<1310>
<120>
<130>

<150>
<151>

<160>
<170>

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>
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28

PatentIn version 3.5
1

40

DNA

Artificial

Synthetic Construct

misc_feature
(13)..013) . .
N=7-(2-thienyl)-3H-imidazo[4,5-b]lpyridine-3-yi

misc_feature
(22)..022) .
N=7-(2-thienyl)-3H-imidazo[4,5-b]pyridine-3-yi

misc_feature
(26)..(26) s
N=7~(2-thienyl)-3H-imidazo[4,5-b]pyridine-3-yi

1

tgagactccc canctttcgc cnacanccga gggagtctca

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

2

40

DNA
Artificial

Synthetic Construct

misc_feature
(13)..(13) o
N=7-(2-thienyl)-3H-imidazo[4,5-blpyridine-3-y1

misc_feature
(22)..(022) o
N=7-(2-thienyl)-3H-imidazo[4,5-b]pyridine-3-yIl

2

tgagactcce canctttcge cnacaaccga gggagtctca

<210>

3

<211> 40
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JPOXMLDOCO1-seqT.app

<212> DNA

<213> Artificial

<220>

<223> Synthetic Construct

<220>

<221> misc_feature

<222> (13)..(13> o

<223> N=7-(2-thienyl)}-3H-imidazo[4,5-b]pyridine-3-yIl
<220>

<221> misc_feature

<222> (26)..(26)

<223> N=7-(2-thienyl1)-3H-imidazo[4,5-b]pyridine-3-y]
<400> 3

tgagactccc canctttcgc caacanccga gggagtctca 40
<210> 4

<211> 40

<212> DNA

<213> Artificial

<220>

<223> Ssynthetic Construct

<220>

<221> misc_feature

<222> (22)..(22) o

<223> N=7-(2-thienyl)-3H-imidazo[4,5-b]pyridine-3-yl
<220>

<221> misc_feature

<222> (26)..(26)

<223> N=7-(2-thienyl1)-3H-imidazo[4,5-bipyridine-3-yI
<400> 4

tgagactccc caactttcgc chacanccga gggagtctca 40
<210> 5

<211> 40

<212> DNA

<213> Artificial

<220>

<223> Synthetic Construct

<220>

<221> misc_feature

<222> (13)..(13) _

<223> N=7-(2-thienyl)-3H-imidazo[4,5-b]pyridine-3-yIl
<400> 5

tgagactcce canctticge caacaaccga gggagtctca . 40
<210> 6

<211> 490

<212> DNA

<213> Artificial

<220>

Page 2



<223>

<220>
<221>
<222>
<223>

<400>

] JPOXMLDOCO1-seq].app
Synthetic Construct

misc_feature
(22)..(22) _ _
N=7-(2-thieny1)-3H-imidazo[4,5-b]pyridine-3-y1

6

tgagactccc caactttcgc cnacaaccga gggagtctca

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

7

40

DNA
Artificial

Synthetic Construct

misc_feature
(26)..(26) o
N=7-(2-thieny1)-3H-imidazo[4, 5-b]pyridine-3-y]

7

tgagactccc caactttcgc caacanccga gggagtctca

<210>
<211>
<212>

<213>

<220>

<223>

<400>

8

40

DNA
Artificial

Synthetic Construct
8

tgagactccc caactttcgc caacaaccga gggagtctca

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

9

38

DNA
Artificial

Synthetic Construct

misc_feature
(12)..(12)
N=7-(2-thienyl1)-3H-imidazo[4,5-b]pyridine-3-y]l

misc_feature
D)..R2L) .
N=7-(2-thienyl)-3H-imidazo[4,5~-blpyridine-3-yl

9

gagactcccc anctttcgce nacaaccgag ggagtctce

<210>
<211>
<212>

10
41
DNA

Page 3
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<213> Artificial

<220>

<223> Synthetic Construct

<400> 10

ggcgtgcagt gccttcggce gtgcggtgcc tccgtcacge C 41
<210> 11

<211> 40

<212> DNA

<213> Artificial

<220> )

<223> Synthetic Construct

<220>

<221> misc_feature

<222> (13)..(13) o .

<223> N=7-(2-thienyl)-3H-imidazo[4,5-b]pyridine-3-yl
<220>

<221> misc_feature

<222> (22)..(22) . o

<223> N=7-(2-thienyl1)-3H-imidazof[4,5-b]lpyridine-3-yl
<220>

<221> misc_feature

<222> (26)..(26) .. .

<223> N=7-(2-thieny1)-3H-imidazo[4,5-b]pyridine-3-y]
<400> 11

cgaggctcce canctttcgc cnacanccga gggagcctcg 40
<210> 12

<211> 49

<212> DNA

<213> Artificial

<220> )

<223> Ssynthetic Construct

<220>

<221> misc_feature

222> (13)..(13) o o

<223> N=7-(2-thienyl)-3H-imidazo[4,5-b]lpyridine-3-yl
<220>

<221> misc_feature

<222> (22)..(Q22) i

<223> N=7-(2-thieny1)-3H-imidazo[4,5-blpyridine-3-yl
<220>

<221> misc_feature

<222> (26)..(26)

<223> N=7-(2-thienyl)-3H-imidazo[4,5-b]pyridine-3-yI
<400> 12

Ccgaggctccc canctttcgc cnacanccga gggagcctcg cgegtagcg 49
<210> 13

<211> 44

<212> DNA
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<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<2225
<223>

