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Figure 6
1 50
3-33_VH (1) QVQLVESGGGVVQPGRSLRLSCAASGEFTEFSSYGMHWVRQAPGKGLEWVAV
MF3056_VH (1) OVQLVQSGGGVVQPGRSLRLSCVASGETFSSYGMHWVRQAPGKGLEWVAA
Consensus (1) QVQLV SGGGVVQPGRSLRLSC ASGFTFSSYGMHWVRQAPGKGLEWVA
51 100
3-33_VH (51) IWYDGSNKYYADSVKGRETISRDNSKNTLYLOMNSLRAEDTAVYYCAR——
MF3056_VH (51) IWYNGRKQODYADSVKGRETISRDNSKNTLYLQOMNSLRAEDTAVYYCTRGT
Consensus (51) IWY G YADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYC R
101 115
3-33_VH (99) —
MF3056_VH (101) GYNWFDPWGQGTLVT
Consensus (101)
Figure 7
1 50
MF3056_VH (1) QVQLVQSGGGVVQPGRSLRLSCVASGFTEFSSYGMHWVRQAPGKGLEWVAA
MF3872_VH (1) QVQLVQSGGGVVQPGRSLRLSCVASGFTFSSYGMHWVRQAPGKGLEWVAA
MF3873_VH (1) OVQLVQSGGGVVQPGRSLRLSCVASGEFTFSSYGMHWVRQAPGKGLEWVAA
MF3905_VH (1) QVQLVQSGGGVVQPGRSLRLSCVASGFTEFSSYGMHWVRQAPGKGLEWVAA
51 100
MEF3056_VH (51) IWYNGRKODYADSVKGRETISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT
MF3872_VH (51) IWYSGRKQODYADSVKGREFTISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT
MF3873_VH (51) IWYQGRKQDYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCTRGT
MF3905_VH (51) IWYGGRKQDYADSVKGRETISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT
101 118
MF3056_VH (101) GYNWFDPWGQGTLVTVSS
MF3872_VH (101) GYNWEDPWGQGTLVTVSS
MF3873_VH (101) GYNWFDPWGQGTLVTVSS
MF3905_VH (101) GYNWFDPWGQGTLVTVSS
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Figure 9
1 50
ME3056_VH 1) QVQLVQSGGGVVQPGRSLRLSCVASGETFSSYGMHWVRQAPGKGLEWVAZL
MF3874_VH 1) QVQLVESGGGVVQPGRSLRLSCVASGFTFSSYGMHWVROAPGKGLEWVAL
MF3878_VH 1) QVQLVQSGGGVVQPGRSLRLSCAASGEFTFSSYGMHWVRQAPGKGLEWVALA

(
(
(
MF3883_VH (1) QVQLVQSGGGVVQPGRSLRLSCVASGETFSSYGMHWVRQAPGKGLEWVAV
(
(
(

MF3886_VH 1) QVQLVOSGGGVVQPGRSLRLSCVASGETEFSSYGMHWVRQAPGKGLEWVAA
MF3891_VH 1) QVQLVESGGGVVQPGRSLRLSCAASGEFTFSSYGMHWVRQAPGKGLEWVAA
Consensus 1) QVQLVQSGGGVVQPGRSLRLSCVASGFTFSSYGMHWVRQAPGKGLEWVAA

51 100
MEF3056_VH 51) IWYNGRKQDYADSVKGRETISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT
MF3874_VH 51) IWYNGRKQDYADSVKGRETISRDNSKNTLYLQOMNSLRAEDTAVYYCTRGT
MF3878_VH 51) IWYNGRKQDYADSVKGRETISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT

(
{
(
MF'3883_VH (51) IWYNGRKQDYADSVKGRETISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT
{
(
(

MF3886_VH 51) IWYNGRKQDYADSVKGRETISRDNSKNTLYLQOMNSLRAEDTAVYYCARGT

MF3891_VH 51) IWYNGRKQDYADSVKGRETISRDNSKNTLYLOMNSLRAEDTAVYYCARGT

Consensus 51) IWYNGRKQDYADSVKGRETISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT
101 118

