Thr

Leu

Cys

Ser

385

Asp

Ser

Ala

Lys

Thr

Glu

Lys

290

Ser

Lys

Ile

Pro

Leu

370

Asn

Ser

Arg

Leu

<210>
<211>

Pro

Val

275

Thr

Val

Cys

Ser

Pro

355

Val

Gly

Asp

Trp

His
435

118
447

Glu

260

Lys

Lys

Leu

Lys

Lys

340

Ser

Lys

Gln

Gly

Gln

420

Asn

Val

Phe

Pro

Thr

Val

325

Ala

Arg

Gly

Pro

Ser

405

Gln

His

Thr

Asn

Arg

Val

310

Ser

Lys

Glu

Phe

Glu

390

Phe

Gly

Tyr

Cys

Trp

Glu

295

Leu

Asn

Gly

Glu

Tyr

375

Asn

Phe

Asn

Thr

Val

Tyr

280

Glu

His

Lys

Gln

Met

360

Pro

Asn

Leu

Val

Gln
440

Val

265

Val

Gln

Gln

Ala

Pro

345

Thr

Ser

Tyr

Tyr

Phe

425

Lys

Val

Asp

Tyr

Asp

Leu

330

Arg

Lys

Asp

Lys

Ser

410

Ser

Ser

Asp

Gly

Asn

Trp

315

Pro

Glu

Asn

Ile

Thr

395

Lys

Cys

Leu

Val

Val

Ser

300

Leu

Ala

Pro

Gln

Ala

380

Thr

Leu

Ser

Ser

Ser

Glu

285

Thr

Asn

Pro

Gln

Val

365

Val

Pro

Thr

Val

Leu
445

His

270

Val

Tyr

Gly

Ile

Val

350

Ser

Glu

Pro

Val

Met

430

Ser

Glu

His

Arg

Lys

Glu

335

Tyr

Leu

Trp

Val

Asp

415

His

Pro

Asp

Asn

Val

Glu

320

Lys

Thr

Thr

Glu

Leu

400

Lys

Glu

Gly



<212>
<213>

<220>
<223>

<400>

PRT

Artificial Sequence

Heavy Chain Sequence

118

Gln Val Gln Leu

1

Ser

Gly

Gly

Gln

65

Met

Ala

Gly

Phe

Leu

145

Trp

Leu

Val

Ile

Trp

50

Gly

Glu

Arg

Thr

Pro

130

Gly

Asn

Gln

Lys Vval
20

Val Trp
35

Ile Ser

Arg Val

Leu Arg

Glu Ala

100

Leu Val

115

Leu Ala

Cys Leu

Ser Gly

Ser Ser
180

Val

5

Ser

Val

Ala

Thr

Ser

85

Gly

Thr

Pro

Val

Ala

165

Gly

Gln

Cys

Arg

Tyr

Met

70

Leu

Ser

Val

Cys

Lys

150

Leu

Leu

Ser

Lys

Gln

Ala

55

Thr

Arg

Ser

Ser

Ser

135

Asp

Thr

Tyr

for

Gly

Ala

Ala

40

Gly

Thr

Ser

Trp

Ser

120

Arg

Tyr

Ser

Ser

SIRPAB-12-4PE

Ala

Ser

25

Pro

Glu

Asp

Asp

Tyr

105

Ala

Ser

Phe

Gly

Leu
185

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Asp

Ser

Thr

Pro

Val

170

Ser

Val Lys

Tyr Thr

Gln Gly

Asn Tyr
60

Ser Thr
75

Thr Ala

Phe Asp

Thr Lys

Ser Glu

140

Glu Pro
155

His Thr

Ser Val

Lys

Phe

Leu

45

Ala

Ser

Val

Leu

Gly

125

Ser

Val

Phe

Val

Pro

Thr

30

Glu

Gln

Thr

Tyr

Trp

110

Pro

Thr

Thr

Pro

Thr
190

Gly

15

Trp

Lys

Ala

Tyr

95

Gly

Ser

Ala

Val

Ala

175

Val

Ala

Tyr

Met

Leu

Tyr

80

Cys

Arg

Val

Ala

Ser

160

Val

Pro



Ser

Pro

Pro

225

Phe

Pro

Val

Thr

Val

305

Cys

Ser

Pro

Val

Gly
385

Ser

Ser

210

Cys

Leu

Glu

Gln

Lys

290

Leu

Lys

Lys

Ser

Lys

370

Gln

Ser

195

Asn

Pro

Phe

Val

Phe

275

Pro

Thr

Val

Ala

Gln

355

Gly

Pro

Leu

Thr

Pro

Pro

Thr

260

Asn

Arg

Val

Ser

Lys

340

Glu

Phe

Glu

Gly

Lys

Cys

Pro

245

Cys

Trp

Glu

Leu

Asn

325

Gly

Glu

Tyr

Asn

Thr

Val

Pro

230

Lys

Val

Tyr

Glu

His

310

Lys

Gln

Met

Pro

Asn
390

Lys

Asp

215

Ala

Pro

Val

Val

Gln

295

Gln

Gly

Pro

Thr

Ser

375

Tyr

Thr

200

Lys

Pro

Lys

Val

Asp

280

Phe

Asp

Leu

Arg

Lys

360

Asp

Lys

Tyr

Arg

Glu

Asp

Asp

265

Gly

Asn

Trp

Pro

Glu

345

Asn

Ile

Thr

Thr

Val

Phe

Thr

250

Val

Val

Ser

Leu

Ser

330

Pro

Gln

Ala

Thr

Cys

Glu

Glu

235

Leu

Ser

Glu

Thr

Asn

315

Ser

Gln

Val

Val

Pro
395

Asn

Ser

220

Gly

Met

Gln

Val

Tyr

300

Ile

Val

Ser

Glu

380

Pro

Val

205

Lys

Gly

Ile

Glu

His

285

Arg

Lys

Glu

Tyr

Leu

365

Trp

Val

Asp

Tyr

Pro

Ser

Asp

270

Asn

Val

Glu

Lys

Thr

350

Thr

Glu

Leu

His

Gly

Ser

Arg

255

Pro

Ala

Val

Tyr

Thr

335

Leu

Cys

Ser

Asp

Lys

Pro

Val

240

Thr

Glu

Lys

Ser

Lys

320

Ile

Pro

Leu

Asn

Ser
400



Asp Gly Ser Phe Phe Leu Tyr

405

Trp Gln Glu Gly Asn Val Phe

420

His Asn His Tyr Thr Gln Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

435

119
450
PRT

Artificial Sequence

Heavy Chain Sequence

119

Gln Val Gln Leu

1

Ser

Gly

Gly

Gln

65

Met

Ala

Gly

Val

Ile

Trp

50

Gly

Glu

Arg

Thr

Lys Vval
20

Ser Trp
35

Ile Ser

Arg Val

Leu Arg

Glu Ala

100

Leu Val
115

Val

Ser

Val

Ala

Thr

Ser

85

Gly

Thr

Gln

Cys

Arg

Tyr

Met

70

Leu

Ser

Val

Ser

Lys

Gln

Gly

55

Thr

Arg

Ser

Ser

Ser

Ser

Ser
440

for

Gly

Ala

Ala

40

Gly

Thr

Ser

Trp

Ser
120

Arg Leu Thr Val Asp

410

Cys Ser Val Met His

425

Leu Ser Leu Ser Leu

SIRPAB-11-K322A

Ala

Ser

25

Pro

Glu

Asp

Asp

Tyr

105

Ala

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Asp

Ser

Val

Tyr

Gln

Asn

Ser

75

Thr

Phe

Thr

Lys

Thr

Gly

Tyr

60

Thr

Ala

Asp

Lys

445

Lys

Phe

Leu

45

Ala

Ser

Val

Leu

Gly
125

Lys

Glu

430

Gly

Pro

Arg

30

Glu

Gln

Thr

Tyr

Trp

110

Pro

Ser
415

Ala

Lys

Gly

15

Gly

Trp

Lys

Ala

Tyr

95

Gly

Ser

Arg

Leu

Ala

Tyr

Met

Leu

Tyr

80

Cys

Arg

Val



Phe

Leu

145

Trp

Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Val

305

Glu

Lys

Pro

130

Gly

Asn

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

Ala

290

Val

Tyr

Thr

Leu

Cys

Ser

Ser

Ser

195

Asn

His

Val

Thr

Glu

275

Lys

Ser

Lys

Ile

Ala

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Val

Ser
340

Pro

Val

Ala

165

Gly

Gly

Lys

Cys

Leu

245

Glu

Lys

Lys

Leu

Ala

325

Lys

Ser

Lys

150

Leu

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Ala

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Arg

295

Val

Ser

Lys

Lys

Tyr

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

Trp

280

Glu

Leu

Asn

Gly

Ser

Phe

Gly

Leu

185

Tyr

Lys

Pro

Lys

Val

265

Glu

His

Lys

Gln
345

Thr

Pro

Val

170

Ser

Ile

Val

Ala

Pro

250

Val

Val

Gln

Gln

Ala

330

Pro

Ser

Glu

155

His

Ser

Cys

Glu

Pro

235

Lys

Val

Asp

Tyr

Asp

315

Leu

Arg

Gly

140

Pro

Thr

Val

Asn

Pro

220

Glu

Asp

Asp

Gly

Asn

300

Trp

Pro

Glu

Gly

Val

Phe

Val

Val

205

Lys

Leu

Thr

Val

Val

285

Ser

Leu

Ala

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Glu

Thr

Asn

Pro

Gln
350

Ala

Val

Ala

175

Val

His

Cys

Gly

Met

255

His

Val

Tyr

Gly

Ile

335

Val

Ala

Ser

160

Val

Pro

Lys

Asp

Gly

240

Ile

Glu

His

Arg

Lys

320

Glu

Tyr



Thr

Thr

Glu

385

Leu

Lys

Glu

Gly

Leu

Cys

370

Ser

Asp

Ser

Ala

Lys
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Pro

355

Leu

Asn

Ser

Arg

Leu

435

120
447
PRT

Pro

Val

Gly

Asp

Trp

420

His

Ser

Lys

Gln

Gly

405

Gln

Asn

Arg

Gly

Pro

390

Ser

Gln

His

Glu

Phe

375

Glu

Phe

Gly

Tyr

Artificial Sequence

Heavy Chain Sequence

120

Gln Val Gln Leu Val Gln Ser

1

5

Ser Val Lys Val Ser Cys Lys

20

Gly Ile Ser Trp Val Arg Gln

35

Gly Trp Ile Ser Ala Tyr Gly

50

55

Glu

360

Tyr

Asn

Phe

Asn

Thr
440

for

Gly

Ala

Ala

40

Gly

Met

Pro

Asn

Leu

Val

425

Gln

Thr

Ser

Tyr

Tyr

410

Phe

Lys

Lys

Asp

Lys

395

Ser

Ser

Ser

Asn

Ile

380

Thr

Lys

Cys

Leu

SIRPAB-11-4PE

Ala Glu Val Lys

10

Ser Gly Tyr Thr

25

Pro Gly Gln Gly

Glu Thr Asn Tyr

60

Gln

365

Ala

Thr

Leu

Ser

Ser
445

Lys

Val

Val

Pro

Thr

Val

430

Leu

Ser

Glu

Pro

Val

415

Met

Ser

Leu

Trp

Val

400

Asp

His

Pro

Pro Gly Ala

15

Phe Arg Gly Tyr

Leu
45

Ala

30

Glu Trp Met

Gln Lys Leu



Gln

65

Met

Ala

Gly

Phe

Leu

145

Trp

Leu

Ser

Pro

Pro

225

Phe

Pro

Gly

Glu

Arg

Thr

Pro

130

Gly

Asn

Gln

Ser

Ser

210

Cys

Leu

Glu

Arg

Leu

Glu

Leu

115

Leu

Cys

Ser

Ser

Ser

195

Asn

Pro

Phe

Val

Val

Arg

Ala

100

Val

Ala

Leu

Gly

Ser

180

Leu

Thr

Pro

Pro

Thr
260

Thr

Ser

85

Gly

Thr

Pro

Val

Ala

165

Gly

Gly

Lys

Cys

Pro

245

Cys

Met

70

Leu

Ser

Val

Cys

Lys

150

Leu

Leu

Thr

Val

Pro

230

Lys

Val

Thr

Arg

Ser

Ser

Ser

135

Asp

Thr

Tyr

Lys

Asp

215

Ala

Pro

Val

Thr

Ser

Trp

Ser

120

Arg

Tyr

Ser

Ser

Thr

200

Lys

Pro

Lys

Val

Asp

Asp

Tyr

105

Ala

Ser

Phe

Gly

Leu

185

Tyr

Arg

Glu

Asp

Asp
265

Thr

Asp

90

Asp

Ser

Thr

Pro

Val

170

Ser

Thr

Val

Phe

Thr

250

Val

Ser

75

Thr

Phe

Thr

Ser

Glu

155

His

Ser

Cys

Glu

Glu

235

Leu

Ser

Thr

Ala

Asp

Lys

Glu

140

Pro

Thr

Val

Asn

Ser

220

Met

Gln

Ser

Val

Leu

Gly

125

Ser

Val

Phe

Val

Val

205

Lys

Gly

Ile

Glu

Thr

Tyr

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asp

Tyr

Pro

Ser

Asp
270

Ala

Tyr

95

Gly

Ser

Ala

Val

Ala

175

Val

His

Gly

Ser

Arg

255

Pro

Tyr

80

Cys

Arg

Val

Ala

Ser

160

Val

Pro

Lys

Pro

Val

240

Thr

Glu



Val

Thr

Val

305

Cys

Ser

Pro

Val

Gly

385

Asp

Trp

His

Gln

Lys

290

Leu

Lys

Lys

Ser

Lys

370

Gln

Gly

Gln

Asn

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Phe
275

Pro

Thr

Val

Ala

Gln

355

Gly

Pro

Ser

Glu

His

435

121
16
PRT

Asn

Arg

Val

Ser

Lys

340

Glu

Phe

Glu

Phe

Gly

420

Tyr

Trp

Glu

Leu

Asn

325

Gly

Glu

Tyr

Asn

Phe

405

Asn

Thr

Tyr

Glu

His

310

Gln

Met

Pro

Asn

390

Leu

Val

Gln

Val

Gln

295

Gln

Gly

Pro

Thr

Ser

375

Tyr

Tyr

Phe

Lys

Artificial Sequence

Asp

280

Phe

Asp

Leu

Arg

Lys

360

Asp

Lys

Ser

Ser

Ser
440

Gly

Asn

Trp

Pro

Glu

345

Asn

Ile

Thr

Arg

Cys

425

Leu

Val

Ser

Leu

Ser

330

Pro

Gln

Ala

Thr

Leu

410

Ser

Ser

Glu

Thr

Asn

315

Ser

Gln

Val

Val

Pro

395

Thr

Val

Leu

Val

Tyr

300

Gly

Ile

Val

Ser

Glu

380

Pro

Val

Met

Ser

His

285

Arg

Lys

Glu

Tyr

Leu

365

Trp

Val

Asp

His

Leu
445

VH CDR2 of Antibodies SIRPAB-17 to SIRPAB-21

121

Asn

Val

Glu

Lys

Thr

350

Thr

Glu

Leu

Lys

Glu

430

Gly

Ala

Val

Tyr

Thr

335

Leu

Cys

Ser

Asp

Ser

415

Ala

Lys

Lys

Ser

Lys

320

Ile

Pro

Leu

Asn

Ser

400

Arg

Leu



Ala Ile Tyr Tyr Ser Gly Pro Ile Tyr Tyr Asn Pro Ser Leu Lys Ser

1 5 10

<210> 122

<211> 357

<212> DNA

<213> Artificial Sequence

<220>

<223> VH Nucleotide Sequences of Antibody

<400> 122

caggtgcagc tgcaggagtc gggcccagga ctggtgaagc

acctgtactg tctctggtgg ctccatcagc agtggtggtt

cagcacccag ggaagggcct ggagtggatt ggggctatct

tacaacccgt ccctcaagag tcgagttacc atatcagtag

tccctgaage tgagttctgt gaccgccgca gacacggcegsg

ggataccact caggaatgga cgtatggggc cagggaacaa

<210> 123

<211> 119

<212> PRT

<213> Artificial Sequence

<220>

<223> VH Domain of Antibody SIRPAB-17

<400> 123

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu

1 5 10

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly

20 25
Gly Tyr Tyr Trp Ser Trp Ile Arg Gln His Pro
35 40

Trp Ile Gly Ala Ile Tyr Tyr Ser Gly Pro Ile
50 55

Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr

65 70 75

SIRPAB-17

cttcacagac
actactggag
attacagtgg
acacgtctaa
tgtactactg

ctgtcaccgt

Val Lys Pro

Ser
30

Ser Ile

Gly Lys Gly

Tyr Tyr Asn

60

Ser Lys Asn

15

cctgtccctc
ctggatccgc
gccgatctac
gaaccagttc
cgccagagag

ctcctca

Ser Gln

15

Ser Gly

Leu Glu

Pro Ser

Gln Phe

80

60

120

180

240

300

357



Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr

85 90

95

Cys Ala Arg Glu Gly Tyr His Ser Gly Met Asp Val Trp Gly Gln Gly

100 105

Thr Thr Val Thr Val Ser Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

115

124
321
DNA
Artificial Sequence

VL Nucleotide Sequences of Antibody

124

gacatccaga tgacccagtc tccatcctcc ctgtctgcat

atcacttgcc aggcgagtca ggacattagc aactatttaa

gggaaagccc ctaagctcct gatctacgat gcatccaatt

aggttcagtg gaagtggatc tgggacagat tttactttca

gaagatattg caacatatta ctgtcagcag ttcgcctacc

gggaccaagg ttgagatcaa a

<210>
<211>
<212>
<213>

<220>
<223>

<400>

125

11

PRT

Artificial Sequence

110

SIRPAB-17

ctgtaggaga cagagtcacc
attggtatca gcagaaacca
tggcaacagg ggtcccatca
ccatcagcag cctgcagcct

tcccttggac ttttggcgga

VH CDR3 of Antibodies SIRPAB-18 to SIRPAB-21

125

Ser Lys Glu Gly Tyr His Ser Gly Met Asp Val

1

<210>
<211>
<212>
<213>

5 10

126
357
DNA
Artificial Sequence

60

120

180

240

300

321



<220>
<223>

<400> 126
caggtgcagc

acctgtactg
cagcacccag
tacaacccgt
tccctgaagc
ggataccact
<210>
<211>

<212>
<213>

127
119
PRT

<220>
<223>
<400> 127

Gln Val Gln
1

Thr Leu Ser

Gly Tyr

35

Ile
50

Trp Gly

Leu Ser

65

Lys

Ser Leu Lys

Cys Ser Lys

tgcaggagtc
tctctggtgg
ggaagggcct
ccctcaagag
tgagttctgt

caggaatgga

Leu Gln G1

Leu Thr

20

Cy

Ser Tr

Ala Ile

Ty

Val Th

70

Arg

Ser Se

85

Leu

Glu
100

Gly Ty

gggeccagga
ctccatcagc
ggagtggatt
tcgagttacc
gaccgccgca

cgtatggggsg

Artificial Sequence

u Ser Gly

s Thr Vval

p Ile Arg

40

r Tyr Ser

55

r Ile Ser

Thr

r Val

r His Ser

VH Nucleotide Sequences of Antibody

ctggtgaagc
agtggtggtt
ggggctatct
atatcagtag

gacacggecgg

caagggacca

VH Domain of Antibodies SIRPAB-18 to

Pro Gly Leu

10

Ser
25

Gly Gly

Gln His Pro

Gly Pro Ile

Val Thr

75

Asp

Ala Ala

90

Asp

Gly Met

105

Asp

SIRPAB-18

cttcacagac
actactggag
attacagtgg
acacgtctaa
tgtactactg

cggtcaccgt

SIRPAB-21

Val Lys Pro

Ile Ser

30

Ser

Gly Lys

45

Gly

Tyr Asn

60

Tyr

Ser Lys Asn

Thr Ala Val

Val Trp Gly

110

cctgtccctc
ctggatccgc
gccgatctac
gaaccagttc
cagtaaggag

ctcctca

Ser Gln

15

Ser Gly

Leu Glu

Pro Ser

Gln Phe

80

Tyr
95

Tyr

Gln Gly

60

120

180

240

300

357



Thr Thr Val Thr Val Ser Ser

115

<210>
<211>
<212>
<213>

128
321
DNA

<220>
<223>

<400> 128
gacatccaga

atcacttgcc
gggaaagccc
aggttcagtg
gaagatattg

gggaccaagsg

<210>
<211>
<212>
<213>

129
357
DNA

<220>
<223>

<400> 129
caggtgcagc

acctgtactg
cagcacccag
tacaacccgt
tccctgaagc
ggataccact
<210> 130
<211> 11

<212> PRT
<213>

tgacccagtc
aggcgagtca
ctaagctcct
gaagtggatc
caacatatta

ttgagatcaa

tgcaggagtc
tctctggtgg
ggaagggcct
ccctcaagag
tgagttctgt

caggaatgga

Artificial Sequence

tccatcctcc
ggacattagc
gatctacgat
tgggacagat
ctgtcagcag

a

Artificial Sequence

gggeccagga
ctccatcagc
ggagtggatt
tcgagttacc
gaccgccgca

cgtatggggsg

Artificial Sequence

VL Nucleotide Sequences of Antibody

ctgtctgcat
aactatttaa
gcatccaatt
tttactttca

ttcgcctacc

VH Nucleotide Sequences of Antibody

ctggtgaagc
agtggtggtt
ggggctatct
atatcagtag

gacacggcgg

caagggacca

SIRPAB-18

ctgtaggaga
attggtatca
tggcaacagg
ccatcagcag

tcccttggac

SIRPAB-19

cttcacagac
actactggag
attacagtgg
acacgtctaa
tgtactactg

cggtcaccgt

cagagtcacc
gcagaaacca
ggtcccatca
cctgcagcect

ttttggcgga

cctgtccctc
ctggatccgc
gccgatctac
gaaccagttc
cagtaaggag

ctcctca

60

120

180

240

300

321

60

120

180

240

300

357



<220>
<223>

<400> 130

Gln Ala Ser Asp Asp Ile Ser Asp Tyr Leu Asn

1

<210> 131
<211> 7

<212> PRT
<213>

<220>
<223>

<400> 131

5

10

Artificial Sequence

VL CDR2 of Antibody SIRPAB-19

Asp Ala Ser Asn Ile Glu Asp

1

<210>
<211>
<212>
<213>

132
321
DNA

<220>
<223>

<400> 132
gacatccaga

atcacttgcc
gggaaagccc
aggttcagtg
gaagatattg

gggaccaagsg

<210>
<211>
<212>
<213>

133
107
PRT

<220>
<223>

5

tgacccagtc
aggcgagtga
ctaagctcct
gaagtggatc
caacatatta

ttgagatcaa

Artificial Sequence

VL Nucleotide Sequences of Antibody

tccatcctcc ctgtctgceat
cgacattagc gactatttaa
gatctacgat gcatccaata
tgggacagat tttactttca
ctgtcagcag ttcgcctacc