<220>
<221>
<222>
<223>

<400>

. JPOXMLDOCO1-seql.app
Artificial

Synthetic Construct

misc_feature
(10> .. 10
N=7-(2-thienyl)-3H-imidazo[4,5-blpyridine-3-y1

misc_feature
(22)..022) 7
N=7-(2-thienyl)-3H-imidazo[4,5-b]lpyridine-3-yl

misc_feature
(33)..033 v
N=7-(2-thienyl)-3H-imidazo[4,5-bIpyridine-3-y]l

13

cgtgaccgah gagcacctaa cnggtctcaa cgntggaggt cacg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

14

44

DNA
Artificial

Synthetic Construct

misc_feature
(10)..10)
N=7-(2-thienyl)-3H-imidazo[4,5-blpyridine-3-y1

misc_feature
(33)..(33) _
N=7-(2-thienyl)-3H-imidazo[4,5-blpyridine-3-yl

14

cgtgaccgan gagcacctaa caggtctcaa cgntggaggt cacg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

15

44

DNA
Artificial

Synthetic Construct

misc_feature
(10)..010)
N=7-(2-thienyl)-3H-imidazo[4,5-blpyridine-3-vy1l

15

cgtgaccgan gagcacctaa caggtctcaa cgatggaggt cacg

<210>
<Z11>

16
44

Page 5
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<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

JPOXMLDOCOL-seql.app
DNA
Artificial

Synthetic Construct

misc_feature
(3%3..33» o
N=7-(2-thienyl)-3H~imidazo[4,5-b]lpyridine~3-yl

16

cgtgaccgaa gagcacctaa caggtctcaa cgntggaggt cacg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

17

44

DNA
Artificial

Synthetic Construct
17

cgtgaccgaa gagcacctaa caggtctcaa cgatggaggt cacg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

18

53

DNA
Artificial

Synthetic Construct

misc_feature
(10)~. (10) _ o
N=7-(2-thieny1)-3H-imidazo[4,5-b]lpyridine-3-yI

misc_feature
(22)..(022) . .
N=7-(2-thieny1)-3H-imidazo[4,5-b]pyridine~3-yl

misc_feature
(33)..(33) . . .
N=7-(2-thienyl)-3H-imidazo[4,5-blpyridine-3-yi

18

cgcggccgan gagcacctaa cnggtctcaa cgntggaggc cgcgcgegta geg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>

19

44

DNA
Artificial

Synthetic Construct

misc_feature
(10)..(10
Page 6
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<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

JPOXMLDOCO1-seql . app
N=7-(2-thienyl)-3H-imidazo[4,5- b]pyr1d1ne 3-vy1

misc_feature
(22)..022)
N=7-(2-thienyl)-3H-imidazo[4,5-b]pyridine-3-y1l

misc_feature
(33)..(33)
N=7-(2-thienyl)-3H-imidazo[4,5-blpyridine-3-y1

19

cgcggccgan gagcacctaa cnggtctcaa cgntggaggce cgeg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>

<222>

<223>
<400>

20

42

DNA
Artificial

Synthetic Construct

misc feature
(10) ..
N=7- (2 th1eny1) -3H-imidazo[4,5-blpyridine-3-y1

misc_feature
(31)..3D
N=7- (2 ~-thienyi)-3H- 1m1dazo[4 5-b]lpyridine-3-y1

20

cgcggcecgan gagcaccgaa ggtctcaacg ntggaggccg cg

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

cgcggccgan gagcaccgaa ggtctcaacg ntggaggccg cgcgcgtage g

<210>
<211>
<212>
<213>

<220>

21

51

DNA
Artificial

Synthetic Construct

misc_feature
(10)..(10) o o
N=7-(2-thienyl)-3H-imidazo[4,5-blpyridine-3-y1

misc_feature
(31)..(31)
N=7-(2-thienyl1)-3H-imidazo[4,5-b]pyridine-3-y1

21

22

26

DNA
Artificial

Page 7
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<223> Synthetic Construct

<400> 22
actccctegg ttgttggcga aagtig

<210> 23

<211> 25

<212> DNA

<213> Artificial

<220>
<223> Primer

<400> 23
acgaccgttc tctaattttg acgtt

<210> 24

<211> 25

<212> DNA

<213> Artificial

<220>
<223> Primer

<400> 24
accaaattat tgcgatacag accct

<210> 25

<211> 25

<212> DNA

<213> Artificial

<220>
<223> Synthetic Construct

<400> 25
cgttgagacc tgttaggtge tcttc

<210> 26

<211> 9

<212> DNA

<213> Artificial

<220>
<223> Synthetic Construct

<400> 26
cgcgtageg

<210> 27

<211> 8442

<212> DNA

<213> Homo sapiens

<400> 27
atgattcctg ccagatttgc cggggtgctg cttgctctgg ccctcatttt gecagggacc

ctttgtgcag aaggaactcg cggcaggtca tccacggccc gatgcagcct tttcggaagt
gacttcgtca acacctttga tgggagcatg tacagctttg cgggatactg cagttacctc

ctggcagyggg gctgccagaa acgctccitc tcgattatig gggacttcca gaatggcaag

Page 8

26

25

25

25

60
120
180
240



agagtgagcc
accgtgacac
gaaactgagg
gatggcagcg
ctgtgtggca
acctcggacc
gaacgggcat
ctgtgggagc
gtggaccccy
ctggagtgcg
gtgctgtacg
tataggcagt
tgtcaggagc
ctctgegtygyg
acctccctct
aatgaagaat
aacagatact
cactccttct
acccgctecg
ggggcaggag
cgcatccagce
gactgggatg
tgcggectgt
ctggcggagce
gacctgcaga
gaggaggcgt
ccgctgeect
tgcctgtgceg
gcgtggegeyg
tgcgggaccc
gaggcctgcec
tgcgtgecca
atcttctcag