MF3056_VH 101) GYNWEFDPWGQGTLVTIVSS

MEF3874_VH 101) GYNWEDPWGQGTLVTIVSS

MF3878_VH 101) GYNWEFDPWGQGTLVTIVSS

(
(
(
MF3883_VH (101) GYNWFDPWGQGTLVTIVSS
(
(
(

MEF3886_VH 101) GYNWEDPWGQGTLVTIVSS
MF3891_VH 101) GYNWEDPWGQGTLVTIVSS
Consensus 101) GYNWEDPWGQGTLVTVSS
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Figure 12
1 50
MF3056_VH 1) QVQOLVQOSGGGVVQPGRSLRLSCVASGFTFSSYGMHWVROAPGKGLEWVAA
MF5192_VH 1) QVQOLVQOSGGGVVQPGRSLRLSCVASGFTFSSYGMHWVROAPGKGLEWVAA
MF5193_VH 1) QVQLVQSGGGVVQPGRSLRLSCVASGETESSYGMHWVROAPGKGLEWVAA
MF5194_VH 1) QVQLVQOSGGGVVQPGRSLRLSCVASGFTFSSYGMHWVROAPGKGLEWVAA

(
{
(
(
MF5195_VH (1) QVQLVQSGGGVVQPGRSLRLSCVASGEFTFSSYGMHWVRQAPGKGLEWVAA
(
(
(

MF5196_VH 1) QVQLVQSGGGVVQPGRSLRLSCVASGEFTEFSSYGMHWVRQAPGKGLEWVAA
MEF5197_VH 1) QVQLVQSGGGVVQPGRSLRLSCVASGETEFSSYGMHWVRQAPGKGLEWVAA
Consensus 1) QVQLVQSGGGVVQPGRSLRLSCVASGFTFSSYGMHWVRQAPGKGLEWVAA

51 100
MF3056_VH 51) IWYNGRKODYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT
MF5192_VH 51) IWYHGRKQODYADSVKGREFTISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT
ME5193_VH 51) IWYHARKQDYADSVKGRETISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT
MF5194_VH 51) IWYHTRKQODYADSVKGRETISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT

(
{
(
(
MF5195_VH (51) IWYHNRKQODYADSVKGRETISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT
(
(
{

MF5196_VH 51) IWYNARKQODYADSVKGRETISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT

MF5197_VH 51) IWYNTRKODYADSVKGREFTISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT

Consensus 51) IWYHARKQODYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT
101 118

ME3056_VH 101) GYNWEDPWGQGTLVTIVSS

MF5192_VH 101) GYNWEFDPWGQGTLVTVSS

MF5193_VH 101) GYNWEDPWGQGTLVTIVSS

(
(
(
MF5194_VH (101) GYNWEFDPWGQGTLVIVSS
(
{
(
(

ME5195_VH 101) GYNWEFDPWGQGTLVTIVSS
MF5196_VH 101) GYNWEDPWGQGTLVTVSS
ME5197_VH 101) GYNWEDPWGQGTLVIVSS
Consensus 101) GYNWEDPWGQGTLVTIVSS
Figure 13
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Figure 18
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Figure 20
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Figure 22

15C3 VH (MF3055_VH)
QVQLVQSGGGVVQPGRSLRLSCVASGF TF SSYGMHWVRQAPGKGLEWVAATIWYNGRKQDYADSV
KGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCTRGTGYNWEDPWGQGTLVTVSS

15C3 VL1 - IGKV3-11*
EIVLTQSPATLSLSPGERATLSCRASQSVSSYLAWYQQKPGQAPRLLIYDASNRATGIPASESG
SGSGTIDFTLTISSLEPEDFAVYYCQQRSNWPWTFGQGTKVEIK

15C3 VL2 - IGKV1-13 (MF3055_VL)
ATQLTQSPSSLSASVGDRVTITCRASQGISSALAWYQQKPGKAPKLLIYDASSLESGVPSRESG
SGSGTDFTLTISSLOQPEDFATYYCQQFNSYPITFGQGTRLEIK

IGKV1-39 (MF3056_VL)
DIOMTQSPSSLSASVGDRVTIITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLQSGVPSRESG
SGSGTIDFTLTISSLOQPEDFATYYCQQSYSTPPTFGQGTKVEIK

Figure 23

Figure 23A
IGKV1-39A

DIOMTQSPSSLSASVGDRVTIITCRASQSISSYLNWYQQKPGKAPKLLIYAASSLOQSGVPSRESG
SGSGTDFTLTISSLOQPEDFATYYCQQSYSTP

Figure 23B

IGKV1-39/jk1
DIOMTQSPSSLSASVGDRVTIITCRASQSISSYLNWYQOKPGKAPKLLIYAASSLQSGVPSRESG
SGSGIDFTLTISSLOPEDFATYYCQQSYSTPPTEFGQGTKVEIK