a

Artificial Sequence

VL Domain of Antibody SIRPAB-19

VL CDR1 of Antibodies SIRPAB-19 and SIRPAB-21

SIRPAB-19

ctgtaggaga cagagtcacc
attggtatca gcagaaacca
tcgaagacgg ggtcccatca
ccatcagcag cctgcagcct

tcccttggac ttttggcgga

60

120

180

240

300

321



<400> 133

Asp Ile Gln
1

Asp Arg Val

Leu Asn Trp

35

Tyr Asp Ala

50

Ser Ser

65

Gly

Glu Asp Ile

Thr Phe Gly

<210>
<211>
<212>
<213>

134
357
DNA

<220>
<223>

<400> 134
caggtgcagc

acctgtactg

cagcacccag

tacaacccgt

tccctgaagc

ggataccact

<210>
<211>

135
11

Met Thr Gl

Thr
20

Ile Th

Tyr Gln Gl

Ser Asn I1

Thr As

70

Gly

Ala Thr

85

Ty

Gly Th

100

Gly

tgcaggagtc
tctctggtgg
ggaagggcct
ccctcaagag
tgagttctgt

caggaatgga

n Ser Pro

Gln

r Cys

Pro
40

n Lys

e Glu
55

Asp

p Phe Thr

r Tyr

Cys

r Lys Val

Artificial Sequence

gggcccagga
ctccatcagc
ggagtggatt
tcgagttacc
gaccgccgca

cgtatggggsg

Ser Leu

10

Ser

Ala
25

Ser Asp

Gly Lys Ala

Gly val Pro

Phe Thr Ile

75

Gln Gln

90

Phe

Glu
105

Ile Lys

VH Nucleotide Sequences of Antibody

ctggtgaagc
agtggtggtt
ggggctatct
atatcagtag

gacacggecgg

caagggacca

Ser Ala Ser

Ile Ser

30

Asp

Pro Lys Leu

45

Ser Phe

60

Arg

Ser Ser Leu

Ala Tyr Leu

SIRPAB-20

cttcacagac
actactggag
attacagtgg
acacgtctaa
tgtactactg

cggtcaccgt

Val
15

Gly

Tyr

Leu Ile

Ser Gly

Gln Pro

80

Pro
95

Trp

cctgtccctc
ctggatccgc
gccgatctac
gaaccagttc
cagtaaggag

ctcctca

60

120

180

240

300

357



<212>
<213>

<220>
<223>

<400>

PRT
Artificial Sequence

VL CDR1 of Antibody SIRPAB-20

135

Gln Ala Ser Gln Asp Ile Ser Asp Tyr Leu Asn

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

136

7

PRT

Artificial Sequence

10

VL CDR2 of Antibody SIRPAB-20

136

Asp Ala Asp Asn Leu Glu Thr

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

137
321
DNA
Artificial Sequence

VL Nucleotide Sequences of Antibody

137

gacatccaga tgacccagtc tccatcctcc

atcacttgcc aggcgagtca ggacatttcc

gggaaagccc ctaagctcct gatctacgac

aggttcagtg gaagtggatc tgggacagat

gaagatattg caacatatta ctgtcagcag

gggaccaagg ttgagatcaa a

<210>
<211>
<212>
<213>

<220>

138
107
PRT
Artificial Sequence

ctgtctgcat
gactatttaa
gcagacaatt
tttactttca

ttcgcctacc

SIRPAB-20

ctgtaggaga cagagtcacc
attggtatca gcagaaacca
tggaaacagg ggtcccatca
ccatcagcag cctgcagcct

tcccttggac ttttggcgga

60

120

180

240

300

321



<223>

<400> 138

Asp Ile Gln

1

Asp Arg Val

Leu Asn Trp
35

Tyr Asp Ala

50

Ser Gly Ser

65

Glu Asp Ile

Thr Phe Gly

<210> 139

<211> 357

<212> DNA

<213>

<220>

<223>

<400> 139

Met

Thr

20

Tyr

Asp

Gly

Ala

Gly
100

VL Domain of

Thr

Ile

Gln

Asn

Thr

Thr

85

Gly

Antibody SIRPAB-20

Gl

Th

Gl

Le

As

70

Th

caggtgcagc tgcaggagtc

acctgtactg tctctggtgg

cagcacccag ggaagggcct

tacaacccgt ccctcaagag

tccctgaage tgagttctgt

ggataccact caggaatgga

n Ser Pro

Gln

r Cys

Pro
40

n Lys

u Glu Thr

55

Thr

p Phe

Cys

r Lys Val

Artificial Sequence

gggeccagga
ctccatcagc
ggagtggatt
tcgagttacc
gaccgccgca

cgtatggggsg

Ser Leu

10

Ser

Ala
25

Ser Gln

Lys Ala

Gly val Pro

Phe Thr Ile

75

Gln Gln

90

Phe

Glu
105

Ile Lys

VH Nucleotide Sequences of Antibody

ctggtgaagc
agtggtggtt
ggggctatct
atatcagtag

gacacggcgg

caagggacca

Ser Ala Ser

Ile Ser

30

Asp

Pro Lys Leu

45

Ser Phe

60

Arg

Ser Ser Leu

Ala Tyr Leu

SIRPAB-21

cttcacagac
actactggag
attacagtgg
acacgtctaa
tgtactactg

cggtcaccgt

Val
15

Gly

Asp Tyr

Leu Ile

Ser Gly

Gln Pro

80

Pro
95

Trp

cctgtccctc
ctggatccgc
gccgatctac
gaaccagttc
cagtaaggag

ctcctca

60

120

180

240

300

357



<210> 140
<211> 321
<212> DNA

<213> Artificial Sequence

<220>

<223> VL Nucleotide Sequences of Antibody

<400> 140

gacatccaga tgacccagtc tccatcctcc ctgtctgcat

atcacttgcc aggcgagtga cgacattagc gactatttaa

gggaaagccc ctaagctcct gatctacgac gcatccaatt

aggttcagtg gaagtggatc tgggacagat tttactttca

gaagatattg caacatatta ctgtcagcag ttcgcctacc

gggaccaagg ttgagatcaa a

<210> 141
<211> 107
<212> PRT

<213> Artificial Sequence

<220>

<223> VL Domain of Antibody SIRPAB-21

<400> 141
Asp Ile Gln Met Thr Gln
1 5

Asp Arg Val Thr Ile Thr
20

Leu Asn Trp Tyr Gln Gln
35

Tyr Asp Ala Ser Asn Leu
50

Ser Gly Ser Gly Thr Asp
65 70

Glu Asp Ile Ala Thr Tyr
85

Ser

Cys

Lys

Glu

55

Phe

Tyr

Pro

Gln

Pro

40

Thr

Thr

Cys

Ser

Ala

25

Gly

Gly

Phe

Gln

Ser

10

Ser

Lys

Val

Thr

Gln
90

Leu

Asp

Ala

Pro

Ile

75

Phe

SIRPAB-21

ctgtaggaga cagagtcacc
attggtatca gcagaaacca
tggaaacagg ggtcccatca
ccatcagcag cctgcagcct

tcccttggac ttttggcgga

Ser Ala Ser Val Gly
15

Asp Ile Ser Asp Tyr
30

Pro Lys Leu Leu Ile
45

Ser Arg Phe Ser Gly
60

Ser Ser Leu Gln Pro
80

Ala Tyr Leu Pro Trp
95

60

120

180

240

300

321



Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

100

142
450
PRT

Artificial Sequence

Heavy Chain Sequence

142

Gln Val Gln Leu

1

Ser

Gly

Gly

Gln

65

Met

Ala

Gly

Phe

Leu
145

Val

Ile

Trp

50

Gly

Glu

Arg

Thr

Pro

130

Gly

Lys Vval
20

Ser Trp
35

Ile Ser

Arg Val

Leu Arg

Glu Ala

100

Leu Val
115

Leu Ala

Cys Leu

Val

Ser

Val

Ala

Thr

Ser

85

Gly

Thr

Pro

Val

Gln

Cys

Arg

Tyr

Met

70

Leu

Ser

Val

Ser

Lys
150

Ser

Lys

Gln

Gly

55

Thr

Arg

Ser

Ser

Ser

135

Asp

for

Gly

Ala

Ala

40

Gly

Thr

Ser

Trp

Ser

120

Tyr

105

SIRPAB-11

Ala

Ser

25

Pro

Glu

Asp

Asp

Tyr

105

Ala

Ser

Phe

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Asp

Ser

Thr

Pro

Val

Tyr

Gln

Asn

Ser

75

Thr

Phe

Thr

Ser

Glu
155

Lys

Thr

Gly

Tyr

60

Thr

Ala

Asp

Lys

Gly

140

Pro

Lys

Phe

Leu

45

Ala

Ser

Val

Leu

Gly

125

Gly

Val

Pro

Arg

30

Glu

Gln

Thr

Tyr

Trp

110

Pro

Thr

Thr

Gly

15

Gly

Trp

Lys

Ala

Tyr

95

Gly

Ser

Ala

Val

Ala

Tyr

Met

Leu

Tyr

80

Cys

Arg

Val

Ala

Ser
160



Trp

Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Val

305

Glu

Lys

Thr

Asn

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

Ala

290

Val

Tyr

Thr

Leu

Ser

Ser

Ser

195

Asn

His

Val

Thr

Glu

275

Lys

Ser

Lys

Ile

Pro
355

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Val

Ser
340

Pro

Ala

165

Gly

Gly

Lys

Cys

Leu

245

Glu

Lys

Lys

Leu

Lys

325

Lys

Ser

Leu

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Ala

Arg

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Arg

295

Val

Ser

Lys

Glu

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

Trp

280

Glu

Leu

Asn

Gly

Glu
360

Gly

Leu

185

Tyr

Lys

Pro

Lys

Val

265

Glu

His

Lys

Gln

345

Met

Val

170

Ser

Ile

Val

Ala

Pro

250

Val

Val

Gln

Gln

Ala

330

Pro

Thr

His

Ser

Cys

Glu

Pro

235

Lys

Val

Asp

Tyr

Asp

315

Leu

Arg

Lys

Thr

Val

Asn

Pro

220

Glu

Asp

Asp

Gly

Asn

300

Trp

Pro

Glu

Asn

Phe

Val

Val

205

Lys

Leu

Thr

Val

Val

285

Ser

Leu

Ala

Pro

Gln
365

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Glu

Thr

Asn

Pro

Gln

350

Val

Ala

175

Val

His

Cys

Gly

Met

255

His

Val

Tyr

Gly

Ile

335

Val

Ser

Val

Pro

Lys

Asp

Gly

240

Ile

Glu

His

Arg

Lys

320

Glu

Tyr

Leu



Thr

Glu

385

Leu

Lys

Glu

Gly

Cys

370

Ser

Asp

Ser

Ala

Lys
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Leu

Asn

Ser

Arg

Leu

435

143
214
PRT

Val

Gly

Asp

Trp

420

His

Lys

Gln

Gly

405

Gln

Asn

Gly

Pro

390

Ser

Gln

His

Phe Tyr

375

Glu Asn

Phe Phe

Gly Asn

Tyr Thr
440

Artificial Sequence

Pro

Asn

Leu

Val

425

Gln

Ser

Tyr

Tyr

410

Phe

Lys

Asp Ile
380

Lys Thr

395

Ser Lys

Ser Cys

Ser Leu

Ala

Thr

Leu

Ser

Ser
445

Val

Pro

Thr

Val

430

Leu

Glu

Pro

Val

415

Met

Ser

Trp

Val

400

Asp

His

Pro

Light Chain Sequence of anti-SIRPAB-8 to SIRPAB-13, also
SIRPAB-11 and SIRPAB-12 variants K332A, AAS, 4PE and 4P

143

Asp Ile Gln

1

Asp Arg Val

Leu Ala Trp

35

Tyr Ala Ala

50

Ser Gly Ser

65

Met

Thr

20

Tyr

Ser

Gly

Thr

Ile

Gln

Asn

Thr

Gln

Thr

Gln

Leu

Asp
70

Ser Pro

Cys Arg

Lys Pro
40

Gln Ser
55

Phe Thr

Ser

Ala

25

Gly

Leu

Ser

10

Ser

Lys

Val

Thr

Val Ser

Gln Gly

Ala Pro

Pro Ser

60

Ile Ser
75

Ala

Ile

Lys

45

Arg

Ser

Ser

Ser

30

Leu

Phe

Leu

Val

15

Ser

Leu

Ser

Gln

Gly

Trp

Ile

Gly

Pro
80



Glu Asp

Thr Phe

Pro Ser

Thr Ala
130

Lys Val
145

Glu Ser

Ser Thr

Ala Cys

Phe Asn
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Phe

Gly

Val
115

Ser

Gln

Val

Leu

Glu
195

Arg

144
330
PRT
Homo

Ala Thr
85

Gly Gly
100

Phe Ile

Val Val

Trp Lys

Thr Glu

165

Thr Leu
180

Val Thr

Gly Glu

sapiens

Tyr

Thr

Phe

Cys

Val

150

Gln

Ser

His

Cys

Tyr

Lys

Pro

Leu

135

Asp

Asp

Lys

Gln

Cys

Val

Pro

120

Leu

Asn

Ser

Ala

Gly
200

human IgGl-AAS Fc Region

144

Gln

Glu

105

Ser

Asn

Ala

Lys

Asp

185

Leu

Gln

90

Ile

Asp

Asn

Leu

Asp

170

Tyr

Ser

Lys

Glu

Phe

Gln

155

Ser

Glu

Ser

Ala

Arg

Gln

Tyr

140

Ser

Thr

Lys

Pro

Ser

Thr

Leu

125

Pro

Gly

Tyr

His

Val
205

Phe

Val

110

Lys

Arg

Asn

Ser

Lys

190

Thr

Pro

95

Ala

Ser

Glu

Ser

Leu

175

Val

Lys

Ile

Ala

Gly

Ala

Gln

160

Ser

Tyr

Ser

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys

1

5

10

15

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr

20

25

30



Phe

Gly

Leu

65

Tyr

Lys

Pro

Lys

Val

145

Tyr

Glu

His

Lys

Gln

225

Met

Pro

Val

50

Ser

Ile

Val

Ala

Pro

130

Val

Val

Gln

Gln

Ala

210

Pro

Thr

Glu

35

His

Ser

Cys

Glu

Pro

115

Lys

Val

Asp

Tyr

Asp

195

Leu

Arg

Lys

Pro

Thr

Val

Asn

Pro

100

Glu

Asp

Ser

Gly

Asn

180

Trp

Pro

Glu

Asn

Val

Phe

Val

Val

85

Lys

Ala

Thr

Val

Val

165

Ser

Leu

Ala

Pro

Gln

Thr

Pro

Thr

70

Asn

Ser

Ala

Leu

Ser

150

Glu

Thr

Asn

Pro

Gln

230

Val

Val

Ala

55

Val

His

Cys

Gly

Met

135

His

Val

Tyr

Gly

Ile

215

Val

Ser

Ser

40

Val

Pro

Lys

Asp

Gly

120

Ile

Glu

His

Arg

Lys

200

Glu

Tyr

Leu

Trp

Leu

Ser

Pro

Lys

105

Pro

Ser

Asp

Asn

Val

185

Glu

Lys

Thr

Thr

Asn

Gln

Ser

Ser

90

Thr

Ser

Arg

Pro

Ala

170

Val

Tyr

Thr

Leu

Cys

Ser

Ser

Ser

75

Asn

His

Val

Thr

Glu

155

Lys

Ser

Lys

Ile

Pro

235

Leu

Gly

Ser

60

Leu

Thr

Thr

Phe

Pro

140

Val

Thr

Val

Cys

Ser

220

Pro

Val

Ala

45

Gly

Gly

Lys

Cys

Leu

125

Glu

Lys

Lys

Leu

Lys

205

Lys

Ser

Lys

Leu

Leu

Thr

Val

Pro

110

Phe

Val

Phe

Pro

Thr

190

Val

Ala

Arg

Gly

Thr

Tyr

Gln

Asp

95

Pro

Pro

Thr

Asn

Arg

175

Val

Ser

Lys

Glu

Phe

Ser

Ser

Thr

80

Lys

Cys

Pro

Cys

Trp

160

Glu

Leu

Asn

Gly

Glu

240

Tyr



Pro

Asn

Leu

Val

305

Gln

Ser

Tyr

Tyr

290

Phe

Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Asp

Lys

275

Ser

Ser

Ser

145
504
PRT

Ile

260

Thr

Lys

Cys

Leu

245

Ala

Thr

Leu

Ser

Ser
325

Val

Pro

Thr

Val

310

Leu

Glu

Pro

Val

295

Met

Ser

Artificial Sequence

Trp

Val

280

Asp

His

Pro

SIRP-alpha Sequence with

145

Met Glu Pro

1

Leu

Glu

Glu

Pro

65

Asn

Leu

Leu

Thr

50

Ile

Gln

Leu

Gln

35

Ala

Gln

Lys

Ala

Ala

20

Val

Thr

Trp

Glu

Gly

Ala

Ile

Leu

Phe

Gly

Pro

Ser

Gln

Arg

Arg

70

His

Ala

Cys

Pro

Cys

55

Gly

Phe

Pro

Ala

Asp

40

Thr

Ala

Pro

Glu

265

Leu

Lys

Glu

Gly

250

Ser

Asp

Ser

Ala

Lys
330

Asn Gly Gln

Ser Asp Gly

285

Arg Trp Gln

300

Leu His Asn

315

Pro

270

Ser

Gln

His

Signal Peptide (1-390)