agtggagtcc

tctcecgtgta
agggggacca
ctgggtacta
gcaactttca
actttaacat
cttatgactt
ctcctcccag
agtgccagct
agecttttgt
cctgeectgce
gctggaccga
gtgtgtcccec
gatgcgtgga
agagcaccga
ctcgagactg
gtccagggga
tcaccttcag
ccattgtcat
tcaccgteeyg
ttgccatgga
atacagtgac
gccgcgggag
gtgggaatta
cccgggtgga
agcagcacag
gcgcggtect
acctgcggaa
gcgeectggce
agccaggccyg
cctgcaacct
tggagggctg
aggcccagtg
accatcacac

ccggaagett

JPOXMLDOCO1-seq].app

tcttggggaa
aagagtctcc
caagctgtcc
agtcctgctg
ctttgctgaa
tgccaactca
cagctcatgc
tctgaagagc
ggccctgtgt
cctcctggag
ccacagcgcg
ttgcgccagg
tggctgecagce
gitgtccctgce
caacacctgc
gtgccttgtc
tgggatctgc
tgagactgtc
gctgecctage
tggccaggac
ggcciccgtg
gctgctggtg
caatggcaac
ggacttcggg
cgatccctgc
gacgtccccec
ctgccgctac
cagctatgec
ctgtgagctg
gacctgcegce
cttctgceccce
cccctgttac
catgtgctac

gctgcctgac

ttttttgaca
atgccctatg
ggtgaggcct
tcagacagat
gatgacttta
tgggctctga
aacatctcct
acctcggtgt
gagaagactt
tacgcccgga
tgcagcccag
acctgccaga
tgccctgagg
gtgcattccg
atttgccgaa
acaggtcaat
cagtacctgc
cagtgtactg
ctgcacaaca
gtccagctcec
cgcctcaget
aagctgtccc
cagggcgacg
aacgcctgga
gcectcaace
acattcgagg
gacgtgtgct
gcggectygeg
aactgcccga
tctetctett
ccagggctct
tatgacggtg
tgtgaggatg

gctgtcctca

Page 9

tccatttgtt
cctccaaagyg
atggctttgt
acttcaacaa
tgacccaaga
gcagtggaga
ctggggaaat
ttgcecegetyg
tgtgtgagtg
cctgtgceeca
tgtgccctge
gcctgcacat
gacagctect
gaaagcgcta
acagccagtg
cacacttcaa
tggcceggga
atgaccgcga
gcecttgtgaa
ccctectgaa
acggggagga
ccgtctatge
acttccttac
agctgcacgg
cgcgcatgac
cctgecatceg
cctgctcgga
cggggagagg
aaggccaggt
acccggatga
acatggatga
agatcttcca
gcttcatgca

gcagtcccct

tgtcaatggt
gctgtatcta
ggccaggatc
gacctgcggg
agggaccttg
acagtggtgt
gcagaagggc
ccaccctctg
tgctggggag
ggagggaatg
tggtatggag
Caatgaaatg
ggatgaaggc
cccteeegge
gatctgeage
gagctttgac
ttgccaggac
cgctgtgtge
actgaagcat
aggtgacctc
cctgcagatg
cgggaagacc
cccctctggy
ggactgccag
caggttctcc
tgccgtcage
c€ggccgegag
cgtgcgegtc
gtacctgcag
ggaatgcaat
gaggggggac
gccagaagac
ctgtaccatg

gtctcatcgc

300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280



agcaaaagga
ctgcgagcetg
agcatgggct
tgtgtggecec
acagtgaaga
catgtgtgtg
ctcaaatacc
aaccctggga
tgcaagaaac
gtgaatgtga
tacatcattc
tecgtggtec
ggcatccaga
tttgggaact
tcatccectyg
agaatcctta
ctggatgtct
tgcgacacca
aggacggcca
gagtgtgagt
gagccactgg
aaaatcctgg
gtggctggcc
cactgccaga
ggaggcctgg
gacatctcgg
ctgctggatg
gtggacatga
taccacgacg
cggcgcattg
ttgaaataca
accctgctcec
gtccagggec

aacctcaagc

gcctatcctyg
aagggctcga
gtgtctctgg
tggaaaggtg
ttggctgcaa
atgccacgtg
tgttcccegg
cctitcggat
gggtcaccat
agaggcccat
tgctgctggy
tgaagcagac
acaatgacct
cctggaaagt
ccacctgcca
ccagtgacgt
gcatttacga
ttgectgecta
cattgtgccc
ggcgctataa
cctgcectgt
atgagetttt
ggcgttttgc
tttgccactg
tggtgcctec
aaccgcecegtt
gctecctccag
tggagcggct
gctcccacgce
ccagccaggt
cactgttcca
tgatggccag
tgaagaagaa

agatccgcect

JPOXMLDOCOL1-seql.app

tcggecccec
gtgtaccaaa
ctgecetetge
tccetgette
cacttgtgtc
ctccacgatc
ggagtgccag
cctagtgggg
cctggtggag
gaaggatgag
caaagcccte

ataccaggag

caccagcagc
gagctcgcag
taacaacatc
cttccaggac
cacctgctcc
tgcccacgty
ccagagctgc
cagctgtgca
gcagtgtgtg
gcagacctgc
ctcaggaaag
tgatgttgtc
cacagatgcc
gcacgatttc
gctgtccgag