Figure 23C

IGKV1-39/9k5
DIQOMTQSPSSLSASVGDRVTITCRASQSISSYLNWYQOKPGKAPKLLIYAASSLQSGVPSRESG
SGSGIDFTLTISSLOPEDFATYYCQQSYSTPPITFGOGTRLEIK

Figure 24
MF1337_VH

EVQLVETGAEVKKPGASVKVSCKASDYIFTKYDINWVROQAPGOQGLEWMGWMSANTGNTGYAQKEFQGRVTM
TRDTSINTAYMELSSLTSGDTAVYFCARSSLFKTETAPYYHFALDVWGQGTTVIVSS

MF4327_VH

QVQLVQOSGAEVKKPGASVKVSCKASGYTEFTSYYMHWVRQAPGOGLEWMGIINPSGGSTSYAQKEQGRVTM
TRDTSTSTVYMELSSLRSEDTAVYYCAKGTTGDWEDYWGQGTLVIVSS
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Figure 25
1 50
MF5196_VH 1) QVQLVQOSGGGVVQPGRSLRLSCVASGFTFSSYGMHWVRQAPGKGLEWVAA
ME5603_VH 1) QVQLVQSGGGVVQPGRSLRLSCVASGFTFSSYGMHWVRQAPGKGLEWVAA
MF5616_VH 1) QVQLVQSGGGVVQPGRSLRLSCVASGFTFSSYGMHWVRQAPGKGLEWVAA
MF5626_VH 1) QVQLVOSGGGVVQPGRSLRLSCVASGFTFSSYGMHWVRQAPGKGLEWVAA

(
(
(
(
MF5630_VH (1) QVQLVQSGGGVVQPGRSLRLSCVASGFTFSSYGMHWVRQAPGKGLEWVAA
(
(
(
(

MF5648_VH 1) QVQLVQSGGGVVQPGRSLRLSCVASGEFTFSSYGMHWVRQAPGKGLEWVAA
ME5661_VH 1) QVQLVQOSGGGVVQPGRSLRLSCVASGETEFSSYGMHWVRQAPGKGLEWVAQ
MF5694_VH 1) QVQLVQSGGGVVQPGRSLRLSCVASGFTFSSYGMHWVRQAPGKGLEWVAA
Consensus 1) QVQLVQSGGGVVQPGRSLRLSCVASGETFSSYGMHWVRQAPGKGLEWVAA

51 100
MF5196_VH 51) IWYNARKQDYADSVKGRETISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT
MF5603_VH 51) IWYNARKQEYIDSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT
ME5616_VH 51) IWYNARKQEYNDSVKGRETISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT
MF5626_VH 51) IWYNARKQEYRDSVKGRETISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT

(
(
(
(
MF5630_VH (51) IWYNARKQDYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCTRGT
(
(
(
(

ME5648_VH 51) IWYNARKQEYLDSVKGRETISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT

MF5661_VH 51) IWYNARKQEYSDSVKGRETISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT

MF5694_VH 51) IWYNARKQEYSDSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT

Consensus 51) IWYNARKQEYADSVKGRETISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT
101 118

MF5196_VH 101) GYNWEFDPWGQGTLVTIVSS

MEF5603_VH 101) GYNWEDPWGQGTLVTIVSS

MF5616_VH 101) GYNWEFDPWGQGTLVTIVSS

MF5626_VH 101) GYNWEFDPWGQGTLVTIVSS

(
(
(
(
MF5630_VH (101) GYNWYDPWGQGTLVIVSS
(
(
(
(

ME5648_VH 101) GYNWEDPWGQGTLVTIVSS
MF5661_VH 101) GYNWEDPWGQGTLVTIVSS
ME5694_VH 101) GYNWEDPWGQGTLVTVSS
Consensus 101) GYNWEDPWGQGTLVTIVSS

MF5196_VHQVQLVQSGGGVVOPGRSLRLSCVASGFTFSSYGMHWVROAPGKGLEWVAAIWYNARKQDYA
DSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCTRGTGYNWEDPWGQGTLVIVSS

MF5603_VH
QVQLVQSGGGVVQPGRSLRLSCVASGETEFSSYGMHWVRQAPGKGLEWVAAIWYNARKQEYIDSVKGRETI
SRDNSKNTLYLOMNSLRAEDTAVYYCTRGTGYNWEDPWGQGTLVIVSS