Gly

Trp

25

Lys

Ala

Gly

Arg

Arg

10

Ser

Ser

Thr

Pro

Val

Leu

Gly

Val

Ser

Gly

75

Thr

Gly

Val

Leu

Leu

60

Arg

Thr

Pro

Ala

Val

45

Ile

Glu

Val

Leu

Gly

30

Ala

Pro

Leu

Ser

255

Glu

Phe

Gly

Tyr

Leu

15

Glu

Ala

Val

Ile

Asp

Asn

Phe

Asn

Thr
320

Cys

Glu

Gly

Gly

Tyr

80

Leu



Thr

Pro

Pro

Arg

145

Thr

Pro

Asp

Ile

Gln

225

Arg

Glu

Cys

Glu

Lys

Ala

Asp

130

Ala

Pro

Arg

Phe

His

210

Val

Gly

Val

Gln

Asn
290

Arg

Asp

115

Asp

Lys

Gln

Asp

Gln

195

Ser

Ile

Thr

Thr

Val

275

Gly

Asn

100

Ala

Val

Pro

His

Ile

180

Thr

Thr

Cys

Ala

Gln

260

Arg

Asn

85

Asn

Gly

Glu

Ser

Thr

165

Thr

Asn

Ala

Glu

Asn

245

Gln

Lys

Val

Met

Thr

Phe

Ala

150

Val

Leu

Val

Lys

Val

230

Leu

Pro

Phe

Ser

Asp

Tyr

Lys

135

Pro

Ser

Lys

Asp

Val

215

Ala

Ser

Val

Tyr

Arg
295

Phe

Tyr

120

Ser

Val

Phe

Trp

Pro

200

Val

His

Glu

Arg

Pro

280

Thr

Ser

105

Cys

Gly

Val

Thr

Phe

185

Val

Leu

Val

Thr

Ala

265

Gln

Glu

90

Ile

Val

Ala

Ser

Cys

170

Lys

Gly

Thr

Thr

Ile

250

Glu

Arg

Thr

Arg

Lys

Gly

Gly

155

Glu

Asn

Glu

Arg

Leu

235

Arg

Asn

Leu

Ala

Ile

Phe

Thr

140

Pro

Ser

Gly

Ser

Glu

220

Gln

Val

Gln

Gln

Ser
300

Gly

Arg

125

Glu

Ala

His

Asn

Val

205

Asp

Gly

Pro

Val

Leu

285

Thr

Asn

110

Lys

Leu

Ala

Gly

Glu

190

Ser

Val

Asp

Pro

Asn

270

Thr

Val

95

Ile

Gly

Ser

Arg

Phe

175

Leu

Tyr

His

Pro

Thr

255

Val

Trp

Thr

Thr

Ser

Val

Ala

160

Ser

Ser

Ser

Ser

Leu

240

Leu

Thr

Leu

Glu



Asn

305

Ser

Gly

Pro

Glu

Ala

385

Ala

Ala

Asn

Asn

Glu

465

Thr

Ala

Lys

Ala

Gln

Lys

Arg

370

Leu

Gln

Arg

Leu

His

450

Asp

Pro

Ser

<210>

Asp

His

Pro

Glu

355

Asn

Leu

Gly

Glu

Pro

435

Thr

Thr

Lys

Val

146

Gly

Arg

Ala

340

Gln

Ile

Met

Ser

Ile

420

Lys

Glu

Leu

Gln

Gln
500

Thr

Asp

325

Val

Gly

Tyr

Ala

Thr

405

Thr

Gly

Tyr

Thr

Pro

485

Val

Tyr

310

Asp

Ser

Ser

Ile

Ala

390

Ser

Gln

Lys

Ala

Tyr

470

Ala

Pro

Asn

Val

Lys

Asn

Val

375

Leu

Ser

Asp

Lys

Ser

455

Ala

Pro

Arg

Trp

Lys

Ser

Thr

360

Val

Tyr

Thr

Thr

Pro

440

Ile

Asp

Lys

Lys

Met

Leu

His

345

Ala

Gly

Leu

Arg

Asn

425

Ala

Gln

Leu

Pro

Ser

Thr

330

Asp

Ala

Val

Val

Leu

410

Asp

Pro

Thr

Asp

Glu
490

Trp

315

Cys

Leu

Glu

Val

Arg

395

His

Ile

Gln

Ser

Met

475

Pro

Leu

Gln

Lys

Asn

Cys

380

Ile

Glu

Thr

Ala

Pro

460

Val

Ser

Leu

Val

Val

Thr

365

Thr

Arg

Pro

Tyr

Ala

445

Gln

His

Phe

Val

Glu

Ser

350

Gly

Leu

Gln

Glu

Ala

430

Glu

Pro

Leu

Ser

Asn

His

335

Ala

Ser

Leu

Lys

Lys

415

Asp

Pro

Ala

Asn

Glu
495

Val

320

Asp

His

Asn

Val

Lys

400

Asn

Leu

Asn

Ser

Arg

480

Tyr



<211>
<212>
<213>

<220>
<223>

<400>

474
PRT

Artificial Sequence

SIRP-alpha Sequence without Signal Peptide

146

Glu Glu Glu

1

Ala

Val

Ile

Asp

65

Ile

Gly

Ser

Arg

Phe

145

Leu

Tyr

Gly

Gly

Tyr

50

Leu

Thr

Ser

Val

Ala

130

Ser

Ser

Ser

Glu

Pro

35

Asn

Thr

Pro

Pro

Arg

115

Thr

Pro

Asp

Ile

Leu

Thr

20

Ile

Gln

Lys

Ala

Asp

100

Ala

Pro

Arg

Phe

His

Gln

Ala

Gln

Lys

Arg

Asp

85

Asp

Lys

Gln

Asp

Gln

165

Ser

Val

Thr

Trp

Glu

Asn

70

Ala

Val

Pro

His

Ile

150

Thr

Thr

Ile

Leu

Phe

Gly

55

Asn

Gly

Glu

Ser

Thr

135

Thr

Asn

Ala

Gln

Arg

Arg

40

His

Met

Thr

Phe

Ala

120

Val

Leu

Val

Lys

Pro

Cys

25

Gly

Phe

Asp

Tyr

Lys

105

Pro

Ser

Lys

Asp

Val

Asp

10

Thr

Ala

Pro

Phe

Tyr

90

Ser

Val

Phe

Trp

Pro

170

Val

Lys

Ala

Gly

Arg

Ser

75

Cys

Gly

Val

Thr

Phe

155

Val

Leu

Ser

Thr

Pro

Val

60

Ile

Val

Ala

Ser

Cys

140

Lys

Gly

Thr

Val

Ser

Gly

45

Thr

Arg

Lys

Gly

Gly

125

Glu

Asn

Glu

Arg

Leu

Leu

30

Arg

Thr

Ile

Phe

Thr

110

Pro

Ser

Gly

Ser

Glu

Val

15

Ile

Glu

Val

Gly

Arg

95

Glu

Ala

His

Asn

Val

175

Asp

Ala

Pro

Leu

Ser

Asn

80

Lys

Leu

Ala

Gly

Glu

160

Ser

Val



His

Pro

Thr

225

Val

Trp

Thr

Asn

His

305

Ala

Ser

Leu

Lys

Lys
385

Ser

Leu

210

Leu

Thr

Leu

Glu

Val

290

Asp

His

Asn

Val

Lys

370

Asn

Gln

195

Arg

Glu

Cys

Glu

Asn

275

Ser

Gly

Pro

Glu

Ala

355

Ala

Ala

180

Val

Gly

Val

Gln

Asn

260

Lys

Ala

Gln

Lys

Arg

340

Leu

Gln

Arg

Ile

Thr

Thr

Val

245

Gly

Asp

His

Pro

Glu

325

Asn

Leu

Gly

Glu

Cys

Ala

Gln

230

Arg

Asn

Gly

Arg

Ala

310

Gln

Ile

Met

Ser

Ile
390

Glu

Asn

215

Gln

Lys

Val

Thr

Asp

295

Val

Gly

Tyr

Ala

Thr

375

Thr

Val

200

Leu

Pro

Phe

Ser

Tyr

280

Asp

Ser

Ser

Ile

Ala

360

Ser

Gln

185

Ala

Ser

Val

Tyr

Arg

265

Asn

Val

Lys

Asn

Val

345

Leu

Ser

Asp

His

Glu

Arg

Pro

250

Thr

Trp

Lys

Ser

Thr

330

Val

Tyr

Thr

Thr

Val

Thr

Ala

235

Gln

Glu

Met

Leu

His

315

Ala

Gly

Leu

Arg

Asn
395

Thr

Ile

220

Glu

Arg

Thr

Ser

Thr

300

Asp

Ala

Val

Val

Leu

380

Asp

Leu

205

Arg

Asn

Leu

Ala

Trp

285

Cys

Leu

Glu

Val

Arg

365

His

Ile

190

Gln

Val

Gln

Gln

Ser

270

Leu

Gln

Lys

Asn

Cys

350

Ile

Glu

Thr

Gly

Pro

Val

Leu

255

Thr

Leu

Val

Val

Thr

335

Thr

Arg

Pro

Tyr

Asp

Pro

Asn

240

Thr

Val

Val

Glu

Ser

320

Gly

Leu

Gln

Glu

Ala
400



Asp Leu Asn Leu Pro Lys Gly Lys Lys Pro Ala Pro Gln Ala Ala Glu
405 410 415

Pro Asn Asn His Thr Glu Tyr Ala Ser Ile Gln Thr Ser Pro Gln Pro
420 425 430

Ala Ser Glu Asp Thr Leu Thr Tyr Ala Asp Leu Asp Met Val His Leu
435 440 445

Asn Arg Thr Pro Lys Gln Pro Ala Pro Lys Pro Glu Pro Ser Phe Ser
450 455 460

Glu Tyr Ala Ser Val Gln Val Pro Arg Lys
465 470

<210> 147

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> SIRP-alpha Epitope 1, 30-36 of SIRP-alpha without Signal Peptide

<400> 147
Leu Ile Pro Val Gly Pro Ile

1 5

<210> 148
<211> 449
<212> PRT
<213> Artificial Sequence

<220>
<223> Heavy Chain Sequence for SIRPAB-21

<400> 148
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln

1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Gly
20 25 30

Gly Tyr Tyr Trp Ser Trp Ile Arg Gln His Pro Gly Lys Gly Leu Glu



Trp

Leu

65

Ser

Cys

Thr

Pro

Gly

145

Asn

Gln

Ser

Ser

Thr

225

Ser

Ile

50

Lys

Leu

Ser

Thr

Leu

130

Cys

Ser

Ser

Ser

Asn

210

His

Val

35

Gly

Ser

Lys

Lys

Val

115

Ala

Leu

Gly

Ser

Leu

195

Thr

Thr

Phe

Ala

Arg

Leu

Glu

100

Thr

Pro

Val

Ala

Gly

180

Gly

Lys

Cys

Leu

Ile

Val

Ser

85

Gly

Val

Ser

Lys

Leu

165

Leu

Thr

Val

Pro

Phe
245

Tyr

Thr

70

Ser

Tyr

Ser

Ser

Asp

150

Thr

Tyr

Gln

Asp

Pro

230

Pro

Tyr

55

Ile

Val

His

Ser

Lys

135

Tyr

Ser

Ser

Thr

Lys

215

Cys

Pro

40

Ser

Ser

Thr

Ser

Ala

120

Ser

Phe

Gly

Leu

Tyr

200

Lys

Pro

Lys

Gly

Val

Ala

Gly

105

Ser

Thr

Pro

Val

Ser

185

Ile

Val

Ala

Pro

Pro

Asp

Ala

90

Met

Thr

Ser

Glu

His

170

Ser

Cys

Glu

Pro

Lys
250

Ile

Thr

75

Asp

Asp

Lys

Gly

Pro

155

Thr

Val

Asn

Pro

Glu

235

Asp

Tyr

60

Ser

Thr

Val

Gly

Gly

140

Val

Phe

Val

Val

Lys

220

Leu

Thr

45

Tyr

Lys

Ala

Trp

Pro

125

Thr

Thr

Pro

Thr

Asn

205

Ser

Leu

Leu

Asn

Asn

Val

Gly

110

Ser

Ala

Val

Ala

Val

190

His

Cys

Gly

Met

Pro

Gln

Tyr

95

Gln

Val

Ala

Ser

Val

175

Pro

Lys

Asp

Gly

Ile
255

Ser

Phe

80

Tyr

Gly

Phe

Leu

Trp

160

Leu

Ser

Pro

Lys

Pro

240

Ser



Arg

Pro

Ala

Val

305

Tyr

Thr

Leu

Cys

Ser

385

Asp

Ser

Ala

Lys

Thr

Glu

Lys

290

Ser

Lys

Ile

Pro

Leu

370

Asn

Ser

Arg

Leu

<210>

Pro

Val

275

Thr

Val

Cys

Ser

Pro

355

Val

Gly

Asp

Trp

His
435

149

Glu

260

Lys

Lys

Leu

Lys

Lys

340

Ser

Lys

Gln

Gly

Gln

420

Asn

Val

Phe

Pro

Thr

Val

325

Ala

Arg

Gly

Pro

Ser

405

Gln

His

Thr

Asn

Arg

Val

310

Ser

Lys

Glu

Phe

Glu

390

Phe

Gly

Tyr

Cys

Trp

Glu

295

Leu

Asn

Gly

Glu

Tyr

375

Asn

Phe

Asn

Thr

Val

Tyr

280

Glu

His

Lys

Gln

Met

360

Pro

Asn

Leu

Val

Gln
440

Val

265

Val

Gln

Gln

Ala

Pro

345

Thr

Ser

Tyr

Tyr

Phe

425

Lys

Val

Asp

Tyr

Asp

Leu

330

Arg

Lys

Asp

Lys

Ser

410

Ser

Ser

Asp

Gly

Asn

Trp

315

Pro

Glu

Asn

Ile

Thr

395

Lys

Cys

Leu

Val

Val

Ser

300

Leu

Ala

Pro

Gln

Ala

380

Thr

Leu

Ser

Ser

Ser

Glu

285

Thr

Asn

Pro

Gln

Val

365

Val

Pro

Thr

Val

Leu
445

His

270

Val

Tyr

Gly

Ile

Val

350

Ser

Glu

Pro

Val

Met

430

Ser

Glu

His

Arg

Lys

Glu

335

Tyr

Leu

Trp

Val

Asp

415

His

Pro

Asp

Asn

Val

Glu

320

Lys

Thr

Thr

Glu

Leu

400

Lys

Glu

Gly



<211>
<212>
<213>

<220>
<223>

<400>

31
PRT
Artificial Sequence

SIRPalpha v1 (SIRPalpha/CD47

149

binding interface in IgV domain)

Arg Glu Leu Ile Tyr Asn Gln Lys Glu Gly His Phe Pro Arg Val Thr

1

5

10 15

Thr Val Ser Asp Leu Thr Lys Arg Asn Asn Met Asp Phe Ser Ile

<210>
<211>
<212>
<213>

<220>
<223>

<400>

20 25

150
31
PRT
Artificial Sequence

SIRPalpha v2 (SIRPalpha/CD47

150

30

binding interface in IgV domain)

Arg Glu Leu Ile Tyr Asn Gln Lys Glu Gly His Phe Pro Arg Val Thr

1

5

10 15

Thr Val Ser Glu Ser Thr Lys Arg Glu Asn Met Asp Phe Ser Ile

<210>
<211>
<212>
<213>

<220>
<223>

<400>

20 25

151
31
PRT
Artificial Sequence

SIRPalpha v3 (SIRPalpha/CD47

151

30

binding interface in IgV domain)

Arg Glu Leu Ile Tyr Asn Gln Lys Glu Gly His Phe Pro Arg Val Thr

1

5

10 15

Thr Val Ser Asp Leu Thr Lys Arg Glu Asn Met Asp Phe Ser Ile

<210>

20 25

152

30



<211>
<212>
<213>

<220>
<223>

<400>

31
PRT
Artificial Sequence

SIRPalpha v4 (SIRPalpha/CD47

152

binding interface in IgV domain)

Arg Glu Leu Ile Tyr Asn Gln Lys Glu Gly His Phe Pro Arg Val Thr

1

5

10 15

Thr Val Ser Glu Ser Thr Lys Arg Lys Asn Met Asp Phe Ser Ile

<210>
<211>
<212>
<213>

<220>
<223>

<400>

20 25

153
31
PRT
Artificial Sequence

SIRPalpha v5 (SIRPalpha/CD47

153

30

binding interface in IgV domain)

Arg Glu Leu Ile Tyr Asn Gln Lys Glu Gly His Phe Pro Arg Val Thr

1

5

10 15

Thr Val Ser Glu Pro Thr Lys Arg Asn Asn Met Asp Phe Ser Ile

<210>
<211>
<212>
<213>

<220>
<223>

<400>

20 25

154

31

PRT

Artificial Sequence

SIRPalpha v6 (SIRPalpha/CD47

154

30

binding interface in IgV domain)