gcgcatctcec

ctacatcggy
gaagtatgcg
aatcttcagc
ccaggagccc
gaaggtcatt

catcgagaag

atggtcaagc
acgtgccaga
cccccgggea
catcagggca
tgtcgggacc
ggcatggecc
tacgttctgag
aataagggat
ggaggagaga
actcactttg
tecegtggtet
aaagtgtgtg
aacctccaag
tgtgctgaca
atgaagcaga
tgcaacaagc
tgtgagtcca
tgtgcccage
gaggagagga
cctgectgtc
gagggctgec
gttgaccctg
aaagtcacct
aacctcacct
ccggtgagcec
tactgcagca
gctgagtttg
cagaagtggg
ctcaaggacc
ggcagccagg
aagatcgacc
caacggatgt
gtgatcccgg

caggcccctg

rPage 10

tggtgtgtcc
actatgacct
tggtccggcea
aggagtatgc
ggaagtggaa
actacctcac
tgcaggatta
gcagccaccc
ttgagctgtt
aggtggtgga
gggaccgcca
gcctgtgtgg
tggaggaaga
ccagaaaagt
cgatggtgga
tggtggaccc
ttggggactg
atggcaaggt
atctccggga
aagtcacgtg
atgcccactg
aagactgtcc
tgaatcccag
gtgaagcctg
ccaccactct
ggctactgga
aagtgctgaa
tcegegtgge
ggaagcgacc
tggcctccac
gccctgaagc
cccggaactt

tgggcattgg

agaacaaggc

cgctgacaac

ggagtgcatg

tgagaacaga
ccctggagaa
ctgcacagac
cttcgacggg
ctgcggcagt
ctcagtgaaa
tgacggggag
gtctggccgg

cctgagcatc

gaattttgat

ccctgtggac
gcctctggac
ttcctectgt
cgagccatat
cgcectgettc
ggtgacctgg
gaacgggtat
tcagcaccct
ccctecaggg
agtgtgtgag
tgaccctgag
ccaggagcecyg
gtatgtggag
cctggtettce
ggcctttgtyg
cgtggtggag
gtcagagctg

cagcgaggtc

CtCCCgCB.tC
tgtccgetac
gccecatgec

cttcgtgctg

2340
2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320



agcagtatgg
gcccctgaag
gggctcttgg
ttcgtoctgg
atggaggagg
cagtactcct
atcctgcagc
gccectgeggt
cccaacctgg
ggagacatcc
aggattggct
gctcctgacc
tccectgeac
agtitcccag
gccaatatag
attgacgtgc
atgcagcggg
ttgacttcag
acggacgtct
acagtgticc
ggcccageag
gtcaccttgg
gatgaggatyg
accgtgactt
cgggggctga
ggctgecget
tttgatggyc
gagcaggacc
tgcatgaaat
gaggtgacgg
aacgtttatg
ttcactccac
acgtatggtc

ggcacagtca

atgagctgga
ccecctectec
gggtttcgac
aaggatcgga
tgattcagcg
acatggtgac
gggtgcgaga
acctctctga
tctacatggt
aggtggtgcc
ggcccaatgce
tggtgctgea
ctgactgcag
cttcttattt
ggcctcgtct
catggaacgt
agggaggccc
aaatgcatgg.
ctgtggattc
ctattggaat
gcgactccaa
gcaattcctt
ggaatgagaa
gccagecaga
ggccttegty
ggacctgccce
agaatttcaa
tggaggtgat
ccatcgaggt
tgaatgggag
gtgccatcat
aaaacaatga
tgtgtgggat

ccacagactg

JPOXMLDOCOL1-seql.app

gcagcaaagg
tactctgecc
cctggggecc
caaaattggt
gatggatgtg
tgtggagtac
gatccgcetac
ccacagcttc
caccggaaat
cattggagtg
ccctatccte
gaggtgctgc
ccagcccctg
tgatgaaatg
cactcaggtg
ggtcccggag
cagccaaatc
tgccaggecg
agtggatgca
tggagatcgc
cgtggtgaag
cctccacaaa
gaggcceggg
tggccagacc
ccctaacage
ctgcgtgtge
gctgactggce
tctccataat
gaagcacagt
actggtctct
gcatgaggtc
gttccaactg
ctgtgatgag

gaaaacactt

gacgagatcg
cccgacatgg
aagaggaact
gaagccgact
ggccaggaca
cccttcageyg
€agggcggca
ttggtcagcc
cctgecctctg
ggccctaatg
atccaggact
tccggagagg
gacgtgatcc
aagagtttcg
tcagtgctgce
aaagcccatt
ggggatgcct
ggagcctcaa
gcagctgatg
tacgatgcag
ctccagcgaa
ctgtgctctg .
gacgtctgga
ttgctgaaga
cagtccecty
acaggcagct
agctgttctt
ggtgcctgea
gcecteteceg
gttccttacy
agattcaatc
cagctcagcc
aacggagcca

gttcaggaat
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Ttagctacct
cacaagtcac
ccatggtict
tcaacaggag
gcatccacgt
aggcacagtc
acaggaccaa
agggtgaccg
atgagatcaa
ccaacgtgca
ttgagacgct
ggctgcagat
ttctcctgga
ccaaggcttt
agtatggaag
tgctgagect
tgggctttge
aggcggtggt
ccgccaggtc
cccagcetacg
tcgaagacct
gatttgttag
ccttgccaga
gtcatcgggt
ttaaagtgga
ccactcggca

atgtcctatt

gccctggage

tcgagctgea
tgggtgggaa
accttggtca
ccaagacttt
atgacttcat

ggactgtgca

ctgtgacctt
tgtgggcccg
ggatgtggcg
caaggagttc
cacggtgctyg
caaaggggac
cactgggctg
ggagcagycg
gaggctgect
ggagctggag
cccecgagag
cececeacectce
tggctectec
catttcaaaa
catcaccacc
tgtggacgtc
tgtgcgatac
catcctggtc
caacagagtg
gatcttggca
ccctaccatg
gatttgcatg
ccagtgccac
caactgtgac
agagacctgt
catcgtgacc
tcaaaacaag
aaggcagggc
cagtgacatg
catggaagtc

