PCT/EP2015/060188

FIGURE 1

1/6

WO 2015/169947

@

" I
SN e I O It e S T s O W
| [ A T AR R N A l
" | | | | ! | || || |
| | | | | | || | | |
I N AN R R
HHEL U s T I L
| | | | | o || | | |
“ | || | ] || || |
AT T T T T
. - L4l S || | | |
“ | ] | | ] ] |
| | | | | | || | | |
" | | | | | | || | | |
I S R R S e eI dgl]
! = |1st||1SE1 | «— ——» | |S|II]|S] 11|
|8 1B s RCARREARRR R
" | | | | | | || | | |
HIFLE e
e N RN |
- fLT_ f|,"+r|_ I T[T

1 1

1 1

1 1

(b)



WO 2015/169947 PCT/EP2015/060188

FIGURE 2

(1a) (2) (3)

v F p* R F - p ¥R
— DMR1 OR1 S —

F p* R F - p ¥R

—_— DMR2 OR2 S —

A

(1b)

FIGURE 3

~20 -
c
°
k!
g
o
§'15'
©
g y = 0.5x
8 &
g
E10'
?
=
< © male/male
a
5.
g A female/male
(]
P _
T o y=1
£ = Pl o ° female/female
0

0 5 10 15 20 25

% foetal cfDNA

2/6




WO 2015/169947 PCT/EP2015/060188
FIGURE 4

o =
31 77, :/
A== -

o= E B
T NEZIE Z EZ 0 RASSF1
25 E% — % E% =
“HIES 1= e % TBX3
= EZE 7 52 - BRASSF1/TBX3
0 =7 =/ Z =/ multiplex

3/6




PCT/EP2015/060188

WO 2015/169947

FIGURE 6

(2)

(1)

OR1

ORn

DMR1

DMRn

r
|

r
|

ORT’

DMR1T'

DMRnN'

4/6



PCT/EP2015/060188

WO 2015/169947

FIGURE 7

)

3
OR1

(

r-——————=---

OR2

DMR1

DMR2

1

S e

r—T 11—+
e R
| || |
N | ] |
HAmau
o | | E i
oo etrrieig
N || | !
. || |
T T

< > | | |

| | |

| || |

| || |

R

= | |E] 1|2

el 2]

| || |

| || |

| | | |

| |

5/6



PCT/EP2015/060188

WO 2015/169947

FIGURE 8

12

10

-2

-4

Z-5core Z-Score Z-Score Z-S¢core
[mean] [mean] [mean] [mean}
ratio [run specific] [run specific] [run specific] [run specific]
unmasked masked ist iterative 2nd iterative
glimination elimination
FAl JAY Fa
Pt TN
Ay Pt AN

gl 2

B> D D

+604 GIREDOSEN

* cuploid
AT21 positive

6/6



