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FIG. 1
10 Provide target nucleic acids with symmetric adapters
12 Modify one adapter of target nucleic acids to
result in target nucleic acids with asymmetric adapters
14 Amplify target nucleic acids having asymmetric adapters
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AATGATACGGCGACCACCGAGATCTACACTAGATCGCTCGT
CGGCAGCGTCUAGATGTGTATAAGAGACAG (SEQ ID NO: 1)

CAAGCAGAAGACGGCATACGAGATTCGCCTTAGTCTCGTGG
GCTCGGAGATGTGTATAAGAGACAG (SEQ ID NO: 2)

P5: AATGATACGGCGACCACCGAGATCTACAC (SEQ ID NO:3)
i5: TAGATCGC (SEQ ID NO:4)

P7: CAAGCAGAAGACGGCATACGAGA (SEQ ID NO:5)

i7: TTCGCCTTA (SEQ ID NO:6)

ME: AGATGTGTATAAGAGACAG (SEQ ID NO:7)

Al4: TCGTCGGCAGCGTC (SEQ ID NO:8)

B15: GTCTCGTGGGCTCGG (SEQ ID NO:9)
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