catcttcaca

tgcttcaaag

gctgagggat
gcggccaggg

4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5400
5460
5520
5580
5640
5700
5760
5820
5880
5940
6000
6060
6120
6180
6240
6300
6360



cagacgtgcc
gtcctectct
gccatctgce
gcccacctet
atgtcatgcc
gatggcaacg
aaagtcatgt
gatggagtcc

tgcacatgcc

gctceccacgt

cccgagtatg
gaacgtggcc
gcctgeagga
cccacccttc
tccacagtga
accacaacca
ggccagttct
atgggcctce
ttcacttacg
gtggtgactg
tgggcctecc
tttatacaac
tttcagctga
gcctgeatgce
acgacctgcc
aagaccacct
tgtgggagat
cigaagcgtg
agaggagagt
tgtctggcty
gagcctgagt
tctgaagtag
tccattgaca

cccatgcagg

agcccatect
taccactgtt
agcaggacag
gtcggaccaa
caccatctct
tgagctcctyg
tggaaggcag
agcaccagtt
tcagcgggeg
gtggcctgtg

agtgtgtgtg

tccagccecac
daggaggagtg
ggaagaccca
gctgtecect
cctgecttcc
gggaggaggg
gcgtggecca
ttctgcatga
gctcaccgcey
cggagaaccc
aaaggaacgt
gctgtaagac
tcaatggcac
gctgcatggt
gcaacccctg
gtttgcctac
atgagacgct

acttctggga

agggaggtaa

gcaacgacat
aggtggatat
tcaacgatgt

tggccctgea

JPOXMLDOCOL1-seql.app

ggaggageag
tgctgaatgc
ttgccaccag
c€ggggtctge
ggtctacaac
tggggaccat
ctgtgtcect
cctggaagcc
gaaggtcaac
tgaagtagcc
tgacccagtg
actgaccaac
caaaagagtg
gtgctgtgat
tgggtacttg
cgacaaggtg
ctgcgatgtg
gtgctcccag
aggcgagtgce
gggggactec
ctgecctcatce
ctectgeccc
ctcagcgtgce
tgtcattggg

'gcaggtgggg

cccectgggt
ggcttgcacc
ccaggatggce
gaagagggtc
aattatgaaa
cactgccagy
ccactactgc
gcaggaccag

ctgcaccaat

tgtcttgtece
cacaaggtcc
gagcaagtgt
gttgactgga
cactgtgagc
ccctccgaag
gaagaggcct
tgggtccegg
tgcacaacgc
cgccteegec
agctgtgacc
cctggcgagt
tccecacect
gagtatgagt
gcctcaactg
tgtgtccacc
tgcacctgca
aagccctgtg
tgtggaaggt
cagtcttcct
aatgagtgtg
cagctggagg
tgcccaagct

cccgggaaga

gtcatctcty

tacaaggaag
attcagctaa
tgtgatactc
acaggctgcc
attccaggca
ctgcagtatg
cagggcaaat
tgctcctgcet
ggctctgttg
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ccgacagctc
tggctccage
gtgaggtgat
ggacacctga
atggctgtec
gctgtttctg
gcactcagtg
accaccagcc
agccctgecc
agaatgcaga
tgcccccagt
gcagacccaa
cctgceceecc
gtgcctgcaa
Cccaccaatga
gaagcaccat
ccgacatgga
aggacagctg
gcctgecatc
ggaagagtgt
tccgagtgaa
tccectgtctg
gtcgetgtga
ctgtgatgat
gattcaagct
aaaataacac

gaggaggaca

acttctgcaa

caccctttga

cctgectgtga

tcaaggtggy
gtgccagcaa
gctctccgac

tgtaccatga

ccactgccag
cacattctat
cgcctcecttat
Tttctgtgct
ccggcactgt
ccctccagat
cattggtgag
ctgtcagatc
cacggccaaa
ccagtgetge
gcctcactgt
cttcacctgc
gcaccgtttg
ctgtgtcaac
ctygtggetgt
ctaccctgtyg

ggatgcegtg

tcggtcgggce
tgcctgtgag
cggctececay
ggaggaggtc
cccetegggce
gcgcatggag
cgatgtgtgce
ggagtgcagg
aggtgaatgt
gatcatgaca
ggtcaatgag
tgaacacaag
cacatgtgag
aagctgtaag
agccatgtac
acggacggag
ggttctcaat

6420
6480
6540
6600
6660
6720
6780
6840
6900
6960
7020
7080
7140
7200
7260
7320
7380
7440
7500
7560
7620
7680

7740

7800
7860
7920
7980
8040
8100
8160
8220
8280
8340
8400
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gccatggagt gcaaatgctc ccccaggaag tgcagcaagt ga 8442

<210> 28

<211> 2813

<212> PRT

<213> Homo sapiens

<400> 28
Met Ile Pro Ala Arg Phe Ala Gly val Leu Leu Ala teu Ala Leu Ile
1 5 10 15