Arg Glu Leu Ile Tyr Asn Gln Lys Glu Gly His Phe Pro Arg Val Thr

1

5

10 15

Thr Val Ser Glu Leu Thr Lys Arg Glu Asn Met Asp Phe Ser Ile

<210>

20 25

155

30



<211>
<212>
<213>

<220>
<223>

<400>

330
PRT

Homo sapiens

Human IgGl Fc Region

155

Ala Ser Thr Lys

1

Ser

Phe

Gly

Leu

65

Tyr

Lys

Pro

Lys

Val

145

Tyr

Glu

Thr

Pro

Val

50

Ser

Ile

Val

Ala

Pro

130

Val

Val

Gln

Ser Gly
20

Glu Pro

35

His Thr

Ser Val

Cys Asn

Glu Pro

100

Pro Glu

115

Lys Asp

Val Asp

Asp Gly

Tyr Asn

Gly

Gly

Val

Phe

Val

Val

85

Lys

Leu

Thr

Val

Val

165

Ser

Pro

Thr

Thr

Pro

Thr

70

Asn

Ser

Leu

Leu

Ser

150

Glu

Thr

Ser

Ala

Val

Ala

55

Val

His

Cys

Gly

Met

135

His

Val

Tyr

Val

Ala

Ser

40

Val

Pro

Lys

Asp

Gly

120

Ile

Glu

His

Arg

Phe

Leu

25

Trp

Leu

Ser

Pro

Lys

105

Pro

Ser

Asp

Asn

Val

Pro

10

Gly

Asn

Gln

Ser

Ser

90

Thr

Ser

Arg

Pro

Ala

170

Val

Leu

Cys

Ser

Ser

Ser

75

Asn

His

Val

Thr

Glu

155

Lys

Ser

Ala

Leu

Gly

Ser

60

Leu

Thr

Thr

Phe

Pro

140

Val

Thr

Val

Pro

Val

Ala

45

Gly

Gly

Lys

Cys

Leu

125

Glu

Lys

Lys

Leu

Ser

Lys

30

Leu

Leu

Thr

Val

Pro

110

Phe

Val

Phe

Pro

Thr

Ser

15

Asp

Thr

Tyr

Gln

Asp

95

Pro

Pro

Thr

Asn

Arg

175

Val

Lys

Tyr

Ser

Ser

Thr

80

Lys

Cys

Pro

Cys

Trp

160

Glu

Leu



His

Lys

Gln

225

Met

Pro

Asn

Leu

Val

305

Gln

Gln

Ala

210

Pro

Thr

Ser

Tyr

Tyr

290

Phe

Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Asp

195

Leu

Arg

Lys

Asp

Lys

275

Ser

Ser

Ser

156
327
PRT

180

Trp

Pro

Glu

Asn

Ile

260

Thr

Lys

Cys

Leu

Leu

Ala

Pro

Gln

245

Ala

Thr

Leu

Ser

Ser
325

Homo sapiens

Asn

Pro

Gln

230

Val

Val

Pro

Thr

Val

310

Leu

Gly

Ile

215

Val

Ser

Glu

Pro

Val

295

Met

Ser

Human IgG4 Fc Region

156

Lys

200

Glu

Tyr

Leu

Trp

Val

280

Asp

His

Pro

185

Glu

Lys

Thr

Thr

Glu

265

Leu

Lys

Glu

Gly

Tyr

Thr

Leu

Cys

250

Ser

Asp

Ser

Ala

Lys
330

Lys

Ile

Pro

235

Leu

Asn

Ser

Arg

Leu
315

Cys

Ser

220

Pro

Val

Gly

Asp

Trp

300

His

Lys

205

Lys

Ser

Lys

Gln

Gly

285

Gln

Asn

190

Val

Ala

Arg

Gly

Pro

270

Ser

Gln

His

Ser

Lys

Glu

Phe

255

Glu

Phe

Gly

Tyr

Asn

Gly

Glu

240

Tyr

Asn

Phe

Asn

Thr
320

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg

1

5

10

15

Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr



Phe

Gly

Leu

65

Tyr

Arg

Glu

Asp

Asp

145

Gly

Asn

Trp

Pro

Glu
225

Pro

Val

50

Ser

Thr

Val

Phe

Thr

130

Val

Val

Ser

Leu

Ser

210

Pro

Glu

35

His

Ser

Cys

Glu

Leu

115

Leu

Ser

Glu

Thr

Asn

195

Ser

Gln

20

Pro

Thr

Val

Asn

Ser

100

Gly

Met

Gln

Val

Tyr

180

Ile

Val

Val

Phe

Val

Val

85

Lys

Gly

Ile

Glu

His

165

Arg

Lys

Glu

Tyr

Thr

Pro

Thr

70

Asp

Tyr

Pro

Ser

Asp

150

Asn

Val

Glu

Lys

Thr
230

Val

Ala

55

Val

His

Gly

Ser

Arg

135

Pro

Ala

Val

Tyr

Thr

215

Leu

Ser

40

Val

Pro

Lys

Pro

Val

120

Thr

Glu

Lys

Ser

Lys

200

Ile

Pro

25

Trp

Leu

Ser

Pro

Pro

105

Phe

Pro

Val

Thr

Val

185

Cys

Ser

Pro

Asn

Gln

Ser

Ser

90

Cys

Leu

Glu

Gln

Lys

170

Leu

Lys

Lys

Ser

Ser

Ser

Ser

75

Asn

Pro

Phe

Val

Phe

155

Pro

Thr

Val

Ala

Gln
235

Gly

Ser

60

Leu

Thr

Ser

Pro

Thr

140

Asn

Arg

Val

Ser

Lys

220

Glu

Ala

45

Gly

Gly

Lys

Cys

Pro

125

Cys

Trp

Glu

Leu

Asn

205

Gly

Glu

30

Leu

Leu

Thr

Val

Pro

110

Lys

Val

Tyr

Glu

His

190

Lys

Gln

Met

Thr

Tyr

Lys

Asp

95

Ala

Pro

Val

Val

Gln

175

Gln

Gly

Pro

Thr

Ser

Ser

Thr

80

Lys

Pro

Lys

Val

Asp

160

Phe

Asp

Leu

Arg

Lys
240



Asn

Ile

Thr

Arg

Cys

305

Leu

Gln

Ala

Thr

Leu

290

Ser

Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Val

Val

Pro

275

Thr

Val

Leu

157
330
PRT
Homo

Ser

Glu

260

Pro

Val

Met

Ser

Leu

245

Trp

Val

Asp

His

Leu
325

sapiens

Thr

Glu

Leu

Lys

Glu

310

Gly

human IgGl K322A

157

Ala Ser Thr

1

Ser Thr Ser

Phe Pro Glu

35

Gly Val His

50

Leu Ser Ser

65

Lys Gly Pro

5

Gly Gly Thr

20

Pro Val Thr

Thr Phe Pro

Val Val Thr

70

Cys

Ser

Asp

Ser

295

Ala

Lys

Leu Val

Asn Gly
265

Ser Asp
280

Arg Trp

Leu His

Fc Region

Ser

Ala

Val

Ala

55

Val

Val Phe

Ala Leu
25

Ser Trp
40

Val Leu

Pro Ser

Lys

250

Gln

Gly

Gln

Asn

Pro

10

Gly

Asn

Gln

Ser

Gly

Pro

Ser

Glu

His
315

Leu

Cys

Ser

Ser

Ser
75

Phe

Glu

Phe

Gly

300

Tyr

Ala

Leu

Gly

Ser

60

Leu

Tyr

Asn

Phe

285

Asn

Thr

Pro

Val

Ala

45

Gly

Gly

Pro

Asn

270

Leu

Val

Gln

Ser

Lys

30

Leu

Leu

Thr

Ser

255

Tyr

Tyr

Phe

Lys

Ser

15

Asp

Thr

Tyr

Gln

Asp

Lys

Ser

Ser

Ser
320

Lys

Tyr

Ser

Ser

Thr
80



Tyr

Lys

Pro

Lys

Val

145

Tyr

Glu

His

Lys

Gln

225

Met

Pro

Asn

Leu

Ile

Val

Ala

Pro

130

Val

Val

Gln

Gln

Ala

210

Pro

Thr

Ser

Tyr

Tyr

Cys

Glu

Pro

115

Lys

Val

Asp

Tyr

Asp

195

Leu

Arg

Lys

Asp

Lys

275

Ser

Asn

Pro

100

Glu

Asp

Asp

Gly

Asn

180

Trp

Pro

Glu

Asn

Ile

260

Thr

Lys

Val

85

Lys

Leu

Thr

Val

Val

165

Ser

Leu

Ala

Pro

Gln

245

Ala

Thr

Leu

Asn

Ser

Leu

Leu

Ser

150

Glu

Thr

Asn

Pro

Gln

230

Val

Val

Pro

Thr

His

Cys

Gly

Met

135

His

Val

Tyr

Gly

Ile

215

Val

Ser

Glu

Pro

Val

Lys

Asp

Gly

120

Ile

Glu

His

Arg

Lys

200

Glu

Tyr

Leu

Trp

Val

280

Asp

Pro

Lys

105

Pro

Ser

Asp

Asn

Val

185

Glu

Lys

Thr

Thr

Glu

265

Leu

Lys

Ser

90

Thr

Ser

Arg

Pro

Ala

170

Val

Tyr

Thr

Leu

Cys

250

Ser

Asp

Ser

Asn

His

Val

Thr

Glu

155

Lys

Ser

Lys

Ile

Pro

235

Leu

Asn

Ser

Arg

Thr

Thr

Phe

Pro

140

Val

Thr

Val

Cys

Ser

220

Pro

Val

Gly

Asp

Trp

Lys

Cys

Leu

125

Glu

Lys

Lys

Leu

Ala

205

Lys

Ser

Lys

Gln

Gly

285

Gln

Val

Pro

110

Phe

Val

Phe

Pro

Thr

190

Val

Ala

Arg

Gly

Pro

270

Ser

Gln

Asp

95

Pro

Pro

Thr

Asn

Arg

175

Val

Ser

Lys

Glu

Phe

255

Glu

Phe

Gly

Cys

Pro

Cys

Trp

160

Glu

Leu

Asn

Gly

Glu

240

Tyr

Asn

Phe

Asn



290

295

300

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr

305

310

Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

158
327
PRT

325

Homo sapiens

Human IgG4P Fc Region

158

Ala Ser Thr Lys

1

Ser

Phe

Gly

Leu

65

Tyr

Arg

Glu

Asp

Thr

Pro

Val

50

Ser

Thr

Val

Phe

Thr

Ser Glu
20

Glu Pro
35

His Thr

Ser Val

Cys Asn

Glu Ser
100

Leu Gly
115

Leu Met

Gly

Ser

Val

Phe

Val

Val

85

Lys

Gly

Ile

Pro

Thr

Thr

Pro

Thr

70

Asp

Tyr

Pro

Ser

Ser

Ala

Val

Ala

55

Val

His

Gly

Ser

Arg

Val

Ala

Ser

40

Val

Pro

Lys

Pro

Val

120

Thr

Phe

Leu

25

Trp

Leu

Ser

Pro

Pro

105

Phe

Pro

330

Pro

10

Gly

Asn

Gln

Ser

Ser

90

Cys

Leu

Glu

315

Leu

Cys

Ser

Ser

Ser

75

Asn

Pro

Phe

Val

Ala

Leu

Gly

Ser

60

Leu

Thr

Pro

Pro

Thr

Pro

Val

Ala

45

Gly

Gly

Lys

Cys

Pro

125

Cys

Cys

Lys

30

Leu

Leu

Thr

Val

Pro

110

Lys

Val

Ser

15

Asp

Thr

Tyr

Lys

Asp

95

Ala

Pro

Val

320

Arg

Tyr

Ser

Ser

Thr

80

Lys

Pro

Lys

Val



Asp

145

Gly

Asn

Trp

Pro

Glu

225

Asn

Ile

Thr

Arg

Cys

305

Leu

130

Val

Val

Ser

Leu

Ser

210

Pro

Gln

Ala

Thr

Leu

290

Ser

Ser

<210>
<211>
<212>

Ser

Glu

Thr

Asn

195

Ser

Gln

Val

Val

Pro

275

Thr

Val

Leu

159
327
PRT

Gln

Val

Tyr

180

Gly

Ile

Val

Ser

Glu

260

Pro

Val

Met

Ser

Glu

His

165

Arg

Lys

Glu

Tyr

Leu

245

Trp

Val

Asp

His

Leu
325

Asp

150

Asn

Val

Glu

Lys

Thr

230

Thr

Glu

Leu

Lys

Glu

310

Gly

135

Pro

Ala

Val

Tyr

Thr

215

Leu

Cys

Ser

Asp

Ser

295

Ala

Lys

Glu

Lys

Ser

Lys

200

Ile

Pro

Leu

Asn

Ser

280

Arg

Leu

Val

Thr

Val

185

Cys

Ser

Pro

Val

Gly

265

Asp

Trp

His

Gln

Lys

170

Leu

Lys

Lys

Ser

Lys

250

Gln

Gly

Gln

Asn

Phe

155

Pro

Thr

Val

Ala

Gln

235

Gly

Pro

Ser

Glu

His
315

140

Asn

Arg

Val

Ser

Lys

220

Glu

Phe

Glu

Phe

Gly

300

Tyr

Trp

Glu

Leu

Asn

205

Gly

Glu

Tyr

Asn

Phe

285

Asn

Thr

Tyr

Glu

His

190

Lys

Gln

Met

Pro

Asn

270

Leu

Val

Gln

Val

Gln

175

Gln

Gly

Pro

Thr

Ser

255

Tyr

Tyr

Phe

Lys

Asp

160

Phe

Asp

Leu

Arg

Lys

240

Asp

Lys

Ser

Ser

Ser
320



<213>

<220>
<223>

<400>

Homo sapiens

Human IgG4PE

159

Ala Ser Thr

1

Ser

Phe

Gly

Leu

65

Tyr

Arg

Glu

Asp

Asp

145

Gly

Asn

Thr

Pro

Val

50

Ser

Thr

Val

Phe

Thr

130

Val

Val

Ser

Ser

Glu

35

His

Ser

Cys

Glu

Glu

115

Leu

Ser

Glu

Thr

Lys

Glu

20

Pro

Thr

Val

Asn

Ser

100

Gly

Met

Gln

Val

Tyr
180

Gly

Ser

Val

Phe

Val

Val

85

Lys

Gly

Ile

Glu

His

165

Arg

Fc Region

Pro

Thr

Thr

Pro

Thr

70

Asp

Tyr

Pro

Ser

Asp

150

Asn

Val

Ser

Ala

Val

Ala

55

Val

His

Gly

Ser

Arg

135

Pro

Ala

Val

Val

Ala

Ser

40

Val

Pro

Lys

Pro

Val

120

Thr

Glu

Lys

Ser

Phe

Leu

25

Trp

Leu

Ser

Pro

Pro

105

Phe

Pro

Val

Thr

Val
185

Pro

10

Gly

Asn

Gln

Ser

Ser

90

Cys

Leu

Glu

Gln

Lys

170

Leu

Leu

Cys

Ser

Ser

Ser

75

Asn

Pro

Phe

Val

Phe

155

Pro

Thr

Ala

Leu

Gly

Ser

60

Leu

Thr

Pro

Pro

Thr

140

Asn

Arg

Val

Pro

Val

Ala

45

Gly

Gly

Lys

Cys

Pro

125

Cys

Trp

Glu

Leu

Cys

Lys

30

Leu

Leu

Thr

Val

Pro

110

Lys

Val

Tyr

Glu

His
190

Ser

15

Asp

Thr

Tyr

Lys

Asp

95

Ala

Pro

Val

Val

Gln

175

Gln

Arg

Tyr

Ser

Ser

Thr

80

Lys

Pro

Lys

Val

Asp

160

Phe

Asp



Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu
195 200 205

Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg
210 215 220

Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys
225 230 235 240

Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp
245 250 255

Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys
260 265 270

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser
275 280 285

Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser
290 295 300

Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser
305 310 315 320

Leu Ser Leu Ser Leu Gly Lys
325

<210> 160

<211> 23

<212> PRT

<213> Artificial Sequence

<220>
<223> SIRPalpha epitope 2, 30-52 of SIRPalpha without signal peptide

<400> 160
Leu Ile Pro Val Gly Pro Ile Gln Trp Phe Arg Gly Ala Gly Pro Gly
1 5 10 15

Arg Glu Leu Ile Tyr Asn Gln
20



<210> 161

<211> 38

<212> PRT

<213> Artificial Sequence

<220>
<223> SIRPalpha epitope 3, 30-67 of SIRPalpha without signal peptide

<400> 161

Leu Ile Pro Val Gly Pro Ile Gln Trp Phe Arg Gly Ala Gly Pro Gly
1 5 10 15

Arg Glu Leu Ile Tyr Asn Gln Lys Glu Gly His Phe Pro Arg Val Thr
20 25 30

Thr Val Ser Asp Leu Thr
35

<210> 162
<211> 40
<212> PRT
<213> Artificial Sequence

<220>
<223> SIRPalpha epitope 4, 30-69 of SIRPalpha without signal peptide

<400> 162

Leu Ile Pro Val Gly Pro Ile Gln Trp Phe Arg Gly Ala Gly Pro Gly
1 5 10 15

Arg Glu Leu Ile Tyr Asn Gln Lys Glu Gly His Phe Pro Arg Val Thr
20 25 30

Thr Val Ser Asp Leu Thr Lys Arg
35 40

<210> 163

<211> 45

<212> PRT

<213> Artificial Sequence

<220>
<223> SIRPalpha epitope 5, 30-74 of SIRPalpha without signal peptide

<400> 163



Leu Ile Pro Val Gly Pro Ile Gln Trp Phe Arg Gly Ala Gly Pro Gly
1 5 10 15

Arg Glu Leu Ile Tyr Asn Gln Lys Glu Gly His Phe Pro Arg Val Thr
20 25 30

Thr Val Ser Asp Leu Thr Lys Arg Asn Asn Met Asp Phe
35 40 45

<210> 164
<211> 64
<212> PRT
<213> Artificial Sequence

<220>
<223> SIRPalpha epitope 6, 30-93 of SIRPalpha without signal peptide

<400> 164
Leu Ile Pro Val Gly Pro Ile Gln Trp Phe Arg Gly Ala Gly Pro Gly
1 5 10 15

Arg Glu Leu Ile Tyr Asn Gln Lys Glu Gly His Phe Pro Arg Val Thr
20 25 30

Thr Val Ser Asp Leu Thr Lys Arg Asn Asn Met Asp Phe Ser Ile Arg
35 40 45

Ile Gly Asn Ile Thr Pro Ala Asp Ala Gly Thr Tyr Tyr Cys Val Lys
50 55 60

<210> 165

<211> 66

<212> PRT

<213> Artificial Sequence

<220>
<223> SIRPalpha epitope 7, 30-95 of SIRPalpha without signal peptide

<400> 165
Leu Ile Pro Val Gly Pro Ile Gln Trp Phe Arg Gly Ala Gly Pro Gly
1 5 10 15

Arg Glu Leu Ile Tyr Asn Gln Lys Glu Gly His Phe Pro Arg Val Thr



20

25 30

Thr Val Ser Asp Leu Thr Lys Arg Asn Asn Met Asp Phe Ser Ile Arg

35

40 45

Ile Gly Asn Ile Thr Pro Ala Asp Ala Gly Thr Tyr Tyr Cys Val Lys

50

Phe Arg

65

<210>
<211>
<212>
<213>

<220>
<223>

<400>

55
166
67
PRT
Artificial Sequence

SIRPalpha epitope 8,

166

Leu Ile Pro Val Gly Pro Ile

1

5

Arg Glu Leu Ile Tyr Asn Gln

20

Thr Val Ser Asp Leu Thr Lys

35

Ile Gly Asn Ile Thr Pro Ala

50

55

Phe Arg Lys

65

<210>
<211>
<212>
<213>

<220>
<223>

<400>

167
69
PRT
Artificial Sequence

SIRPalpha epitope 9,

167

60

30-96 of SIRPalpha without signal peptide

Gln Trp Phe Arg Gly Ala Gly Pro Gly
10 15

Lys Glu Gly His Phe Pro Arg Val Thr
25 30

Arg Asn Asn Met Asp Phe Ser Ile Arg
40 45

Asp Ala Gly Thr Tyr Tyr Cys Val Lys
60

30-98 of SIRPalpha without signal peptide



Leu Ile Pro Val Gly Pro Ile Gln Trp Phe Arg Gly Ala Gly Pro Gly
1 5 10 15

Arg Glu Leu Ile Tyr Asn Gln Lys Glu Gly His Phe Pro Arg Val Thr
20 25 30

Thr Val Ser Asp Leu Thr Lys Arg Asn Asn Met Asp Phe Ser Ile Arg
35 40 45

Ile Gly Asn Ile Thr Pro Ala Asp Ala Gly Thr Tyr Tyr Cys Val Lys
50 55 60

Phe Arg Lys Gly Ser
65

<210> 168

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<223> SIRPalpha epitope 10, 36-52 of SIRPalpha without signal peptide

<400> 168
Ile Gln Trp Phe Arg Gly Ala Gly Pro Gly Arg Glu Leu Ile Tyr Asn
1 5 10 15

Gln

<210> 169

<211> 32

<212> PRT

<213> Artificial Sequence

<220>
<223> SIRPalpha epitope 11, 36-67 of SIRPalpha without signal peptide

<400> 169
Ile Gln Trp Phe Arg Gly Ala Gly Pro Gly Arg Glu Leu Ile Tyr Asn
1 5 10 15

Gln Lys Glu Gly His Phe Pro Arg Val Thr Thr Val Ser Asp Leu Thr



20 25 30

<210> 170
<211> 34
<212> PRT
<213> Artificial Sequence

<220>
<223> SIRPalpha epitope 12, 36-69 of SIRPalpha without signal peptide

<400> 170

Ile Gln Trp Phe Arg Gly Ala Gly Pro Gly Arg Glu Leu Ile Tyr Asn
1 5 10 15

Gln Lys Glu Gly His Phe Pro Arg Val Thr Thr Val Ser Asp Leu Thr
20 25 30

Lys Arg

<210> 171

<211> 39

<212> PRT

<213> Artificial Sequence

<220>
<223> SIRPalpha epitope 13, 36-74 of SIRPalpha without signal peptide

<400> 171

Ile Gln Trp Phe Arg Gly Ala Gly Pro Gly Arg Glu Leu Ile Tyr Asn
1 5 10 15

Gln Lys Glu Gly His Phe Pro Arg Val Thr Thr Val Ser Asp Leu Thr
20 25 30

Lys Arg Asn Asn Met Asp Phe
35

<210> 172

<211> 58

<212> PRT

<213> Artificial Sequence

<220>
<223> SIRPalpha epitope 14, 36-93 of SIRPalpha without signal peptide



<400> 172

Ile Gln Trp Phe Arg Gly Ala Gly Pro Gly Arg Glu Leu Ile Tyr Asn

1 5

10

Gln Lys Glu Gly His Phe Pro Arg Val Thr Thr Val Ser Asp

20

25

30

Lys Arg Asn Asn Met Asp Phe Ser Ile Arg Ile Gly Asn Ile

35

Ala Asp Ala Gly Thr Tyr Tyr Cys Val Lys

50 55

<210> 173

<211> 60

<212> PRT

<213> Artificial Sequence

<220>

<223> SIRPalpha epitope 15, 36-95 of SIRPalpha

<400> 173

Ile Gln Trp Phe Arg Gly Ala Gly Pro Gly Arg Glu

1 5

Gln Lys Glu Gly His Phe Pro Arg Val Thr Thr Val

20

Lys Arg Asn Asn Met Asp Phe Ser Ile Arg Ile Gly

35

Ala Asp Ala Gly Thr Tyr Tyr Cys Val Lys Phe Arg

50 55

<210> 174

<211> 61

<212> PRT

<213> Artificial Sequence

<220>

40

40

25

10

60

45

without

Leu Ile

Ser Asp
30

Asn Ile
45

15

Leu Thr

Thr Pro

signal peptide

Tyr Asn

15

Leu Thr

Thr Pro

<223> SIRPalpha epitope 16, 36-96 of SIRPalpha without signal peptide

<400> 174



Ile Gln Trp Phe Arg Gly Ala Gly Pro Gly Arg Glu
1 5 10

Gln Lys Glu Gly His Phe Pro Arg Val Thr Thr Val
20 25

Lys Arg Asn Asn Met Asp Phe Ser Ile Arg Ile Gly
35 40

Ala Asp Ala Gly Thr Tyr Tyr Cys Val Lys Phe Arg
50 55 60

<21e> 175

<211> 63

<212> PRT

<213> Artificial Sequence

<220>
<223> SIRPalpha epitope 17, 36-98 of SIRPalpha

<400> 175
Ile Gln Trp Phe Arg Gly Ala Gly Pro Gly Arg Glu
1 5 10

Gln Lys Glu Gly His Phe Pro Arg Val Thr Thr Val
20 25

Lys Arg Asn Asn Met Asp Phe Ser Ile Arg Ile Gly
35 40

Ala Asp Ala Gly Thr Tyr Tyr Cys Val Lys Phe Arg
50 55 60

<210> 176

<211> 16

<212> PRT

<213> Artificial Sequence

<220>

Leu

Ser

Asn

45

Lys

Ile

Asp
30

Ile

without

Leu

Ser

Asn

45

Lys

Ile

Asp

30

Ile

Gly

Tyr Asn
15

Leu Thr

Thr Pro

signal peptide

Tyr Asn

15

Leu Thr

Thr Pro

Ser

<223> SIRPalpha epitope 18, 52-67 of SIRPalpha without signal peptide

<400> 176

Gln Lys Glu Gly His Phe Pro Arg Val Thr Thr Val Ser Asp Leu Thr



<210> 177

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> SIRPalpha epitope 19, 52-69 of SIRPalpha without signal peptide

<400> 177

Gln Lys Glu Gly His Phe Pro Arg Val Thr Thr Val Ser Asp Leu Thr
1 5 10 15

Lys Arg

<210> 178

<211> 23

<212> PRT

<213> Artificial Sequence

<220>
<223> SIRPalpha epitope 20, 52-74 of SIRPalpha without signal peptide

<400> 178
Gln Lys Glu Gly His Phe Pro Arg Val Thr Thr Val Ser Asp Leu Thr

1 5 10 15

Lys Arg Asn Asn Met Asp Phe
20

<210> 179

<211> 42

<212> PRT

<213> Artificial Sequence

<220>
<223> SIRPalpha epitope 21, 52-93 of SIRPalpha without signal peptide

<400> 179
Gln Lys Glu Gly His Phe Pro Arg Val Thr Thr Val Ser Asp Leu Thr

1 5 10 15

Lys Arg Asn Asn Met Asp Phe Ser Ile Arg Ile Gly Asn Ile Thr Pro



20

25

Ala Asp Ala Gly Thr Tyr Tyr Cys Val Lys

35

<210> 180
<211> 44
<212> PRT
<213> Artificial Sequence

<220>

40

<223> SIRPalpha epitope 22, 52-95 of SIRPalpha

<400> 180

Gln Lys Glu Gly His Phe Pro Arg Val Thr Thr Val

1 5

10

Lys Arg Asn Asn Met Asp Phe Ser Ile Arg Ile Gly

20

25

Ala Asp Ala Gly Thr Tyr Tyr Cys Val Lys Phe Arg

35

<210> 181

<211> 45

<212> PRT

<213> Artificial Sequence

<220>

40

<223> SIRPalpha epitope 23, 52-96 of SIRPalpha

<400> 181

Gln Lys Glu Gly His Phe Pro Arg Val Thr Thr Val

1 5

10

Lys Arg Asn Asn Met Asp Phe Ser Ile Arg Ile Gly

20

25

Ala Asp Ala Gly Thr Tyr Tyr Cys Val Lys Phe Arg

35

<210> 182
<211> 47
<212> PRT

40

without

Ser Asp

Asn Ile

without

Ser Asp

Asn Ile

Lys
45

30

30

30

signal peptide

Leu Thr
15

Thr Pro

signal peptide

Leu Thr
15

Thr Pro



<213> Artificial Sequence

<220>

<223> SIRPalpha epitope 24, 52-98 of SIRPalpha without signal peptide

<400> 182

Gln Lys Glu Gly His Phe Pro Arg Val Thr Thr Val Ser Asp Leu Thr
1 5 10 15

Lys Arg Asn Asn Met Asp Phe Ser Ile Arg Ile Gly Asn Ile Thr Pro
20 25 30

Ala Asp Ala Gly Thr Tyr Tyr Cys Val Lys Phe Arg Lys Gly Ser
35 40 45

<210> 183

<211> 8

<212> PRT

<213> Artificial Sequence

<220>

<223> SIRPalpha epitope 26, 67-74 of SIRPalpha without signal peptide

<400> 183

Thr Lys Arg Asn Asn Met Asp Phe
1 5

<210> 184

<211> 27

<212> PRT

<213> Artificial Sequence

<220>

<223> SIRPalpha epitope 27, 67-93 of SIRPalpha without signal peptide

<400> 184

Thr Lys Arg Asn Asn Met Asp Phe Ser Ile Arg Ile Gly Asn Ile Thr
1 5 10 15

Pro Ala Asp Ala Gly Thr Tyr Tyr Cys Val Lys
20 25

<210> 185
<211> 29
<212> PRT



<213>

<220>
<223>

<400>

Artificial Sequence

SIRPalpha epitope 28, 67-95 of SIRPalpha without signal peptide

185

Thr Lys Arg Asn Asn Met Asp Phe Ser Ile Arg Ile Gly Asn Ile Thr

1

5

10 15

Pro Ala Asp Ala Gly Thr Tyr Tyr Cys Val Lys Phe Arg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

20

186
30
PRT
Artificial Sequence

25

SIRPalpha epitope 29, 67-96 of SIRPalpha without signal peptide

186

Thr Lys Arg Asn Asn Met Asp Phe Ser Ile Arg Ile Gly Asn Ile Thr

1

5

10 15

Pro Ala Asp Ala Gly Thr Tyr Tyr Cys Val Lys Phe Arg Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