MF5616_VH
QVQLVQOSGGGVVQPGRSLRLSCVASGETEFSSYGMHWVROAPGKGLEWVAAIWYNARKQEYNDSVKGRETI
SRDNSKNTLYLOMNSLRAEDTAVYYCTRGTGYNWEDPWGQGTLVIVSS

MEF5626_VH
QVQLVQSGGGVVQPGRSLRLSCVASGETEFSSYGMHWVROAPGKGLEWVAAIWYNARKQEYRDSVKGRETI
SRDNSKNTLYLOMNSLRAEDTAVYYCTRGTGYNWEDPWGQGTLVIVSS

MF5630_VH
QVQLVQSGGGVVQPGRSLRLSCVASGETEFSSYGMHWVRQAPGKGLEWVAAIWYNARKQDYADSVKGRETI
SRDNSKNTLYLOMNSLRAEDTAVYYCTRGTGYNWYDPWGQGTLVIVSS

MF5648_VH
QVQLVQOSGGGVVQPGRSLRLSCVASGETESSYGMHWVRQAPGKGLEWVAAIWYNARKQEYLDSVKGRETI
SRDNSKNTLYLOMNSLRAEDTAVYYCTRGTGYNWEDPWGQGTLVIVSS

ME5661_VH
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QVQLVQOSGGGVVQPGRSLRLSCVASGETEFSSYGMHWVRQAPGKGLEWVAQIWYNARKQEYSDSVKGRETI
SRDNSKNTLYLOMNSLRAEDTAVYYCTRGTGYNWEDPWGQGTLVIVSS

MF5694_VH

QVQLVQSGGGVVQPGRSLRLSCVASGETFSSYGMHWVROAPGKGLEWVAAIWYNARKQEYSDSVKGRETI
SRDNSKNTLYLOMNSLRAEDTAVYYCTRGTGYNWEDPWGQGTLVIVSS
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Figure 26
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Figure 28
1 50
MF5196 1) QVQLVQSGGGVVQPGRSLRLSCVASGETFSSYGMHWVRQAPGKGLEWVAA
MF5351 1) QVQLVOSGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVAM

(
(
MF5354 (1) QVQLVQSGGGVVQPGRSLRLSCAASGETFSGYGMHWVRQAPGKGLEWVAQ
(
(

ME'5356 1) QVQLVESGGGVVQPGRSLRLSCAASGETFSKYGMHWVRQAPGKGLEWVAQ
Consensus 1) QVQLVQSGGGVVQPGRSLRLSCAASGETEFSSYGMHWVRQAPGKGLEWVAQ
51 100

ME'5196 51) IWYNARKQDYADSVKGRETISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT
ME5351 51) IWYDGKNTYYADSVKGRETISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT

(
(
ME5354 (51) IYYDGSRTIYYADSVKGRFTISRDNSKNTLYLQOMNSLRAEDTAVYYCTRGT
(
(

ME'5356 51) IWHDGRKTYYADSVKGREFTISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT
Consensus 51) IWYDGRKTYYADSVKGRETISRDNSKNTLYLOMNSLRAEDTAVYYCTRGT
101 118
ME5196 101) GYNWEFDPWGQGTLVTIVSS
ME5351 101) GYNWEDPWGQGTLVTIVSS

(
(
MF5354 (101) GYNWFDPWGQGTLVTVSS
(
(

MEF5356 101) GYNWEDPWGQGTLVTVSS
Consensus 101) GYNWEDPWGQGTLVTIVSS
MF5351_VH

QVQLVQSGGGVVQPGRSLRLSCAASGETEFSSYGMHWVRQAPGKGLEWVAMIWYDGKNTYYADSVKGRETI
SRDNSKNTLYLOMNSLRAEDTAVYYCTRGTGYNWEDPWGQGTLVIVSS

ME5354_VH
QVQLVQOSGGGVVQPGRSLRLSCAASGE TESGYGMHWVRQAPGKGLEWVAQIYYDGSRTYYADSVKGRETI
SRDNSKNTLYLOMNSLRAEDTAVYYCTRGTGYNWEDPWGQGTLVIVSS

MF5356_VH
QVQLVESGGGVVQOPGRSLRLSCAASGE TFSKYGMHWVROQAPGKGLEWVAQIWHDGRKTYYADSVKGRETI
SRDNSKNTLYLOMNSLRAEDTAVYYCTRGTGYNWEDPWGQGTLVIVSS
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Figure 29
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