Leu Pro Gly ;Br Leu Cys Ala Glu g;y Thr Arg Gly Arg ger Ser Thr
3 0

Ala Arg.gys Ser Leu Phe Gly zgr Asp Phe val Asn Thr Phe Asp Gly
5 45

ser Mgt Tyr Ser Phe Ala ggy Tyr Cys Ser Tyr Lgu Leu Ala Gly Gly
5 6

Cys GIn Lys Arg Ser Phe Ser Ile ITe Gly Asp Phe Gln Asn Gly Lys
65 70 75 80

Arg val Ser Leu Ser val Tyr Leu Gly Glu Phe Phe Asp Ile His Leu
85 90 95

Phe val Asn Gly Thr val Thr Gln Gly Asp GIn Arg val Ser Met Pro
100 105 110

Tyr Ala Ser Lys Gly Leu Tyr Leu Glu Thr Glu Ala Gly Tyr Tyr Lys
115 120 125

Leu Ser Gly Glu Ala Tyr Gly Phe val Ala Arg Ile Asp Gly Ser Gly
130 135 140

Asn Phe Gln val Leu Leu Ser Asp Arg Tyr Phe Asn Lys Thr Cys Gly
145 150 155 160

Leu Cys Gly Asn Phe Asn ITe Phe Ala Glu Asp Asp Phe Met Thr Gln
165 170 175

Glu Gly Thr Leu Thr Ser Asp Pro Tyr Asp Phe Ala Asn Ser Trp Ala
180 185 190

Leu Ser Ser Gly Glu GIn Trp Cys Glu Arg Ala Ser Pro Pro Ser Ser
195 200 205

Ser Cys Asn Ile Ser Ser Gly Giu Met GIn Lys Gly Leu Trp Glu GIn
210 215 220

Cys GIn Leu Leu Lys Ser Thr ser val Phe Ala Arg Cys His Pro Leu
225 230 235 240
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val

Cys

Arg

ser

val

305

Cys

Leu

ser

Thr

Pro

385

Asn

ASp

Ala

Pro

Ala

465

Arg

Asp

Asp

Ala

Thr

Ala

290

Ser

Gln

Asp

Gly

Cys

370

Gly

Arg

Cys

Asp

ile

Leu

Pro

Gly

275

Cys

Pro

Glu

Glu

Lys

355

Ile

Glu

Tyr

Gln

Asp

Leu

Asp

Gln

Gln

Glu

Gly

Ala

Ser

Cys

Arg

Gly

340

Arg

Cys

Cys

Phe

Asp

Arg

His

Gly

His

Met
500

Pro

245

Leu

GIn

Pro

Ala

325

Leu

Tyr

Arg

Leu

Thr

405

His

Asp

ASn

Gln

Thr

485

Asp

Phe

Glu

Glu

val

Cys

Pro

Asnh

val

390

Phe

Ser

Ala

ser

Trp

JPOXMLDOCO1-seqT.app

val Ala Leu

Cys

Gly

295

Thr

Asp

val

Pro

Ser

375

Thr

Ser

Phe

val

Leu

455

val

Thr

Asp

Ala

Met

280

Pro

Cys

Gly

Glu

Gly

GIn

Gly

Gly

ser

Cys

440

val

Gin

Ala

Gly

Cys

265

val

Ala

Glin

Cys

Ser

345

Thr

Trp

Gln

ITe

Ile

425

Thr

Lys

Leu

Ser

Cys Glu Lys Thr

250

Pro

Leu

Gly

5er

Ser

330

Thr

sSar

Ile

ser

Cys

val

Arg

Leu

Pro

val
490

Ala

TYr

Met

Leu

315

Cys

Glu

Leu

Cys

His

395

GIn

Ile

ser

Lys

Leu

475

Arg

Leu

Gly

Glu

300

His

Pro

Cys

Ser

Ser

380

Phe

TYr

Glu

val

His.

460

Leu

Leu

Gly Arg Leu
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Leu

Tyr

Ile

Glu

Pro

Arg

Asn

Lys

Leu

Thr

Thr

445

Gly

Lys

Ser

Leu

Leu

Glu

270

Thr

Arg

Asn

Gly

Asp

Glu

Ser

Leu

val

430

val

Ala

Gly

Tyr

val
510

Cys

255

Tyr

ASp

Gln

Glu

Gln
335

'Va1

Cys

Glu

Phe.