20

187
32
PRT
Artificial Sequence

25 30

SIRPalpha epitope 30, 67-98 of SIRPalpha without signal peptide

187

Thr Lys Arg Asn Asn Met Asp Phe Ser Ile Arg Ile Gly Asn Ile Thr

1

5

10 15

Pro Ala Asp Ala Gly Thr Tyr Tyr Cys Val Lys Phe Arg Lys Gly Ser

<210>
<211>
<212>

20

188
6
PRT

25 30



<213>

<220>
<223>

<400>

Artificial Sequence

SIRPalpha epitope 31, 69-74 of SIRPalpha without signal peptide

188

Arg Asn Asn Met Asp Phe

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

189

25

PRT

Artificial Sequence

SIRPalpha epitope 32, 69-93 of SIRPalpha without signal peptide

189

Arg Asn Asn Met Asp Phe Ser Ile Arg Ile Gly Asn Ile Thr Pro Ala

1

5 10 15

Asp Ala Gly Thr Tyr Tyr Cys Val Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

20 25

190
27
PRT
Artificial Sequence

SIRPalpha epitope 33, 69-95 of SIRPalpha without signal peptide

190

Arg Asn Asn Met Asp Phe Ser Ile Arg Ile Gly Asn Ile Thr Pro Ala

1

5 10 15

Asp Ala Gly Thr Tyr Tyr Cys Val Lys Phe Arg

<210>
<211>
<212>
<213>

<220>
<223>

20 25

191
28
PRT
Artificial Sequence

SIRPalpha epitope 34, 69-96 of SIRPalpha without signal peptide



<400> 191

Arg Asn Asn Met Asp Phe Ser Ile Arg Ile Gly Asn Ile Thr Pro Ala
1 5 10 15

Asp Ala Gly Thr Tyr Tyr Cys Val Lys Phe Arg Lys
20 25

<210> 192
<211> 30
<212> PRT
<213> Artificial Sequence

<220>
<223> SIRPalpha epitope 35, 69-98 of SIRPalpha without signal peptide

<400> 192

Arg Asn Asn Met Asp Phe Ser Ile Arg Ile Gly Asn Ile Thr Pro Ala
1 5 10 15

Asp Ala Gly Thr Tyr Tyr Cys Val Lys Phe Arg Lys Gly Ser
20 25 30

<210> 193
<211> 20
<212> PRT
<213> Artificial Sequence

<220>
<223> SIRPalpha epitope 36, 74-93 of SIRPalpha without signal peptide

<400> 193

Phe Ser Ile Arg Ile Gly Asn Ile Thr Pro Ala Asp Ala Gly Thr Tyr
1 5 10 15

Tyr Cys Val Lys
20

<210> 194

<211> 22

<212> PRT

<213> Artificial Sequence

<220>
<223> SIRPalpha epitope 37, 74-95 of SIRPalpha without signal peptide



<400>

194

Phe Ser Ile Arg Ile Gly Asn Ile Thr Pro Ala Asp Ala Gly Thr Tyr

1

5 10 15

Tyr Cys Val Lys Phe Arg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

20

195

23

PRT

Artificial Sequence

SIRPalpha epitope 38, 74-96 of SIRPalpha without signal peptide

195

Phe Ser Ile Arg Ile Gly Asn Ile Thr Pro Ala Asp Ala Gly Thr Tyr

1

5 10 15

Tyr Cys Val Lys Phe Arg Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

20

196

25

PRT

Artificial Sequence

SIRPalpha epitope 39, 74-98 of SIRPalpha without signal peptide

196

Phe Ser Ile Arg Ile Gly Asn Ile Thr Pro Ala Asp Ala Gly Thr Tyr

1

5 10 15

Tyr Cys Val Lys Phe Arg Lys Gly Ser

<210>
<211>
<212>
<213>

<220>
<223>

20 25

197

23

PRT

Artificial Sequence

VL FR1 of Antibodies SIRPAB-6 and SIRPAB-7



<400>

197

Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1

5 10 15

Asp Arg Val Thr Ile Thr Cys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

20

198

4

PRT

Artificial Sequence

SIRPalpha epitope 41, 93-96 of SIRPalpha without signal peptide

198

Lys Phe Arg Lys

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

199

6

PRT

Artificial Sequence

SIRPalpha epitope 42, 93-98 of SIRPalpha without signal peptide

199

Lys Phe Arg Lys Gly Ser

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

200
214
PRT
Artificial Sequence

Light Chain Sequence for SIRPAB-1 to SIRPAB-5, SIRPAB-17 and
SIRPAB-18

200

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1

5 10 15



Asp

Leu

Tyr

Ser

65

Glu

Thr

Pro

Thr

Lys

145

Glu

Ser

Ala

Phe

Arg

Asn

Asp

50

Gly

Asp

Phe

Ser

Ala

130

Val

Ser

Thr

Cys

Asn
210

<210>
<211>

Val

Trp

35

Ala

Ser

Ile

Gly

Val

115

Ser

Gln

Val

Leu

Glu

195

Arg

201

Thr

20

Tyr

Ser

Gly

Ala

Gly

100

Phe

Val

Trp

Thr

Thr

180

Val

Gly

Ile

Gln

Asn

Thr

Thr

85

Gly

Ile

Val

Lys

Glu

165

Leu

Thr

Glu

Thr

Gln

Leu

Asp

70

Tyr

Thr

Phe

Cys

Val

150

Gln

Ser

His

Cys

Cys

Lys

Ala

55

Phe

Tyr

Lys

Pro

Leu

135

Asp

Asp

Lys

Gln

Gln

Pro

40

Thr

Thr

Cys

Val

Pro

120

Leu

Asn

Ser

Ala

Gly
200

Ala

25

Gly

Gly

Phe

Gln

Glu

105

Ser

Asn

Ala

Lys

Asp

185

Leu

Ser

Lys

Val

Thr

Gln

90

Ile

Asp

Asn

Leu

Asp

170

Tyr

Ser

Gln

Ala

Pro

Ile

75

Phe

Lys

Glu

Phe

Gln

155

Ser

Glu

Ser

Asp

Pro

Ser

60

Ser

Ala

Arg

Gln

Tyr

140

Ser

Thr

Lys

Pro

Ile

Lys

45

Arg

Ser

Tyr

Thr

Leu

125

Pro

Gly

Tyr

His

Val
205

Ser

30

Leu

Phe

Leu

Leu

Val

110

Lys

Arg

Asn

Ser

Lys

190

Thr

Asn

Leu

Ser

Gln

Pro

95

Ala

Ser

Glu

Ser

Leu

175

Val

Lys

Tyr

Ile

Gly

Pro

80

Trp

Ala

Gly

Ala

Gln

160

Ser

Tyr

Ser



<212> PRT
<213> Artificial Sequence

<220>
<223> SIRPalpha epitope 44, 95-98 of SIRPalpha without signal peptide

<400> 201
Arg Lys Gly Ser
1

<210> 202
<211> 214
<212> PRT
<213> Artificial Sequence

<220>
223> Light Chain Sequence for SIRPAB-6 and SIRPAB-7

<400> 202
Asp Ile Gln Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Ser Asn Tyr
20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Ile Ala Thr Tyr Tyr Cys Gln Gln Phe Ala Tyr Leu Pro Tyr
85 90 95

Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys Arg Thr Val Ala Ala
100 105 110

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
115 120 125



Thr Ala
130

Lys Val
145

Glu Ser

Ser Thr

Ala Cys

Phe Asn
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Glu Glu
1

Ala Gly

Val Gly

Ile Tyr
50

Asp Leu
65

Ser

Gln

Val

Leu

Glu
195

Arg

203
107
PRT

Val

Trp

Thr

Thr

180

Val

Gly

Val Cys

Lys Val
150

Glu Gln

165

Leu Ser

Thr His

Glu Cys

Leu

135

Asp

Asp

Lys

Gln

Artificial Sequence

SIRPalpha IgV domain

203

Glu

Glu

Pro

35

Asn

Thr

Leu

Thr

20

Ile

Gln

Lys

Gln Val

Ala Thr

Gln Trp

Lys Glu

Arg Asn
70

Ile

Leu

Phe

Gly

55

Asn

Leu

Asn

Ser

Ala

Gly
200

Gln

Arg

Arg

40

His

Met

Asn

Ala

Lys

Asp

185

Leu

Pro

Cys

25

Gly

Phe

Asp

Asn

Leu

Asp

170

Tyr

Ser

Asp

10

Thr

Ala

Pro

Phe

Phe

Gln

155

Ser

Glu

Ser

Lys

Ala

Gly

Arg

Ser
75

Tyr
140

Ser

Thr

Pro

Ser

Thr

Pro

Val

60

Ile

Pro

Gly

Tyr

His

Val
205

Val

Ser

Gly

45

Thr

Arg

Arg

Asn

Ser

Lys

190

Thr

Leu

Leu

30

Arg

Thr

Ile

Glu

Ser

Leu

175

Val

Lys

Val

15

Ile

Glu

Val

Gly

Ala

Gln

160

Ser

Tyr

Ser

Ala

Pro

Leu

Ser

Asn
80



Ile Thr Pro Ala Asp Ala Gly Thr Tyr Tyr Cys Val Lys Phe Arg Lys

85

90

Gly Ser Pro Asp Asp Val Glu Phe Lys Ser Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