Ala

415

Gin

Arg

Gly

Asp

Gly

Lys

Glu

Ala

His

Cys

Met

320

Leu

His

Ash

Cys

Arg

Cys

Leu

val

Leu

480

Glu

Leu



Ser

Gly

545

Asp

Thr

Glu

Arg

Ala

625

Ala

val

Sear

Cys

Ala

705

Ile

His

Leu

Pro

Pro

ASn

330

val

Leu

Arg

Ala

Tyr

610

Leu

Trp

Tyr

Tyr

Pro

690

GIn

Pha

Cys

Ser

Pro
770

val

515

Gln

Glu

Gln

Phe

595

Asp

Ala

Arg

Leu

Pro

675

Pro

Cys

Ser

Thr

Ser

755

Met

Tyr

Gly

Asp

Lys

ser

580

His

val

ser

Glu

Gln

660

Asp

Gly

Pro

Asp

Met

740

Pro

val

Ala

Asp

Phe

Gln

565

Glu

Arg

cys

Tyr

Pro

645

Cys

Glu

Leu

Cys

His

725

Ser

Leu

Lys

Gly

Asp

Glu

Ala

Ser

Ala

630

Gly

Gly

Glu

Tyr

Tyr

710

His

Gly

Ser

Leu

Lys

Phe

535

Asn

Ser

Ala

val

Cys

615

Ala

Arg

Thr

Cys

Met

695

Tyr

Thr

val

His

val
775
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Thr Cys Gly Leu

520

Leu

Ala

ASD

Cys

ser

600

Ser

Ala

Cys

Pro

Asnh

680

ASD

Asp

Met

Pro

Thr

Trp

Pro

Ala

585

Pro

Asp

Cys

Glu

Glu

G}y

Cys

Pro

Pro Ser
Lys Leu

555

Cys Ala

570

val Leu

Leu Pro

Gly Arg

Ala Gly

Leu Asn

630

Asn Leu

Ala Cys

Arg Gly

Glu Tie

715

Tyr Cys
730

Ser Leu

Lys Arg

Ala Asp
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cys

Leu

Thr

Tyr

Glu

620

Arg

cys

Thr

Leu

Glu

Leu

Ser

Asn
780

Gly

325

Leu

Gly

Asn

Ser

Leu

605

Cys

Gly

Pro

Cys

Glu

685

Cys

GIn

Asp

Pro

Leu

765

Leu

Asn

Ala

Asp

Pro

Pro

590

Arg

Leu

val

Lys

Arg

Gly

val

Pro

Gly

Asp

ser

Arg

Tyr

Glu

Cys

Arg

Thr

Asn

Cys

Arg

Gly

Ser

Cys

Pro

Glu

Phe

735

Ala

Cys

Ala

Asn

Pro

Gln

560

Met

Phe

Cys

Gly

val

640

GIn

Leu

Phe

Lys

ASp

Met

val

Arg

Glu



JPOXMLDOCO1-seq] . app

Gly Leu Glu Cys Thr Lys Thr Cys Gln Asn Tyr Asp Leu Glu Cys Met
785 790 ' 795 800

Ser Met Gly Cys val Ser Gly Cys Leu Cys Pro Pro Gly Met val Arg
805 810 815

His Glu Asn Arg Cys val Ala Leu Glu Arg Cys Pro Cys Phe His Gln
820 825 830

Gly Lys Glu Tyr Ala Pro Gly Glu Thr val rys Ile Gly Cys Asn Thr
835 840 845

Cys val Cys Arg Asp Arg Lys Trp Asn Cys Thr Asp His val Cys Asp
850 855 860

Ala Thr Cys Ser Thr Ile Gly Met Ala His Tyr Leu Thr Phe Asp Gly
865 870 875 880

Leu Lys Tyr Leu Phe Pro Gly Glu Cys GIn Tyr val Leu val GIln Asp
885 890 895

Tyr Cys Gly Ser Asn Pro Gly Thr Phe Arg Ile Leu val Gly Asn Lys
900 905 910

Gly Cys Ser His Pro Ser val Lys Cys Lys Lys Arg val Thr ile Leu
915 920 925

val Glu Gly Gly Glu ITe Giu Leu Phe Asp Gly Glu val Asn val Lys
930 935 940

Arg Pro Met Lys Asp Glu Thr His Phe Glu val val Glu Ser Gly Arg
945 950 955 960

Tyr Ile Ile Leu Leu Leu Gly Lys Ala Leu Ser val val Trp Asp Arg
965 970 975

His Leu Ser Ile Ser val val Leu Lys Gln Thr Tyr Gln Glu Lys val
980 985 990

Cys Gly Leu Cys Gly Asn Phe Asp Gly Ile GIn Asn Asn Asp Leu Thr
995 1000 1005

Ser Ser Asn Leu GIn val Glu Glu Asp Pro val Asp Phe Gly Asn
1010 1015 1020

Ser Trp Lys val Ser Ser Gln Cys Ala Asp Thr Arg Lys val Pro
1025 1030 1035

Leu Asp Ser Ser Pro Ala Thr Cys His Asn Asn Ile Met Lys Gln
1040 1045 1050
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Thr