100

204
450
PRT

Artificial Sequence

Heavy Chain Sequence

204

Gln Val Gln Leu

1

Ser

Gly

Gly

Gln

65

Met

Ala

Gly

Phe

Val

Ile

Trp

50

Gly

Glu

Arg

Thr

Pro
130

Lys Vval
20

Val Trp
35

Ile Ser

Arg Val

Leu Arg

Glu Ala
100

Leu Val
115

Leu Ala

Val Gln
5

Ser Cys

Val Arg

Ala Tyr

Thr Met

70

Ser Leu

85

Gly Ser

Thr Val

Pro Ser

Ser

Lys

Gln

Ala

55

Thr

Arg

Ser

Ser

Ser
135

for

Gly

Ala

Ala

40

Thr

Ser

Trp

Ser

120

Lys

105

SIRPAB-12

Ala

Ser

25

Pro

Glu

Asp

Asp

Tyr

105

Ala

Ser

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Asp

Ser

Thr

Val

Tyr

Gln

Asn

Ser

75

Thr

Phe

Thr

Ser

Thr

Gly

Tyr

60

Thr

Ala

Asp

Lys

Gly
140

Lys

Phe

Leu

45

Ala

Ser

Val

Leu

Gly

125

Gly

Pro

Thr

30

Glu

Gln

Thr

Tyr

Trp

110

Pro

Thr

95

Gly
15

Gly

Trp

Ala

Tyr

95

Ser

Ala

Ala

Tyr

Met

Leu

Tyr

80

Cys

Arg

Val

Ala



Leu

145

Trp

Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Val

305

Glu

Lys

Thr

Gly

Asn

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

Ala

290

Val

Tyr

Thr

Leu

Cys

Ser

Ser

Ser

195

Asn

His

Val

Thr

Glu

275

Lys

Ser

Lys

Ile

Pro
355

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Val

Cys

Ser

340

Pro

Val

Ala

165

Gly

Gly

Lys

Cys

Leu

245

Glu

Lys

Lys

Leu

Lys

325

Lys

Ser

Lys

150

Leu

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Ala

Arg

Asp

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Arg

295

Val

Ser

Lys

Glu

Tyr

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

Trp

280

Glu

Leu

Asn

Gly

Glu
360

Phe

Gly

Leu

185

Tyr

Lys

Pro

Lys

Val

265

Tyr

Glu

His

Lys

Gln

345

Met

Pro

Val

170

Ser

Ile

Val

Ala

Pro

250

Val

Val

Gln

Gln

Ala

330

Pro

Thr

Glu

155

His

Ser

Cys

Glu

Pro

235

Lys

Val

Asp

Tyr

Asp

315

Leu

Arg

Lys

Pro

Thr

Val

Asn

Pro

220

Glu

Asp

Asp

Gly

Asn

300

Trp

Pro

Glu

Asn

Val

Phe

Val

Val

205

Lys

Leu

Thr

Val

Val

285

Ser

Leu

Ala

Pro

Gln
365

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Glu

Thr

Asn

Pro

Gln

350

Val

Val

Ala

175

Val

His

Cys

Gly

Met

255

His

Val

Tyr

Gly

Ile

335

Val

Ser

Ser

160

Val

Pro

Lys

Asp

Gly

240

Ile

Glu

His

Arg

Lys

320

Glu

Tyr

Leu



Thr

Glu

385

Leu

Lys

Glu

Gly

Cys

370

Ser

Asp

Ser

Ala

Lys
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Leu Val Lys Gly

Asn Gly Gln Pro
390

Ser Asp Gly Ser
405

Arg Trp Gln Gln
420

Leu His Asn His
435

205
450
PRT

Phe

375

Glu

Phe

Gly

Tyr

Artificial Sequence

Heavy Chain Sequence

205

Gln Val Gln Leu Val Gln

1

5

Ser Val Lys Val Ser Cys

20

Gly Ile Val Trp Val Arg

35

Gly Trp Ile Ser Ala Tyr

50

Gln Gly Arg Val Thr Met

65

70

Ser

Lys

Gln

Ala

55

Thr

Tyr

Asn

Phe

Asn

Thr
440

for

Gly

Ala

Ala

40

Gly

Thr

Pro

Asn

Leu

Val

425

Gln

Ser Asp Ile
380

Tyr Lys Thr
395

Tyr Ser Lys
410

Phe Ser Cys

Lys Ser Leu

SIRPAB-12-K322A

Ala

Ser

25

Pro

Glu

Asp

Glu Val Lys
10

Gly Tyr Thr

Gly Gln Gly

Thr Asn Tyr
60

Thr Ser Thr
75

Ala

Thr

Leu

Ser

Ser
445

Lys

Phe

Leu

45

Ala

Ser

Val Glu Trp

Pro Pro Val
400

Thr Val Asp
415

Val Met His
430

Leu Ser Pro

Pro Gly Ala
15

Thr Gly Tyr
30

Glu Trp Met

Gln Lys Leu

Thr Ala Tyr
80



Met

Ala

Gly

Phe

Leu

145

Trp

Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Glu

Arg

Thr

Pro

130

Gly

Asn

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

Leu

Glu

Leu

115

Leu

Cys

Ser

Ser

Ser

195

Asn

His

Val

Thr

Glu
275

Arg

Ala

100

Val

Ala

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro

260

Val

Ser

85

Gly

Thr

Pro

Val

Ala

165

Gly

Gly

Lys

Cys

Leu

245

Glu

Lys

Leu

Ser

Val

Ser

Lys

150

Leu

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Arg

Ser

Ser

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Ser

Trp

Ser

120

Lys

Tyr

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

Trp
280

Asp

Tyr

105

Ala

Ser

Phe

Gly

Leu

185

Lys

Pro

Lys

Val

265

Tyr

Asp

90

Asp

Ser

Thr

Pro

Val

170

Ser

Ile

Val

Ala

Pro

250

Val

Val

Thr

Phe

Thr

Ser

Glu

155

His

Ser

Cys

Glu

Pro

235

Lys

Val

Asp

Ala

Asp

Lys

Gly

140

Pro

Thr

Val

Asn

Pro

220

Glu

Asp

Asp

Gly

Val

Leu

Gly

125

Gly

Val

Phe

Val

Val

205

Lys

Leu

Thr

Val

Val
285

Tyr

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Glu

Tyr

95

Ser

Ala

Val

Ala

175

Val

His

Cys

Gly

Met

255

His

Val

Cys

Arg

Val

Ala

Ser

160

Val

Pro

Lys

Asp

Gly

240

Ile

Glu

His



Asn

Val

305

Glu

Lys

Thr

Thr

Glu

385

Leu

Lys

Glu

Gly

Ala

290

Val

Tyr

Thr

Leu

Cys

370

Ser

Asp

Ser

Ala

Lys
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Lys

Ser

Lys

Ile

Pro

355

Leu

Asn

Ser

Arg

Leu

435

206
38
PRT

Thr

Val

Cys

Ser

340

Pro

Val

Gly

Asp

Trp

420

His

Lys

Leu

Ala

325

Lys

Ser

Lys

Gln

Gly

405

Gln

Asn

Pro

Thr

310

Val

Ala

Arg

Gly

Pro

390

Ser

Gln

His

Arg

295

Val

Ser

Lys

Glu

Phe

375

Glu

Phe

Gly

Tyr

Artificial Sequence

Glu

Leu

Asn

Gly

Glu

360

Tyr

Asn

Phe

Asn

Thr
440

Glu

His

Lys

Gln

345

Met

Pro

Asn

Leu

Val

425

Gln

Gln

Gln

Ala

330

Pro

Thr

Ser

Tyr

Tyr

410

Phe

Lys

Tyr

Asp

315

Leu

Arg

Lys

Asp

Lys

395

Ser

Ser

Ser

Asn

300

Trp

Pro

Glu

Asn

Ile

380

Thr

Lys

Cys

Leu

Ser

Leu

Ala

Pro

Gln

365

Ala

Thr

Leu

Ser

Ser
445

Thr

Asn

Pro

Gln

350

Val

Val

Pro

Thr

Val

430

Leu

Tyr

Gly

Ile

335

Val

Ser

Glu

Pro

Val

415

Met

Ser

Arg

Lys

320

Glu

Tyr

Leu

Trp

Val

400

Asp

His

Pro

Signal peptide sequence used for expression of SIRPalpha

206



Met Leu Leu Val Asn Gln Ser His Gln Gly Phe Asn Lys Glu His Thr

1

5

10

15

Ser Lys Met Val Ser Ala Ile Val Leu Tyr Val Leu Leu Ala Ala Ala

20

Ala His Ser Ala Phe Ala

<210>
<211>
<212>
<213>

<220>
<223>

<400>

35

207
449
PRT

Artificial Sequence

Heavy Chain Sequence

207

Gln Val Gln Leu

1

Thr

Gly

Trp

Leu

65

Ser

Cys

Thr

Leu

Ile

50

Lys

Leu

Ser

Thr

Ser Leu
20

Tyr Trp
35

Gly Ala

Ser Arg

Lys Leu

Lys Glu

100

Val Thr
115

Gln

Thr

Ser

Ile

Val

Ser

85

Gly

Val

Glu

Cys

Trp

Tyr

Thr

70

Ser

Tyr

Ser

Ser

Thr

Ile

Tyr

55

Ile

Val

His

Ser

for

Gly

Val

Arg

40

Ser

Ser

Thr

Ser

Ala
120

25

SIRPAB-18

Pro

Ser

25

Gln

Gly

Val

Ala

Gly

105

Ser

Gly

10

Gly

His

Pro

Asp

Ala

90

Met

Thr

Leu

Gly

Pro

Ile

Thr

75

Asp

Asp

Lys

Val

Ser

Gly

Tyr

60

Ser

Thr

Val

Gly

Lys

Ile

Lys

45

Tyr

Lys

Ala

Trp

Pro
125

30

Pro

Ser

30

Gly

Asn

Asn

Val

Gly

110

Ser

Ser

15

Ser

Leu

Pro

Gln

Tyr

95

Gln

Val

Gln

Gly

Glu

Ser

Phe

80

Tyr

Gly

Phe



Pro

Gly

145

Asn

Gln

Ser

Ser

Thr

225

Ser

Arg

Pro

Ala

Val

305

Tyr

Thr

Leu

130

Cys

Ser

Ser

Ser

Asn

210

His

Val

Thr

Glu

Lys

290

Ser

Lys

Ile

Ala

Leu

Gly

Ser

Leu

195

Thr

Thr

Phe

Pro

Val

275

Thr

Val

Cys

Ser

Pro

Val

Ala

Gly

180

Gly

Lys

Cys

Leu

Glu

260

Lys

Lys

Leu

Lys

Lys
340

Ser

Lys

Leu

165

Leu

Thr

Val

Pro

Phe

245

Val

Phe

Pro

Thr

Val

325

Ala

Ser

Asp

150

Thr

Tyr

Gln

Asp

Pro

230

Pro

Thr

Asn

Arg

Val

310

Ser

Lys

Lys

135

Tyr

Ser

Ser

Thr

Lys

215

Cys

Pro

Cys

Trp

Glu

295

Leu

Asn

Gly

Ser

Phe

Gly

Leu

Tyr

200

Lys

Pro

Lys

Val

Tyr

280

Glu

His

Lys

Gln

Thr

Pro

Val

Ser

185

Ile

Val

Ala

Pro

Val

265

Val

Gln

Gln

Ala

Pro
345

Ser

Glu

His

170

Ser

Cys

Glu

Pro

Lys

250

Val

Asp

Tyr

Asp

Leu

330

Arg

Gly

Pro

155

Thr

Val

Asn

Pro

Glu

235

Asp

Asp

Gly

Asn

Trp

315

Pro

Glu

Gly

140

Val

Phe

Val

Val

Lys

220

Leu

Thr

Val

Val

Ser

300

Leu

Ala

Pro

Thr

Thr

Pro

Thr

Asn

205

Ser

Leu

Leu

Ser

Glu

285

Thr

Asn

Pro

Gln

Ala

Val

Ala

Val

190

His

Cys

Gly

Met

His

270

Val

Tyr

Gly

Ile

Val
350

Ala

Ser

Val

175

Pro

Lys

Asp

Gly

Ile

255

Glu

His

Arg

Lys

Glu

335

Tyr

Leu

Trp

160

Leu

Ser

Pro

Lys

Pro

240

Ser

Asp

Asn

Val

Glu

320

Lys

Thr



Leu

Cys

Ser

385

Asp

Ser

Ala

Lys

Pro

Leu

370

Asn

Ser

Arg

Leu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Pro

355

Val

Gly

Asp

Trp

His

435

208
214
PRT

Ser

Lys

Gln

Gly

Gln

420

Asn

Arg

Gly

Pro

Ser

405

Gln

His

Glu

Phe

Glu

390

Phe

Gly

Tyr

Glu

Tyr

375

Asn

Phe

Asn

Thr

Artificial Sequence

Light Chain Sequence

208

Asp Ile Gln Met Thr Gln Ser

1

5

Asp Arg Val Thr Ile Thr Cys

20

Leu Asn Trp Tyr Gln Gln Lys

35

Tyr Asp Ala Ser Asn Ile Glu

50

55

Met

360

Pro

Asn

Leu

Val

Gln
440

for

Pro

Gln

Pro

40

Asp

Thr

Ser

Tyr

Tyr

Phe

425

Lys

Lys

Asp

Lys

Ser

410

Ser

Ser

Asn

Ile

Thr

395

Lys

Cys

Leu

SIRPAB-19

Gln

Ala

380

Thr

Leu

Ser

Ser

Ser Ser Leu Ser

10

Ala Ser Asp Asp

25

Gly Lys Ala Pro

Gly Val Pro Ser

60

Val

365

Val

Pro

Thr

Val

Leu
445

Ala

Ile

Lys

45

Arg

Ser

Glu

Pro

Val

Met

430

Ser

Leu

Trp

Val

Asp

415

His

Pro

Thr

Glu

Leu

400

Lys

Glu

Gly

Ser Val Gly

15

Ser Asp Tyr

30

Leu Leu Ile

Phe Ser Gly



Ser

65

Glu

Thr

Pro

Thr

Lys

145

Glu

Ser

Ala

Phe

Gly

Asp

Phe

Ser

Ala

130

Val

Ser

Thr

Cys

Asn
210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ser

Ile

Gly

Val
115

Ser

Gln

Val

Leu

Glu
195

Arg

209
214
PRT

Gly

Ala

Gly

100

Phe

Val

Trp

Thr

Thr

180

Val

Gly

Thr

Thr

85

Gly

Ile

Val

Lys

Glu

165

Leu

Thr

Glu

Asp

70

Thr

Phe

Val

150

Gln

Ser

His

Cys

Phe

Tyr

Lys

Pro

Leu

135

Asp

Asp

Lys

Gln

Artificial Sequence

Thr

Val

Pro

120

Leu

Asn

Ser

Ala

Gly
200

Phe

Gln

Glu

105

Ser

Asn

Ala

Lys

Asp

185

Leu

Thr

Gln

90

Ile

Asp

Asn

Leu

Asp

170

Tyr

Ser

Ile

75

Phe

Lys

Glu

Phe

Gln

155

Ser

Glu

Ser

Light Chain Sequence for SIRPAB-20

209

Ser

Ala

Arg

Gln

Tyr

140

Ser

Thr

Pro

Ser

Tyr

Thr

Leu

125

Pro

Gly

Tyr

His

Val
205

Leu

Leu

Val

110

Lys

Arg

Asn

Ser

Lys

190

Thr

Gln

Pro

95

Ala

Ser

Glu

Ser

Leu

175

Val

Lys

Pro

80

Trp

Ala

Gly

Ala

Gln

160

Ser

Tyr

Ser

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1

5

10

15



Asp

Leu

Tyr

Ser

65

Glu

Thr

Pro

Thr

Lys

145

Glu

Ser

Ala

Phe

Arg

Asn

Asp

50

Gly

Asp

Phe

Ser

Ala

130

Val

Ser

Thr

Cys

Asn
210

Val

Trp

35

Ala

Ser

Ile

Gly

Val

115

Ser

Gln

Val

Leu

Glu

195

Arg

Thr

20

Tyr

Asp

Gly

Ala

Gly

100

Phe

Val

Trp

Thr

Thr

180

Val

Gly

Ile

Gln

Asn

Thr

Thr

85

Gly

Ile

Val

Lys

Glu

165

Leu

Thr

Glu

Thr

Gln

Leu

Asp

70

Thr

Phe

Val

150

Gln

Ser

His

Cys

Cys

Lys

Glu

55

Phe

Tyr

Lys

Pro

Leu

135

Asp

Asp

Lys

Gln

Gln

Pro

40

Thr

Thr

Cys

Val

Pro

120

Leu

Asn

Ser

Ala

Gly
200

Ala

25

Gly

Phe

Gln

Glu

105

Ser

Asn

Ala

Lys

Asp

185

Leu

Ser

Lys

Val

Thr

Gln

90

Ile

Asp

Asn

Leu

Asp

170

Tyr

Ser

Gln

Ala

Pro

Ile

75

Phe

Lys

Glu

Phe

Gln

155

Ser

Glu

Ser

Asp

Pro

Ser

60

Ser

Ala

Arg

Gln

Tyr

140

Ser

Thr

Pro

Ile

Lys

45

Arg

Ser

Tyr

Thr

Leu

125

Pro

Gly

Tyr

His

Val
205

Ser

30

Leu

Phe

Leu

Leu

Val

110

Lys

Arg

Asn

Ser

Lys

190

Thr

Asp

Leu

Ser

Gln

Pro

95

Ala

Ser

Glu

Ser

Leu

175

Val

Lys

Tyr

Ile

Gly

Pro

80

Trp

Ala

Gly

Ala

Gln

160

Ser

Tyr

Ser



<210>
<211>
<212>
<213>

<220>
<223>

<400>

210
214
PRT

Artificial Sequence

Light Chain Sequence

210

Asp Ile Gln

1

Asp

Leu

Tyr

Ser

65

Glu

Thr

Pro

Thr

Lys

145

Glu

Arg

Asn

Asp

50

Gly

Asp

Phe

Ser

Ala

130

Val

Ser

Val

Trp

35

Ala

Ser

Ile

Gly

Val

115

Ser

Gln

Val

Met

Thr

20

Tyr

Ser

Gly

Ala

Gly

100

Phe

Val

Trp

Thr

Thr

Ile

Gln

Asn

Thr

Thr

85

Gly

Ile

Val

Lys

Glu
165

Gln

Thr

Gln

Leu

Asp

70

Thr

Phe

Val
150

Gln

Ser

Cys

Lys

Glu

55

Phe

Tyr

Lys

Pro

Leu

135

Asp

Asp

for

Pro

Gln

Pro

40

Thr

Thr

Cys

Val

Pro

120

Leu

Asn

Ser

SIRPAB-21

Ser

Ala

25

Gly

Phe

Gln

Glu

105

Ser

Asn

Ala

Lys

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

Asp

Asn

Leu

Asp
170

Leu

Asp

Ala

Pro

Ile

75

Phe

Lys

Glu

Phe

Gln

155

Ser

Ser

Asp

Pro

Ser

60

Ser

Ala

Arg

Gln

Tyr

140

Ser

Thr

Ala

Ile

Lys

45

Arg

Ser

Tyr

Thr

Leu

125

Pro

Gly

Tyr

Ser

Ser

30

Leu

Phe

Leu

Leu

Val

110

Lys

Arg

Asn

Ser

Val

15

Asp

Leu

Ser

Gln

Pro

95

Ala

Ser

Glu

Ser

Leu
175

Gly

Tyr

Ile

Gly

Pro

80

Trp

Ala

Gly

Ala

Gln

160

Ser



Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr

180

185

190

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser

195

Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

211
107
PRT

Artificial Sequence

200

LC constance region sequences after VL

211

Arg Thr Val Ala

1

Gln

Tyr

Ser

Thr

65

Lys

Pro

Leu

Pro

Gly

50

Tyr

His

Val

<210>
<211>
<212>
<213>

Lys Ser
20

Arg Glu
35

Asn Ser

Ser Leu

Lys Vval

Thr Lys
100

212
449
PRT

Ala

Gly

Ala

Gln

Ser

Tyr

85

Ser

Pro

Thr

Glu

Ser

70

Ala

Phe

Ser

Ala

Val

Ser

55

Thr

Cys

Asn

Artificial Sequence

Val

Ser

Gln

40

Val

Leu

Glu

Arg

Phe

Val

25

Trp

Thr

Thr

Val

Gly
105

Ile
10

Val

Lys

Glu

Leu

Thr

90

Glu

Phe

Cys

Val

Gln

Ser

75

His

Cys

Pro

Leu

Asp
60

Lys

Gln

205

Pro

Leu

Asn

45

Ser

Ala

Gly

Ser

Asn

30

Ala

Lys

Asp

Leu

Asp

15

Asn

Leu

Asp

Tyr

Ser
95

Glu

Phe

Gln

Ser

Glu

80

Ser



<220>
<223> Heavy Chain Sequence for SIRPAB-1

<400> 212
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln
1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Gly
20 25 30

Gly Tyr Tyr Trp Ser Trp Ile Arg Gln His Pro Gly Lys Gly Leu Glu
35 40 45

Trp Ile Gly Ser Ile Tyr Tyr Ser Gly Ser Thr Tyr Tyr Asn Pro Ser
50 55 60

Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe
65 70 75 80

Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr
85 90 95

Cys Ala Arg Glu Gly Tyr His Ser Gly Met Asp Val Trp Gly Gln Gly
100 105 110

Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe
115 120 125

Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu
130 135 140

Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp
145 150 155 160

Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu
165 170 175

Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser
180 185 190



Ser

Ser

Thr

225

Ser

Arg

Pro

Ala

Val

305

Tyr

Thr

Leu

Cys

Ser

385

Asp

Ser

Asn

210

His

Val

Thr

Glu

Lys

290

Ser

Lys

Ile

Pro

Leu

370

Asn

Ser

Leu

195

Thr

Thr

Phe

Pro

Val

275

Thr

Val

Cys

Ser

Pro

355

Val

Gly

Asp

Gly

Lys

Cys

Leu

Glu

260

Lys

Lys

Leu

Lys

Lys

340

Ser

Lys

Gln

Gly

Thr

Val

Pro

Phe

245

Val

Phe

Pro

Thr

Val

325

Ala

Arg

Gly

Pro

Ser
405

Gln

Asp

Pro

230

Pro

Thr

Asn

Arg

Val

310

Ser

Lys

Glu

Phe

Glu

390

Phe

Thr

Lys

215

Cys

Pro

Cys

Trp

Glu

295

Leu

Asn

Gly

Glu

Tyr

375

Asn

Phe

Tyr

200

Lys

Pro

Lys

Val

Tyr

280

Glu

His

Lys

Gln

Met

360

Pro

Asn

Leu

Ile

Val

Ala

Pro

Val

265

Val

Gln

Gln

Ala

Pro

345

Thr

Ser

Tyr

Tyr

Cys

Glu

Pro

Lys

250

Val

Asp

Tyr

Asp

Leu

330

Arg

Lys

Asp

Lys

Ser
410

Asn

Pro

Glu

235

Asp

Asp

Gly

Asn

Trp

315

Pro

Glu

Asn

Ile

Thr

395

Lys

Val

Lys

220

Leu

Thr

Val

Val

Ser

300

Leu

Ala

Pro

Gln

Ala

380

Thr

Leu

Asn

205

Ser

Leu

Leu

Ser

Glu

285

Thr

Asn

Pro

Gln

Val

365

Val

Pro

Thr

His

Cys

Gly

Met

His

270

Val

Tyr

Gly

Ile

Val

350

Ser

Glu

Pro

Val

Lys

Asp

Gly

Ile

255

Glu

His

Arg

Lys

Glu

335

Tyr

Leu

Trp

Val

Asp
415

Pro

Lys

Pro

240

Ser

Asp

Asn

Val

Glu

320

Lys

Thr

Thr

Glu

Leu

400

Lys



Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu

420

425 430

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly

Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Gln Val
1

Thr Leu

Gly Asp

Trp Ile

50

Leu Lys

65

Ser Leu

Cys Ala

Thr Thr

435

213
449
PRT
Artificial Sequence

Heavy Chain Sequence
213

Gln Leu Gln Glu Ser

Ser Leu Thr Cys Thr
20

Tyr Trp Ala Trp Ile
35

Gly Tyr Ile Tyr Pro
55

Ser Arg Val Thr Ile
70

Lys Leu Ser Ser Val
85

Arg Glu Gly Tyr His
100

Val Thr Val Ser Ser
115

440

for

Gly

Val

Arg

40

Ser

Ser

Thr

Ser

Ala
120

445

SIRPAB-2

Pro Gly Leu Val Lys Pro Ser Gln
10 15

Ser Gly Gly Ser Ile Ser Ser Gly
25 30

Gln His Pro Gly Lys Gly Leu Glu
45

Gly Phe Thr Tyr Tyr Asn Pro Ser
60

Val Asp Thr Ser Lys Asn Gln Phe
75 80

Ala Ala Asp Thr Ala Val Tyr Tyr
90 95

Gly Met Asp Val Trp Gly Gln Gly
105 110

Ser Thr Lys Gly Pro Ser Val Phe
125



Pro

Gly

145

Asn

Gln

Ser

Ser

Thr

225

Ser

Arg

Pro

Ala

Val

305

Tyr

Leu

130

Cys

Ser

Ser

Ser

Asn

210

His

Val

Thr

Glu

Lys

290

Ser

Lys

Ala

Leu

Gly

Ser

Leu

195

Thr

Thr

Phe

Pro

Val

275

Thr

Val

Cys

Pro

Val

Ala

Gly

180

Gly

Lys

Cys

Leu

Glu

260

Lys

Lys

Leu

Lys

Ser

Lys

Leu

165

Leu

Thr

Val

Pro

Phe

245

Val

Phe

Pro

Thr

Val
325

Ser

Asp

150

Thr

Tyr

Gln

Asp

Pro

230

Pro

Thr

Asn

Arg

Val

310

Ser

Lys

135

Tyr

Ser

Ser

Thr

Lys

215

Cys

Pro

Cys

Trp

Glu

295

Leu

Asn

Ser

Phe

Gly

Leu

Tyr

200

Lys

Pro

Lys

Val

Tyr

280

Glu

His

Lys

Thr

Pro

Val

Ser

185

Ile

Val

Ala

Pro

Val

265

Val

Gln

Gln

Ala

Ser

Glu

His

170

Ser

Cys

Glu

Pro

Lys

250

Val

Asp

Tyr

Asp

Leu
330

Gly

Pro

155

Thr

Val

Asn

Pro

Glu

235

Asp

Asp

Gly

Asn

Trp

315

Pro

Gly

140

Val

Phe

Val

Val

Lys

220

Leu

Thr

Val

Val

Ser

300

Leu

Ala

Thr

Thr

Pro

Thr

Asn

205

Ser

Leu

Leu

Ser

Glu

285

Thr

Asn

Pro

Ala

Val

Ala

Val

190

His

Cys

Gly

Met

His

270

Val

Tyr

Gly

Ile

Ala

Ser

Val

175

Pro

Lys

Asp

Gly

Ile

255

Glu

His

Arg

Lys

Glu
335

Leu

Trp

160

Leu

Ser

Pro

Lys

Pro

240

Ser

Asp

Asn

Val

Glu

320

Lys



Thr

Leu

Cys

Ser

385

Asp

Ser

Ala

Lys

Ile

Pro

Leu

370

Asn

Ser

Arg

Leu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ser

Pro

355

Val

Gly

Asp

Trp

His

435

214
449
PRT

Lys

340

Ser

Lys

Gln

Gly

Gln

420

Asn

Ala

Arg

Gly

Pro

Ser

405

Gln

His

Lys

Glu

Phe

Glu

390

Phe

Gly

Tyr

Gly

Glu

Tyr

375

Asn

Phe

Asn

Thr

Artificial Sequence

Heavy Chain Sequence

214

Gln Val Gln Leu Gln Glu Ser

1

5

Thr Leu Ser Leu Thr Cys Thr

20

Gly Trp Tyr Trp Gln Trp Ile

35

Gln

Met

360

Pro

Asn

Leu

Val

Gln
440

for

Gly

Val

Arg
40

Pro

345

Thr

Ser

Tyr

Tyr

Phe
425

SIRPAB-3

Arg

Lys

Asp

Lys

Ser

410

Ser

Ser

Glu

Asn

Ile

Thr

395

Lys

Cys

Leu

Pro

Gln

Ala

380

Thr

Leu

Ser

Ser

Pro Gly Leu Val

10

Ser Gly Gly Ser

25

Gln His Pro Gly

Gln

Val

365

Val

Pro

Thr

Val

Leu
445

Val
350

Ser

Glu

Pro

Val

Met

430

Ser

Tyr

Leu

Trp

Val

Asp

415

His

Pro

Thr

Thr

Glu

Leu

400

Lys

Glu

Gly

Lys Pro Ser Gln

15

Ile Ser Ser Gly

30

Lys Gly Leu Glu

45



Trp

Leu

65

Ser

Cys

Thr

Pro

Gly

145

Asn

Gln

Ser

Ser

Thr

225

Ser

Arg

Ile

50

Lys

Leu

Ala

Thr

Leu

130

Cys

Ser

Ser

Ser

Asn

210

His

Val

Thr

Gly

Ser

Lys

Arg

Val

115

Ala

Leu

Gly

Ser

Leu

195

Thr

Thr

Phe

Pro

Thr

Arg

Leu

Glu

100

Thr

Pro

Val

Ala

Gly

180

Gly

Lys

Cys

Leu

Glu
260

Ile

Val

Ser

85

Gly

Val

Ser

Lys

Leu

165

Leu

Thr

Val

Pro

Phe

245

Val

Tyr

Thr

70

Ser

Tyr

Ser

Ser

Asp

150

Thr

Tyr

Gln

Asp

Pro

230

Pro

Thr

Tyr

55

Ile

Val

His

Ser

Lys

135

Tyr

Ser

Ser

Thr

Lys

215

Cys

Pro

Cys

Ser

Ser

Thr

Ser

Ala

120

Ser

Phe

Gly

Leu

Tyr

200

Lys

Pro

Lys

Val

Gly

Val

Ala

Gly

105

Ser

Thr

Pro

Val

Ser

185

Ile

Val

Ala

Pro

Val
265

Ser

Asp

Ala

90

Met

Thr

Ser

Glu

His

170

Ser

Cys

Glu

Pro

Lys

250

Val

Thr

Thr

75

Asp

Asp

Lys

Gly

Pro

155

Thr

Val

Asn

Pro

Glu

235

Asp

Asp

Phe

60

Ser

Thr

Val

Gly

Gly

140

Val

Phe

Val

Val

Lys

220

Leu

Thr

Val

Tyr

Lys

Ala

Trp

Pro

125

Thr

Thr

Pro

Thr

Asn

205

Ser

Leu

Leu

Ser

Asn

Asn

Val

Gly

110

Ser

Ala

Val

Ala

Val

190

His

Cys

Gly

Met

His
270

Pro

Gln

Tyr

95

Gln

Val

Ala

Ser

Val

175

Pro

Lys

Asp

Gly

Ile

255

Glu

Ser

Phe

80

Tyr

Gly

Phe

Leu

Trp

160

Leu

Ser

Pro

Lys

Pro

240

Ser

Asp



Pro

Ala

Val

305

Tyr

Thr

Leu

Cys

Ser

385

Asp

Ser

Ala

Lys

Glu

Lys

290

Ser

Lys

Ile

Pro

Leu

370

Asn

Ser

Arg

Leu

<210>
<211>
<212>
<213>

Val

275

Thr

Val

Cys

Ser

Pro

355

Val

Gly

Asp

Trp

His

435

215
449
PRT

Lys

Lys

Leu

Lys

Lys

340

Ser

Lys

Gln

Gly

Gln

420

Asn

Phe

Pro

Thr

Val

325

Ala

Arg

Gly

Pro

Ser

405

Gln

His

Asn

Arg

Val

310

Ser

Lys

Glu

Phe

Glu

390

Phe

Gly

Tyr

Trp

Glu

295

Leu

Asn

Gly

Glu

Tyr

375

Asn

Phe

Asn

Thr

Artificial Sequence

Tyr

280

Glu

His

Lys

Gln

Met

360

Pro

Asn

Leu

Val

Gln
440

Val

Gln

Gln

Ala

Pro

345

Thr

Ser

Tyr

Tyr

Phe

425

Lys

Asp

Tyr

Asp

Leu

330

Arg

Lys

Asp

Lys

Ser

410

Ser

Ser

Gly

Asn

Trp

315

Pro

Glu

Asn

Ile

Thr

395

Lys

Cys

Leu

Val

Ser

300

Leu

Ala

Pro

Gln

Ala

380

Thr

Leu

Ser

Ser

Glu

285

Thr

Asn

Pro

Gln

Val

365

Val

Pro

Thr

Val

Leu
445

Val

Tyr

Gly

Ile

Val

350

Ser

Glu

Pro

Val

Met

430

Ser

His

Arg

Lys

Glu

335

Tyr

Leu

Trp

Val

Asp

415

His

Pro

Asn

Val

Glu

320

Lys

Thr

Thr

Glu

Leu

400

Lys

Glu

Gly



<220>
<223>

<400>

215

Gln Val Gln

1

Thr

Ser

Trp

Leu

65

Ser

Cys

Thr

Pro

Gly

145

Asn

Gln

Leu

Pro

Ile

50

Lys

Leu

Ala

Thr

Leu

130

Cys

Ser

Ser

Ser

Tyr

35

Gly

Ser

Lys

Arg

Val

115

Ala

Leu

Gly

Ser

Leu

Leu

20

Trp

Tyr

Arg

Leu

Glu

100

Thr

Pro

Val

Ala

Gly
180

Gln

Thr

Ser

Ile

Val

Ser

85

Gly

Val

Ser

Lys

Leu

165

Leu

Glu

Cys

Trp

Tyr

Thr

70

Ser

Tyr

Ser

Ser

Asp

150

Thr

Tyr

Heavy Chain Sequence

Ser

Thr

Ile

Ala

55

Ile

Val

His

Ser

Lys

135

Tyr

Ser

Ser

for

Gly

Val

Arg

40

Ser

Ser

Thr

Ser

Ala

120

Ser

Phe

Gly

Leu

SIRPAB-4

Pro

Ser

25

Gln

Gly

Val

Ala

Gly

105

Ser

Thr

Pro

Val

Ser
185

Gly

10

Gly

His

Phe

Asp

Ala

90

Met

Thr

Ser

Glu

His

170

Ser

Leu

Gly

Pro

Thr

Thr

75

Asp

Asp

Lys

Gly

Pro

155

Thr

Val

Val

Ser

Gly

Tyr

60

Ser

Thr

Val

Gly

Gly

140

Val

Phe

Val

Lys

Ile

Lys

45

Tyr

Lys

Ala

Trp

Pro

125

Thr

Thr

Pro

Thr

Pro

Ser

30

Gly

Asn

Asn

Val

Gly

110

Ser

Ala

Val

Ala

Val
190

Ser

15

Ser

Leu

Pro

Gln

Tyr

95

Gln

Val

Ala

Ser

Val

175

Pro

Gln

Gly

Glu

Ser

Phe

80

Tyr

Gly

Phe

Leu

Trp

160

Leu

Ser



Ser

Ser

Thr

225

Ser

Arg

Pro

Ala

Val

305

Tyr

Thr

Leu

Cys

Ser

385

Asp

Ser

Asn

210

His

Val

Thr

Glu

Lys

290

Ser

Lys

Ile

Pro

Leu

370

Asn

Ser

Leu

195

Thr

Thr

Phe

Pro

Val

275

Thr

Val

Cys

Ser

Pro

355

Val

Gly

Asp

Gly

Lys

Cys

Leu

Glu

260

Lys

Lys

Leu

Lys

Lys

340

Ser

Lys

Gln

Gly

Thr

Val

Pro

Phe

245

Val

Phe

Pro

Thr

Val

325

Ala

Arg

Gly

Pro

Ser
405

Gln

Asp

Pro

230

Pro

Thr

Asn

Arg

Val

310

Ser

Lys

Glu

Phe

Glu

390

Phe

Thr

Lys

215

Cys

Pro

Cys

Trp

Glu

295

Leu

Asn

Gly

Glu

Tyr

375

Asn

Phe

Tyr

200

Lys

Pro

Lys

Val

Tyr

280

Glu

His

Lys

Gln

Met

360

Pro

Asn

Leu

Ile

Val

Ala

Pro

Val

265

Val

Gln

Gln

Ala

Pro

345

Thr

Ser

Tyr

Tyr

Cys

Glu

Pro

Lys

250

Val

Asp

Tyr

Asp

Leu

330

Arg

Lys

Asp

Lys

Ser
410

Asn

Pro

Glu

235

Asp

Asp

Gly

Asn

Trp

315

Pro

Glu

Asn

Ile

Thr

395

Lys

Val

Lys

220

Leu

Thr

Val

Val

Ser

300

Leu

Ala

Pro

Gln

Ala

380

Thr

Leu

Asn

205

Ser

Leu

Leu

Ser

Glu

285

Thr

Asn

Pro

Gln

Val

365

Val

Pro

Thr

His

Cys

Gly

Met

His

270

Val

Tyr

Gly

Ile

Val

350

Ser

Glu

Pro

Val

Lys

Asp

Gly

Ile

255

Glu

His

Arg

Lys

Glu

335

Tyr

Leu

Trp

Val

Asp
415

Pro

Lys

Pro

240

Ser

Asp

Asn

Val

Glu

320

Lys

Thr

Thr

Glu

Leu

400

Lys



Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu

420

425 430

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly

Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Gln Val
1

Thr Leu

Pro Ala

Trp Ile

50

Leu Lys

65

Ser Leu

Cys Ala

Thr Thr

435

216
449
PRT
Artificial Sequence

Heavy Chain Sequence
216

Gln Leu Gln Glu Ser

Ser Leu Thr Cys Thr
20

Tyr Trp Ser Trp Ile
35

Gly Thr Ile Tyr Tyr
55

Ser Arg Val Thr Ile
70

Lys Leu Ser Ser Val
85

Arg Glu Gly Tyr His
100

Val Thr Val Ser Ser
115

440

for

Gly

Val

Arg

40

Ser

Ser

Thr

Ser

Ala
120

445

SIRPAB-5

Pro Gly Leu Val Lys Pro Ser Gln
10 15

Ser Gly Gly Ser Ile Ser Ser Gly
25 30

Gln His Pro Gly Lys Gly Leu Glu
45

Gly Ser Thr Phe Tyr Asn Pro Ser
60

Val Asp Thr Ser Lys Asn Gln Phe
75 80

Ala Ala Asp Thr Ala Val Tyr Tyr
90 95

Gly Met Asp Val Trp Gly Gln Gly
105 110

Ser Thr Lys Gly Pro Ser Val Phe
125



Pro

Gly

145

Asn

Gln

Ser

Ser

Thr

225

Ser

Arg

Pro

Ala

Val

305

Tyr

Leu

130

Cys

Ser

Ser

Ser

Asn

210

His

Val

Thr

Glu

Lys

290

Ser

Lys

Ala

Leu

Gly

Ser

Leu

195

Thr

Thr

Phe

Pro

Val

275

Thr

Val

Cys

Pro

Val

Ala

Gly

180

Gly

Lys

Cys

Leu

Glu

260

Lys

Lys

Leu

Lys

Ser

Lys

Leu

165

Leu

Thr

Val

Pro

Phe

245

Val

Phe

Pro

Thr

Val
325

Ser

Asp

150

Thr

Tyr

Gln

Asp

Pro

230

Pro

Thr

Asn

Arg

Val

310

Ser

Lys

135

Tyr

Ser

Ser

Thr

Lys

215

Cys

Pro

Cys

Trp

Glu

295

Leu

Asn

Ser

Phe

Gly

Leu

Tyr

200

Lys

Pro

Lys

Val

Tyr

280

Glu

His

Lys

Thr

Pro

Val

Ser

185

Ile

Val

Ala

Pro

Val

265

Val

Gln

Gln

Ala

Ser

Glu

His

170

Ser

Cys

Glu

Pro

Lys

250

Val

Asp

Tyr

Asp

Leu
330

Gly

Pro

155

Thr

Val

Asn

Pro

Glu

235

Asp

Asp

Gly

Asn

Trp

315

Pro

Gly

140

Val

Phe

Val

Val

Lys

220

Leu

Thr

Val

Val

Ser

300

Leu

Ala

Thr

Thr

Pro

Thr

Asn

205

Ser

Leu

Leu

Ser

Glu

285

Thr

Asn

Pro

Ala

Val

Ala

Val

190

His

Cys

Gly

Met

His

270

Val

Tyr

Gly

Ile

Ala

Ser

Val

175

Pro

Lys

Asp

Gly

Ile

255

Glu

His

Arg

Lys

Glu
335

Leu

Trp

160

Leu

Ser

Pro

Lys

Pro

240

Ser

Asp

Asn

Val

Glu

320

Lys



Thr

Leu

Cys

Ser

385

Asp

Ser

Ala

Lys

Ile

Pro

Leu

370

Asn

Ser

Arg

Leu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ser

Pro

355

Val

Gly

Asp

Trp

His

435

217
451
PRT

Lys

340

Ser

Lys

Gln

Gly

Gln

420

Asn

Ala

Arg

Gly

Pro

Ser

405

Gln

His

Lys

Glu

Phe

Glu

390

Phe

Gly

Tyr

Gly

Glu

Tyr

375

Asn

Phe

Asn

Thr

Artificial Sequence

Heavy Chain Sequence

217

Gln Val Gln Leu Gln Glu Ser

1

5

Thr Leu Ser Leu Thr Cys Thr

20

Gly Tyr Tyr Trp Ser Trp Ile

35

Gln

Met

360

Pro

Asn

Leu

Val

Gln
440

for

Gly

Val

Arg
40

Pro

345

Thr

Ser

Tyr

Tyr

Phe
425

SIRPAB-6

Arg

Lys

Asp

Lys

Ser

410

Ser

Ser

Glu

Asn

Ile

Thr

395

Lys

Cys

Leu

Pro

Gln

Ala

380

Thr

Leu

Ser

Ser

Pro Gly Leu Val

10

Ser Gly Gly Ser

25

Gln His Pro Gly

Gln

Val

365

Val

Pro

Thr

Val

Leu
445

Val
350

Ser

Glu

Pro

Val

Met

430

Ser

Tyr

Leu

Trp

Val

Asp

415

His

Pro

Thr

Thr

Glu

Leu

400

Lys

Glu

Gly

Lys Pro Ser Gln

15

Ile Ser Ser Gly

30

Lys Gly Leu Glu

45



Trp

Leu

65

Ser

Cys

Gln

Val

Ala

145

Ser

Val

Pro

Lys

Asp

225

Gly

Ile

Ile

50

Lys

Leu

Ala

Gly

Phe

130

Leu

Trp

Leu

Ser

Pro

210

Lys

Pro

Ser

Gly

Ser

Lys

Arg

Thr

115

Pro

Gly

Asn

Gln

Ser

195

Ser

Thr

Ser

Arg

Tyr

Arg

Leu

Glu

100

Leu

Leu

Cys

Ser

Ser

180

Ser

Asn

His

Val

Thr
260

Ile

Val

Ser

85

Gly

Val

Ala

Leu

Gly

165

Ser

Leu

Thr

Thr

Phe

245

Pro

Tyr

Thr

70

Ser

Leu

Thr

Pro

Val

150

Ala

Gly

Gly

Lys

Cys

230

Leu

Glu

Tyr

55

Ile

Val

Asp

Val

Ser

135

Lys

Leu

Leu

Thr

Val

215

Pro

Phe

Val

Ser

Ser

Thr

Gly

Ser

120

Ser

Asp

Thr

Tyr

Gln

200

Asp

Pro

Pro

Thr

Gly

Val

Ala

Ser

105

Ser

Lys

Tyr

Ser

Ser

185

Thr

Lys

Cys

Pro

Cys
265

Ser

Asp

Ala

90

Tyr

Ala

Ser

Phe

Gly

170

Leu

Tyr

Lys

Pro

Lys

250

Val

Thr

Thr

75

Asp

Gly

Ser

Thr

Pro

155

Val

Ser

Ile

Val

Ala

235

Pro

Val

Tyr

60

Ser

Thr

Ser

Thr

Ser

140

Glu

His

Ser

Cys

Glu

220

Pro

Lys

Val

Tyr

Lys

Ala

Ser

Lys

125

Gly

Pro

Thr

Val

Asn

205

Pro

Glu

Asp

Asp

Asn

Asn

Val

Ala

110

Gly

Gly

Val

Phe

Val

190

Val

Lys

Leu

Thr

Val
270

Pro

Gln

Tyr

95

Trp

Pro

Thr

Thr

Pro

175

Thr

Asn

Ser

Leu

Leu

255

Ser

Ser

Phe

80

Tyr

Gly

Ser

Ala

Val

160

Ala

Val

His

Cys

Gly

240

Met

His



Glu Asp

His Asn
290

Arg Val
305

Lys Glu

Glu Lys

Tyr Thr

Leu Thr
370

Trp Glu
385

Val Leu

Asp Lys

His Glu

Pro Gly
450

<210>
<211>
<212>
<213>

Pro
275

Ala

Val

Tyr

Thr

Leu

355

Cys

Ser

Asp

Ser

Ala

435

Lys

218
451
PRT

Glu

Lys

Ser

Lys

Ile

340

Pro

Leu

Asn

Ser

Arg

420

Leu

Val

Thr

Val

Cys

325

Ser

Pro

Val

Gly

Asp

405

Trp

His

Lys

Lys

Leu

310

Lys

Lys

Ser

Lys

Gln

390

Gly

Gln

Asn

Phe

Pro

295

Thr

Val

Ala

Arg

Gly

375

Pro

Ser

Gln

His

Artificial Sequence

Asn

280

Arg

Val

Ser

Lys

Glu

360

Phe

Glu

Phe

Gly

Tyr
440

Trp

Glu

Leu

Asn

Gly

345

Glu

Tyr

Asn

Phe

Asn

425

Thr

Tyr

Glu

His

Lys

330

Gln

Met

Pro

Asn

Leu

410

Val

Gln

Val

Gln

Gln

315

Ala

Pro

Thr

Ser

Tyr

395

Tyr

Phe

Lys

Asp

Tyr

300

Asp

Leu

Arg

Lys

Asp

380

Ser

Ser

Ser

Gly

285

Asn

Trp

Pro

Glu

Asn

365

Ile

Thr

Lys

Cys

Leu
445

Val

Ser

Leu

Ala

Pro

350

Gln

Ala

Thr

Leu

Ser

430

Ser

Glu

Thr

Asn

Pro

335

Gln

Val

Val

Pro

Thr

415

Val

Leu

Val

Tyr

Gly

320

Ile

Val

Ser

Glu

Pro

400

Val

Met

Ser



<220>
<223> Heavy Chain Sequence for SIRPAB-7

<400> 218
Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln
1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Ser Ser Gly
20 25 30