Gln

cys

cys

His

Ser

Trp

His

His

Thr

Arg

Pro

Cys

Asp

Glu

val

Glu

Met
1055

Asp
1070

Ile
1085

Phe
1100

Gly
1115

Cys
1130

Arg
1145

Pro
1160

Ala
1175

Cys
1190

Arg
1205

Glu
1220

Glu
1235

Ala
1250

Pro
1265

Phe
1280

val
1295

val

Cys

Tyr

Cys

Lys

Glu

Tyr

Glu

His

val

Phe

His

Ala

Pro

Pro

Leu

Leu

Asp

AsSn

Asp

ASp

val

Glu

Asn

Pro

Cys

Asp

Ala

Cys

Cys

val

Leu

Leu

Lys

ser

Lys

Thr

Thr

val

Arg

Ser

Leu

Pro

Pro

Ser

Gin

Gln

Ser

His

Asp

Ala

Ser

Leu

Cys

Ile

Thr

Asn

Cys

Ala

Pro

Glu

Gly

Ile

Glu

Pro

ASp

Gly

Phe

Cys
1060

vai
1075

Ser
1090

Ala
1105

Trp
1120

Leu
1135

Ala

1150

Cys
1165

Pro
1240

Thr

1255

Phe
1270

ser
1285

val
1300

JPOXMLDOCO1-seql.app

Arg

ASp

Cys

Ala

Arg

Arg

Pro

Pro

Lys

Cys

LYys

His

Gly

Thr

Tyr

ser

val

Ile Leu

Pro Glu

Glu ser

Tyr Ala

Thr Ala

Glu Asn

Ala Cys

val Gl1n

ITe Leu

Pro val

val Thr

Cys Asp

Gly Leu

Leu Tyr

Cys Ser

Arg Leu

Asp Met

Thr Ser
1065

Pro Tyr
1080

Ile Gly

His val
1110

Thr Leu
1125

Gly Tyr
1140

GIn val
1155

Cys val
1170

Asp Glu
1185

Cys Glu
1200

Leu Asn
1215

val val
1230

val val
1245

val Glu
1260

Arg Leu
1275

Ser Glu
1290

Met Glu
1305
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Asp

Leu

Asp

Cys

Cys

Glu

Thr

Glu

Leu

val

Pro

Asn

Pro

Asp

Leu

Ala

Arg

val

Asp

Cys

Ala

Pro

cys

Cys

Gly

Leu

Ala

Ser

Leu

Pro

Ile

Asp

Glu

Leu

Phe

val

Ala

Gln

Gin

Glu

GIn

Cys

Gly

Asp

Thr

Thr

ser

Leu

Phe

Arg



Ile

Gly

Glu

val

Phe

Leu

Arg

val

Glu

Asp

Asp

Ala

Gly

Glu

Glu

Ser

Giu

Ser
1310

Ser
1325

Leu
1340

Ala
1355

Ser
1370

Met
1385

Glu
1445

Leu
1460

GIn
1475

Pro
1490

Gly
1505

Phe
1520

Ile
1535

Tyr
1550

Gln

His

Arg

Ser

Lys

Ala.

val

Ile

GIn

Leu

Ala

val

Lys

Ser

Met

His

Pro

Lys

Ala

Arg

Thr

Ile

Ser

Gin

Gly

Ala

Glu

Pro

Thr

Arg

Asp

Glu

val

Phe

Trp

Tyr

1le

Ser

ASp

Gin

Gly

Pro

Pro

GIn

Glu

val

Asn

Lys

Glu

Thr

Ser

val Arg

Ile G1

Ala Ser
1345

Giu val
1360

Arg Pro
1375

Glu Pro
1390

Leu Lys
1405

His Ala
1420

Glu Asn
1435

Gln Arg
1450

Ala Pro
1465

Gly Pro
1480

Ser Met
1495

Ile Gly
1510

val Ile
1525

val Leu
1540

Glu Ala
1555

JPOXMLDOCO1-seq?.app

val

Leu

Gln

Leu

Glu

Gin

Lys

Asn

Lys

Asp

Pro

Gly

val

Glu

Gln

Gln

Gln

Ala val val

Lys ASp Arg

val Lys Tyr

Lys Tyr Thr

Ala ser Arg

Arg Met Sser

Lys Lys val

Leu Lys Gln

Ata phe val

Glu Ile val

Pro Thr Leu

Leu Leu Gly

Leu Asp val

Ala Asp phe

Arg Met Asp

Tyr Ser Tyr

Ser Lys Gly
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Glu
1320

Lys
1335
Ala

1350

Leu
1365

Ile
1380

Arg
1395

ITe
1410

Ile
1425

Leu
1440

Ser
1455

Pro
1470

val
1485

Ala
1500

Asn
1515

val
1530

Met
1545

AsSD
1560

Tyr

Arg

Gly

Phe

Thr

ASN

val

Arg

ser

Tyr

Pro

ser

Phe

Arg

Gly

val

Ile

His

Pro

Ser

Gln

Leu

Phe

Ile

Leu

ser

Leu

Asp

Thr

val

sSer

Gln

Thr

Leu

Asp

Ser

Gln

Ile

Leu

val

Pro

Ile

val

Cys

Met

Leu

Leu

Lys

Asp

val

GIn



Arg

Gly

GIn

Gly

Gln

Leu

Phe

Cys

Pro

ser

Ala

Gln

Pro

Asp

Leu

Arg

Ser

val
1565

Leu
1580

Gly
1595

Asn
1610

val
1625

Glu
1640

Glu
1655

Cys
1670

Asp
1685

Ser
1700

Lys
1715

val

1730

Trp
1745

val
1760

Pro
1790

val
1805

Arg

Ala

Asp

Pro

val

Arg

Thr

Ser

Cys

Ser

Ala

Ser

Asn

Met

Phe

Gly

Asp

Glu

Leu

Arg

Ala

Pro

Ile

Leu

Gly

Ser

Phe

Phe

val

val

Gln

Ala

Ala

Set

Ile

Arg

Glu

Ser

Ile

Gly

Pro

Glu

G1n

Pro

Ile

Leu

val

Arg

val

Ser

val

Arg

Tyr

Gin

Asp

Gly

Trp

Arg

Gly

Pro

Ala

Ser

Gln

Pro

Glu

Arg

Lys

Asp

TYyr
1570

Leu
1585

Ala
1600

Glu
1615

val
1630

Pro
1645

Glu
1660

Leu
1675

Leu
1690

Ser
1705

Lys
1720

Tyr
1735
Glu

1750

Gly
1765

Tyr
1780

Ala
1795

Ala
1810
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Gin Gly Gly Asn

Ser

Pro

Ile

Gly

Asn

Ala

Gln

Asp

Tyr

Ala

Gly

LYS

Gly

Leu

val

Ala

AsSp

Asn

Lys

Pro

Ala

Pro

Tle

val

Phe

Asn

Ser

Ala

Pro

Thr

val

His

Leu

Arg

AsSn

Pro

Asp

Pro

Ile

ASp

Ile

ITe

His

Ser

ser

Ile

Ser

val

Leu

Ala

Ile

Ley

Thr

Leu

Glu

Gly

Thr

Leu

Gln

Glu

Leu

Ala Asp Ala
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Arg
1575

Phe
1590

Tyr
1605

Pro
1620

AsSn
1635

Leu
1650

val
1665

Leu
1680

Leu
1695

Met
1710

Pro
1725

Thr
1740

Leu
1755

Ile
1770

Met

1785

val
1800

Ala
1815

Thr

Ley

Met

Gly

val

Ile

Leu

Ser

Leu

Lys

Arg

ile

ser

Gly

His

Thr

Alr'g

AsSh

val

val

ASp

Gln
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