Glu Tyr Tyr Trp Glu Trp Ile Arg Gln His Pro Gly Lys Gly Leu Glu
35 40 45

Trp Ile Gly Tyr Ile Tyr Ser Ser Gly Phe Thr Tyr Tyr Asn Pro Ser
50 55 60

Leu Lys Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe
65 70 75 80

Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr
85 90 95

Cys Ala Arg Glu Gly Leu Asp Gly Ser Tyr Gly Ser Ser Ala Trp Gly
100 105 110

Gln Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser
115 120 125

Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala
130 135 140

Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val
145 150 155 160

Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala
165 170 175

Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Vval
180 185 190



Pro

Lys

Asp

225

Gly

Ile

Glu

His

Arg

305

Lys

Glu

Tyr

Leu

Trp

385

Val

Ser

Pro

210

Lys

Pro

Ser

Asp

Asn

290

Val

Glu

Lys

Thr

Thr

370

Glu

Leu

Ser

195

Ser

Thr

Ser

Arg

Pro

275

Ala

Val

Tyr

Thr

Leu

355

Cys

Ser

Asp

Ser

Asn

His

Val

Thr

260

Glu

Lys

Ser

Lys

Ile

340

Pro

Leu

Asn

Ser

Leu

Thr

Thr

Phe

245

Pro

Val

Thr

Val

Cys

325

Ser

Pro

Val

Gly

Asp
405

Gly

Lys

Cys

230

Leu

Glu

Lys

Lys

Leu

310

Lys

Lys

Ser

Lys

Gln

390

Gly

Thr

Val

215

Pro

Phe

Val

Phe

Pro

295

Thr

Val

Ala

Arg

Gly

375

Pro

Ser

Gln

200

Asp

Pro

Pro

Thr

Asn

280

Arg

Val

Ser

Lys

Glu

360

Phe

Glu

Phe

Thr

Lys

Cys

Pro

Cys

265

Trp

Glu

Leu

Asn

Gly

345

Glu

Tyr

Asn

Phe

Tyr

Lys

Pro

Lys

250

Val

Tyr

Glu

His

Lys

330

Gln

Met

Pro

Asn

Leu
410

Ile

Val

Ala

235

Pro

Val

Val

Gln

Gln

315

Ala

Pro

Thr

Ser

Tyr

395

Tyr

Cys

Glu

220

Pro

Lys

Val

Asp

Tyr

300

Asp

Leu

Arg

Lys

Asp

380

Ser

Asn

205

Pro

Glu

Asp

Asp

Gly

285

Asn

Trp

Pro

Glu

Asn

365

Ile

Thr

Lys

Val

Lys

Leu

Thr

Val

270

Val

Ser

Leu

Ala

Pro

350

Gln

Ala

Thr

Leu

Asn

Ser

Leu

Leu

255

Ser

Glu

Thr

Asn

Pro

335

Gln

Val

Val

Pro

Thr
415

His

Cys

Gly

240

Met

His

Val

Tyr

Gly

320

Ile

Val

Ser

Glu

Pro

400

Val



Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met

420

425 430

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser

Pro Gly
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Gln Val
1

Ser Val

Gly Ile

Gly Trp

50

Gln Gly

65

Met Glu

Ala Arg

Gly Thr

435

Lys

219
450
PRT
Artificial Sequence

Heavy Chain Sequence
219
Gln Leu Val Gln Ser

5

Lys Val Ser Cys Lys
20

Ser Trp Val Arg Gln
35

Ile Ser Pro Tyr Asn
55

Arg Val Thr Met Thr
70

Leu Arg Ser Leu Arg
85

Glu Ala Gly Ser Ser
100

Leu Val Thr Val Ser
115

440

for

Gly

Ala

Ala

40

Gly

Thr

Ser

Trp

Ser
120

445

SIRPAB-8

Ala Glu Val Lys Lys Pro Gly Ala
10 15

Ser Gly Tyr Thr Phe Thr Ser Tyr
25 30

Pro Gly Gln Gly Leu Glu Trp Met
45

Asn Thr Asn Tyr Ala Gln Lys Leu
60

Asp Thr Ser Thr Ser Thr Ala Tyr
75 80

Asp Asp Thr Ala Val Tyr Tyr Cys
90 95

Tyr Asp Phe Asp Leu Trp Gly Arg
105 110

Ala Ser Thr Lys Gly Pro Ser Val
125



Phe

Leu

145

Trp

Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Val

305

Glu

Pro

130

Gly

Asn

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

Ala

290

Val

Tyr

Leu

Cys

Ser

Ser

Ser

195

Asn

His

Val

Thr

Glu

275

Lys

Ser

Lys

Ala

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Val

Cys

Pro

Val

Ala

165

Gly

Gly

Lys

Cys

Leu

245

Glu

Lys

Lys

Leu

Lys
325

Ser

Lys

150

Leu

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Arg

295

Val

Ser

Lys

Tyr

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

Trp

280

Glu

Leu

Asn

Ser

Phe

Gly

Leu

185

Lys

Pro

Lys

Val

265

Tyr

Glu

His

Lys

Thr

Pro

Val

170

Ser

Ile

Val

Ala

Pro

250

Val

Val

Gln

Gln

Ala
330

Ser

Glu

155

His

Ser

Cys

Glu

Pro

235

Lys

Val

Asp

Tyr

Asp

315

Leu

Gly

140

Pro

Thr

Val

Asn

Pro

220

Glu

Asp

Asp

Gly

Asn

300

Trp

Pro

Gly

Val

Phe

Val

Val

205

Lys

Leu

Thr

Val

Val

285

Ser

Leu

Ala

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Glu

Thr

Asn

Pro

Ala

Val

Ala

175

Val

His

Cys

Gly

Met

255

His

Val

Tyr

Gly

Ile
335

Ala

Ser

160

Val

Pro

Lys

Asp

Gly

240

Ile

Glu

His

Arg

Lys

320

Glu



Lys

Thr

Thr

Glu

385

Leu

Lys

Glu

Gly

Thr

Leu

Cys

370

Ser

Asp

Ser

Ala

Lys
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ile

Pro

355

Leu

Asn

Ser

Arg

Leu

435

220
450
PRT

Ser

340

Pro

Val

Gly

Asp

Trp

420

His

Lys

Ser

Lys

Gln

Gly

405

Gln

Asn

Ala

Arg

Gly

Pro

390

Ser

Gln

His

Lys

Glu

Phe

375

Glu

Phe

Gly

Tyr

Artificial Sequence

Heavy Chain Sequence

220

Gln Val Gln Leu Val Gln Ser

1

5

Ser Val Lys Val Ser Cys Lys

20

Gly Ile Ser Trp Val Arg Gln

35

Gly

Glu

360

Tyr

Asn

Phe

Asn

Thr
440

for

Gly

Ala

Ala
40

Gln

345

Met

Pro

Asn

Leu

Val

425

Gln

SIRPAB-9

Pro

Thr

Ser

Tyr

Tyr

410

Phe

Lys

Arg

Lys

Asp

Lys

395

Ser

Ser

Ser

Glu

Asn

Ile

380

Thr

Lys

Cys

Leu

Ala Glu Val Lys

Ser Gly Tyr Thr

25

Pro Gly Gln Gly

10

Pro

Gln

365

Ala

Thr

Leu

Ser

Ser
445

Gln

350

Val

Val

Pro

Thr

Val

430

Leu

Val

Ser

Glu

Pro

Val

415

Met

Ser

Tyr

Leu

Trp

Val

400

Asp

His

Pro

Lys Pro Gly Ala

15

Phe Gly Gly Tyr

30

Leu Glu Trp Met

45



Gly

Gln

65

Met

Ala

Gly

Phe

Leu

145

Trp

Leu

Ser

Pro

Lys

225

Pro

Ser

Trp

50

Gly

Glu

Arg

Thr

Pro

130

Gly

Asn

Gln

Ser

Ser

210

Thr

Ser

Arg

Ile

Arg

Leu

Glu

Leu

115

Leu

Cys

Ser

Ser

Ser

195

Asn

His

Val

Thr

Ser

Val

Arg

Ala

100

Val

Ala

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro
260

Ala

Thr

Ser

85

Gly

Thr

Pro

Val

Ala

165

Gly

Gly

Lys

Cys

Leu

245

Glu

Tyr

Met

70

Leu

Ser

Val

Ser

Lys

150

Leu

Leu

Thr

Val

Pro

230

Phe

Val

Gly

55

Thr

Arg

Ser

Ser

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Gly

Thr

Ser

Trp

Ser

120

Lys

Tyr

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

Glu

Asp

Asp

Tyr

105

Ala

Ser

Phe

Gly

Leu

185

Lys

Pro

Lys

Val
265

Thr

Thr

Asp

90

Asp

Ser

Thr

Pro

Val

170

Ser

Ile

Val

Ala

Pro

250

Val

Asn

Ser

75

Thr

Phe

Thr

Ser

Glu

155

His

Ser

Cys

Glu

Pro

235

Lys

Val

Tyr

60

Thr

Ala

Asp

Lys

Gly

140

Pro

Thr

Val

Asn

Pro

220

Glu

Asp

Asp

Ala

Ser

Val

Leu

Gly

125

Gly

Val

Phe

Val

Val

205

Lys

Leu

Thr

Val

Gln

Thr

Tyr

Trp

110

Pro

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser
270

Ala

Tyr

95

Ser

Ala

Val

Ala

175

Val

His

Cys

Gly

Met

255

His

Leu

Tyr

80

Cys

Arg

Val

Ala

Ser

160

Val

Pro

Lys

Asp

Gly

240

Ile

Glu



Asp

Asn

Val

305

Glu

Lys

Thr

Thr

Glu

385

Leu

Lys

Glu

Gly

Pro

Ala

290

Val

Tyr

Thr

Leu

Cys

370

Ser

Asp

Ser

Ala

Lys
450

<210>
<211>
<212>
<213>

Glu

275

Lys

Ser

Lys

Ile

Pro

355

Leu

Asn

Ser

Arg

Leu

435

221
450
PRT

Val

Thr

Val

Cys

Ser

340

Pro

Val

Gly

Asp

Trp

420

His

Lys

Lys

Leu

Lys

325

Lys

Ser

Lys

Gln

Gly

405

Gln

Asn

Phe

Pro

Thr

310

Val

Ala

Arg

Gly

Pro

390

Ser

Gln

His

Asn

Arg

295

Val

Ser

Lys

Glu

Phe

375

Glu

Phe

Gly

Tyr

Artificial Sequence

Trp

280

Glu

Leu

Asn

Gly

Glu

360

Tyr

Asn

Phe

Asn

Thr
440

Tyr

Glu

His

Lys

Gln

345

Met

Pro

Asn

Leu

Val

425

Gln

Val

Gln

Gln

Ala

330

Pro

Thr

Ser

Tyr

Tyr

410

Phe

Lys

Asp

Tyr

Asp

315

Leu

Arg

Lys

Asp

Lys

395

Ser

Ser

Ser

Gly

Asn

300

Trp

Pro

Glu

Asn

Ile

380

Thr

Lys

Cys

Leu

Val

285

Ser

Leu

Ala

Pro

Gln

365

Ala

Thr

Leu

Ser

Ser
445

Glu

Thr

Asn

Pro

Gln

350

Val

Val

Pro

Thr

Val

430

Leu

Val

Tyr

Gly

Ile

335

Val

Ser

Glu

Pro

Val

415

Met

Ser

His

Arg

Lys

320

Glu

Tyr

Leu

Trp

Val

400

Asp

His

Pro



<220>
<223>

<400>

221

Gln Val Gln

1

Ser

Pro

Gly

Gln

65

Met

Ala

Gly

Phe

Leu

145

Trp

Leu

Val

Ile

Trp

50

Gly

Glu

Arg

Thr

Pro

130

Gly

Asn

Gln

Lys

Ser

35

Ile

Arg

Leu

Glu

Leu

115

Leu

Cys

Ser

Ser

Leu

Val

20

Trp

Tyr

Val

Arg

Ala

100

Val

Ala

Leu

Gly

Ser
180

Val

5

Ser

Val

Ala

Thr

Ser

85

Gly

Thr

Pro

Val

Ala

165

Gly

Gln

Cys

Arg

Tyr

Met

70

Leu

Ser

Val

Ser

Lys

150

Leu

Leu

Heavy Chain Sequence

Ser

Lys

Gln

Gly

55

Thr

Arg

Ser

Ser

Ser

135

Asp

Thr

Tyr

for

Gly

Ala

Ala

40

Gly

Thr

Ser

Trp

Ser

120

Lys

Tyr

Ser

Ser

SIRPAB-10

Ala

Ser

25

Pro

Asn

Asp

Asp

Tyr

105

Ala

Ser

Phe

Gly

Leu
185

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Asp

Ser

Thr

Pro

Val

170

Ser

Val

Tyr

Gln

Asn

Ser

75

Thr

Phe

Thr

Ser

Glu

155

His

Ser

Thr

Gly

Tyr

60

Thr

Ala

Asp

Lys

Gly

140

Pro

Thr

Val

Lys

Phe

Leu

45

Ala

Ser

Val

Leu

Gly

125

Gly

Val

Phe

Val

Pro

Thr

30

Glu

Gln

Thr

Tyr

Trp

110

Pro

Thr

Thr

Pro

Thr
190

Gly
15

Gly

Trp

Ala

Tyr

95

Ser

Ala

Val

Ala

175

Val

Ala

Tyr

Met

Leu

Tyr

80

Cys

Arg

Val

Ala

Ser

160

Val

Pro



Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Val

305

Glu

Lys

Thr

Thr

Glu

385

Leu

Ser

Ser

210

Thr

Ser

Arg

Pro

Ala

290

Val

Tyr

Thr

Leu

Cys

370

Ser

Asp

Ser

195

Asn

His

Val

Thr

Glu

275

Lys

Ser

Lys

Ile

Pro

355

Leu

Asn

Ser

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Val

Cys

Ser

340

Pro

Val

Gly

Asp

Gly

Lys

Cys

Leu

245

Glu

Lys

Lys

Leu

Lys

325

Lys

Ser

Lys

Gln

Gly
405

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Ala

Arg

Gly

Pro

390

Ser

Gln

Asp

215

Pro

Pro

Thr

Asn

Arg

295

Val

Ser

Lys

Glu

Phe

375

Glu

Phe

Thr

200

Lys

Cys

Pro

Cys

Trp

280

Glu

Leu

Asn

Gly

Glu

360

Tyr

Asn

Phe

Tyr

Lys

Pro

Lys

Val

265

Tyr

Glu

His

Lys

Gln

345

Met

Pro

Asn

Leu

Ile

Val

Ala

Pro

250

Val

Val

Gln

Gln

Ala

330

Pro

Thr

Ser

Tyr

Tyr
410

Cys

Glu

Pro

235

Lys

Val

Asp

Tyr

Asp

315

Leu

Arg

Lys

Asp

Lys

395

Ser

Asn

Pro

220

Glu

Asp

Asp

Gly

Asn

300

Trp

Pro

Glu

Asn

Ile

380

Thr

Lys

Val

205

Lys

Leu

Thr

Val

Val

285

Ser

Leu

Ala

Pro

Gln

365

Ala

Thr

Leu

Asn

Ser

Leu

Leu

Ser

270

Glu

Thr

Asn

Pro

Gln

350

Val

Val

Pro

Thr

His

Cys

Gly

Met

255

His

Val

Tyr

Gly

Ile

335

Val

Ser

Glu

Pro

Val
415

Lys

Asp

Gly

240

Ile

Glu

His

Arg

Lys

320

Glu

Tyr

Leu

Trp

Val

400

Asp



Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His

420

425

430

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro

Gly

Lys
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

435

222
450
PRT

Artificial Sequence

Heavy Chain Sequence

222

Gln Val Gln Leu

1

Ser

Gly

Gly

Gln

65

Met

Ala

Gly

Val

Ile

Trp

50

Gly

Glu

Arg

Thr

Lys Vval
20

Ser Trp
35

Ile Ser

Arg Val

Leu Arg

Glu Ala

100

Leu Val
115

Val Gln
5

Ser Cys

Val Arg

Ala Tyr

Thr Met

70

Ser Leu
85

Gly Ser

Thr Val

Ser

Lys

Gln

Ser

55

Thr

Arg

Ser

Ser

440

for

Gly

Ala

Ala

40

Gly

Thr

Ser

Trp

Ser
120

SIRPAB-13

Ala

Ser

25

Pro

Glu

Asp

Asp

Tyr

105

Ala

Glu

10

Gly

Gly

Thr

Thr

Asp

90

Asp

Ser

Val

Tyr

Gln

Asn

Ser

75

Thr

Phe

Thr

Thr

Gly

Tyr

60

Thr

Ala

Asp

Lys

445

Lys

Phe

Leu

45

Ala

Ser

Val

Leu

Gly
125

Pro

His

30

Glu

Gln

Thr

Tyr

Trp

110

Pro

Gly
15

Gly

Trp

Ala

Tyr
95

Ser

Ala

Tyr

Met

Leu

Tyr

80

Cys

Arg

Val



Phe

Leu

145

Trp

Leu

Ser

Pro

Lys

225

Pro

Ser

Asp

Asn

Val

305

Glu

Pro

130

Gly

Asn

Gln

Ser

Ser

210

Thr

Ser

Arg

Pro

Ala

290

Val

Tyr

Leu

Cys

Ser

Ser

Ser

195

Asn

His

Val

Thr

Glu

275

Lys

Ser

Lys

Ala

Leu

Gly

Ser

180

Leu

Thr

Thr

Phe

Pro

260

Val

Thr

Val

Cys

Pro

Val

Ala

165

Gly

Gly

Lys

Cys

Leu

245

Glu

Lys

Lys

Leu

Lys
325

Ser

Lys

150

Leu

Leu

Thr

Val

Pro

230

Phe

Val

Phe

Pro

Thr

310

Val

Ser

135

Asp

Thr

Tyr

Gln

Asp

215

Pro

Pro

Thr

Asn

Arg

295

Val

Ser

Lys

Tyr

Ser

Ser

Thr

200

Lys

Cys

Pro

Cys

Trp

280

Glu

Leu

Asn

Ser

Phe

Gly

Leu

185

Lys

Pro

Lys

Val

265

Tyr

Glu

His

Lys

Thr

Pro

Val

170

Ser

Ile

Val

Ala

Pro

250

Val

Val

Gln

Gln

Ala
330

Ser

Glu

155

His

Ser

Cys

Glu

Pro

235

Lys

Val

Asp

Tyr

Asp

315

Leu

Gly

140

Pro

Thr

Val

Asn

Pro

220

Glu

Asp

Asp

Gly

Asn

300

Trp

Pro

Gly

Val

Phe

Val

Val

205

Lys

Leu

Thr

Val

Val

285

Ser

Leu

Ala

Thr

Thr

Pro

Thr

190

Asn

Ser

Leu

Leu

Ser

270

Glu

Thr

Asn

Pro

Ala

Val

Ala

175

Val

His

Cys

Gly

Met

255

His

Val

Tyr

Gly

Ile
335

Ala

Ser

160

Val

Pro

Lys

Asp

Gly

240

Ile

Glu

His

Arg

Lys

320

Glu



Lys

Thr

Thr

Glu

385

Leu

Lys

Glu

Gly

Thr

Leu

Cys

370

Ser

Asp

Ser

Ala

Lys
450

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ile

Pro

355

Leu

Asn

Ser

Arg

Leu

435

223
449
PRT

Ser

340

Pro

Val

Gly

Asp

Trp

420

His

Lys

Ser

Lys

Gln

Gly

405

Gln

Asn

Ala

Arg

Gly

Pro

390

Ser

Gln

His

Lys

Glu

Phe

375

Glu

Phe

Gly

Tyr

Artificial Sequence

Heavy Chain Sequence

223

Gln Val Gln Leu Gln Glu Ser

1

5

Thr Leu Ser Leu Thr Cys Thr

20

Gly Tyr Tyr Trp Ser Trp Ile

35

Gly

Glu

360

Tyr

Asn

Phe

Asn

Thr
440

for

Gly

Val

Arg
40

Gln

345

Met

Pro

Asn

Leu

Val

425

Gln

Pro

Thr

Ser

Tyr

Tyr

410

Phe

Lys

Arg

Lys

Asp

Lys

395

Ser

Ser

Ser

SIRPAB-17

Glu

Asn

Ile

380

Thr

Lys

Cys

Leu

Pro Gly Leu Val

10

Ser Gly Gly Ser

25

Gln His Pro Gly

Pro

Gln

365

Ala

Thr

Leu

Ser

Ser
445

Gln

350

Val

Val

Pro

Thr

Val

430

Leu

Val

Ser

Glu

Pro

Val

415

Met

Ser

Tyr

Leu

Trp

Val

400

Asp

His

Pro

Lys Pro Ser Gln

15

Ile Ser Ser Gly

30

Lys Gly Leu Glu

45



Trp

Leu

65

Ser

Cys

Thr

Pro

Gly

145

Asn

Gln

Ser

Ser

Thr

225

Ser

Arg

Ile

50

Lys

Leu

Ala

Thr

Leu

130

Cys

Ser

Ser

Ser

Asn

210

His

Val

Thr

Gly

Ser

Lys

Arg

Val

115

Ala

Leu

Gly

Ser

Leu

195

Thr

Thr

Phe

Pro

Ala

Arg

Leu

Glu

100

Thr

Pro

Val

Ala

Gly

180

Gly

Lys

Cys

Leu

Glu
260

Ile

Val

Ser

85

Gly

Val

Ser

Lys

Leu

165

Leu

Thr

Val

Pro

Phe

245

Val

Tyr

Thr

70

Ser

Tyr

Ser

Ser

Asp

150

Thr

Tyr

Gln

Asp

Pro

230

Pro

Thr

Tyr

55

Ile

Val

His

Ser

Lys

135

Tyr

Ser

Ser

Thr

Lys

215

Cys

Pro

Cys

Ser

Ser

Thr

Ser

Ala

120

Ser

Phe

Gly

Leu

Tyr

200

Lys

Pro

Lys

Val

Gly

Val

Ala

Gly

105

Ser

Thr

Pro

Val

Ser

185

Ile

Val

Ala

Pro

Val
265

Pro

Asp

Ala

90

Met

Thr

Ser

Glu

His

170

Ser

Cys

Glu

Pro

Lys

250

Val

Ile

Thr

75

Asp

Asp

Lys

Gly

Pro

155

Thr

Val

Asn

Pro

Glu

235

Asp

Asp

Tyr

60

Ser

Thr

Val

Gly

Gly

140

Val

Phe

Val

Val

Lys

220

Leu

Thr

Val

Tyr

Lys

Ala

Trp

Pro

125

Thr

Thr

Pro

Thr

Asn

205

Ser

Leu

Leu

Ser

Asn

Asn

Val

Gly

110

Ser

Ala

Val

Ala

Val

190

His

Cys

Gly

Met

His
270

Pro

Gln

Tyr

95

Gln

Val

Ala

Ser

Val

175

Pro

Lys

Asp

Gly

Ile

255

Glu

Ser

Phe

80

Tyr

Gly

Phe

Leu

Trp

160

Leu

Ser

Pro

Lys

Pro

240

Ser

Asp



Pro

Ala

Val

305

Tyr

Thr

Leu

Cys

Ser

385

Asp

Ser

Ala

Lys

Glu

Lys

290

Ser

Lys

Ile

Pro

Leu

370

Asn

Ser

Arg

Leu

<210>
<211>
<212>
<213>

Val

275

Thr

Val

Cys

Ser

Pro

355

Val

Gly

Asp

Trp

His

435

224
215
PRT

Lys

Lys

Leu

Lys

Lys

340

Ser

Lys

Gln

Gly

Gln

420

Asn

Phe

Pro

Thr

Val

325

Ala

Arg

Gly

Pro

Ser

405

Gln

His

Asn

Arg

Val

310

Ser

Lys

Glu

Phe

Glu

390

Phe

Gly

Tyr

Trp

Glu

295

Leu

Asn

Gly

Glu

Tyr

375

Asn

Phe

Asn

Thr

Artificial Sequence

Tyr

280

Glu

His

Lys

Gln

Met

360

Pro

Asn

Leu

Val

Gln
440

Val

Gln

Gln

Ala

Pro

345

Thr

Ser

Tyr

Tyr

Phe

425

Lys

Asp

Tyr

Asp

Leu

330

Arg

Lys

Asp

Lys

Ser

410

Ser

Ser

Gly

Asn

Trp

315

Pro

Glu

Asn

Ile

Thr

395

Lys

Cys

Leu

Val

Ser

300

Leu

Ala

Pro

Gln

Ala

380

Thr

Leu

Ser

Ser

Glu

285

Thr

Asn

Pro

Gln

Val

365

Val

Pro

Thr

Val

Leu
445

Val

Tyr

Gly

Ile

Val

350

Ser

Glu

Pro

Val

Met

430

Ser

His

Arg

Lys

Glu

335

Tyr

Leu

Trp

Val

Asp

415

His

Pro

Asn

Val

Glu

320

Lys

Thr

Thr

Glu

Leu

400

Lys

Glu

Gly



<220>
<223> Reference Anti-SIRPalpha light chain (215 AA)

<400> 224
Gln Ile Val Leu Thr Gln Ser Pro Ala Ile Met Ser Ala Ser Pro Gly
1 5 10 15

Glu Lys Val Thr Leu Thr Cys Ser Ala Ser Ser Ser Val Ser Ser Ser
20 25 30

Tyr Leu Tyr Trp Tyr Gln Gln Lys Pro Gly Ser Ser Pro Lys Leu Trp
35 40 45

Ile Tyr Ser Thr Ser Asn Leu Ala Ser Gly Val Pro Ala Arg Phe Ser
50 55 60

Gly Ser Gly Ser Gly Thr Ser Tyr Ser Leu Thr Ile Ser Ser Met Glu
65 70 75 80

Ala Glu Asp Ala Ala Ser Tyr Phe Cys His Gln Trp Ser Ser Tyr Pro
85 90 95

Arg Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Arg Thr Val Ala
100 105 110

Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser
115 120 125

Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu
130 135 140

Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser
145 150 155 160

Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu
165 170 175

Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val
180 185 190



Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys

195

Ser Phe Asn Arg Gly Glu Cys

210

<210>
<211>
<212>
<213>

<220>
<223>

<400>

225
443
PRT

215

Artificial Sequence

200

Reference Anti-SIRPalpha

225

Glu Val Gln Leu

1

Ser

Tyr

Gly

Gln

65

Leu

Ala

Ala

Lys

Val

Ile

Arg

50

Asp

His

Arg

Ala

Ser
130

Lys Leu
20

His Trp
35

Ile Asp

Lys Ala

Leu Ser

Trp Gly
100

Ser Thr
115

Thr Ser

Gln

Ser

Val

Pro

Thr

Ser

85

Ala

Lys

Gly

Gln

Cys

Gln

Glu

Ile

70

Leu

Tyr

Gly

Gly

Ser

Thr

Gln

Asp

55

Thr

Thr

Trp

Pro

Thr
135

Gly

Ala

Arg

40

Gly

Ala

Ser

Gly

Ser

120

Ala

heavy chain

Ala

Ser

25

Thr

Glu

Asp

Glu

Gln

105

Val

Ala

Glu

10

Gly

Glu

Thr

Thr

Asp

90

Gly

Phe

Leu

Leu

Phe

Gln

Lys

Ser

75

Thr

Thr

Pro

Gly

(442 AA)

Val

Asn

Gly

Tyr

60

Ser

Ala

Leu

Leu

Cys
140

205

Lys

Ile

Leu

45

Ala

Asn

Val

Val

Ala

125

Leu

Pro

Lys

30

Glu

Pro

Thr

Tyr

Thr

110

Pro

Val

Gly

15

Asp

Trp

Lys

Ala

Tyr

95

Val

Ser

Lys

Ala

Tyr

Ile

Phe

Tyr

80

Cys

Ser

Ser

Asp



Tyr

145

Ser

Ser

Thr

Lys

Cys

225

Pro

Cys

Trp

Glu

Leu

305

Asn

Gly

Glu

Phe

Gly

Leu

Tyr

Lys

210

Pro

Lys

Val

Tyr

Glu

290

His

Lys

Gln

Met

Pro

Val

Ser

Ile

195

Val

Ala

Pro

Val

Val

275

Gln

Gln

Ala

Pro

Thr
355

Glu

His

Ser

180

Cys

Glu

Pro

Lys

Val

260

Asp

Tyr

Asp

Leu

Arg

340

Lys

Pro

Thr

165

Val

Asn

Pro

Glu

Asp

245

Asp

Gly

Asn

Trp

Pro

325

Glu

Asn

Val

150

Phe

Val

Val

Lys

Leu

230

Thr

Val

Val

Ser

Leu

310

Ala

Pro

Gln

Thr

Pro

Thr

Asn

Ser

215

Leu

Leu

Ser

Glu

Thr

295

Asn

Pro

Gln

Val

Val

Ala

Val

His

200

Cys

Gly

Met

His

Val

280

Tyr

Gly

Ile

Val

Ser
360

Ser

Val

Pro

185

Lys

Asp

Gly

Ile

Glu

265

His

Arg

Lys

Glu

Tyr

345

Leu

Trp

Leu

170

Ser

Pro

Lys

Pro

Ser

250

Asp

Asn

Val

Glu

Lys

330

Thr

Thr

Asn

155

Gln

Ser

Ser

Thr

Ser

235

Arg

Pro

Ala

Val

Tyr

315

Thr

Leu

Cys

Ser

Ser

Ser

Asn

His

220

Val

Thr

Glu

Lys

Ser

300

Lys

Ile

Pro

Leu

Gly

Ser

Leu

Thr

205

Thr

Phe

Pro

Val

Thr

285

Val

Cys

Ser

Pro

Val
365

Ala

Gly

Gly

190

Lys

Cys

Leu

Glu

Lys

270

Lys

Leu

Ala

Lys

Ser

350

Lys

Leu

Leu

175

Thr

Val

Pro

Phe

Val

255

Phe

Pro

Thr

Val

Ala

335

Arg

Gly

Thr

160

Tyr

Gln

Asp

Pro

Pro

240

Thr

Asn

Arg

Val

Ser

320

Lys

Glu

Phe



Tyr

Asn

385

Phe

Asn

Thr

Pro

370

Asn

Leu

Val

Gln

Ser

Tyr

Tyr

Phe

Lys
435

Asp

Ser

Ser
420

Ser

Ile

Thr

Lys

405

Cys

Leu

Ala

Thr

390

Leu

Ser

Ser

Val

375

Pro

Thr

Val

Leu

Glu

Pro

Val

Met

Ser
440

Trp

Val

Asp

His

425

Pro

Glu

Leu

Lys

410

Glu

Gly

Ser Asn Gly Gln Pro
380

Asp Ser Asp Gly Ser
395

Ser Arg Trp Gln Gln
415

Ala Leu His Asn His
430

Lys

Glu

Phe

400

Gly

Tyr



