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Sample Compound Formula [M+H]* (Da) Concentration
(nmol/g)
Mice feces GM CigH3N,O45 49719772 2-10
(steady-state)
G-ahM CioH3oN,04, 479.18715 1-3
M Cy;H1gNOg 294.11834 6-40
ahM C,1HzNO; 276.10778 2-15
M-AE CigH31N;O4, 494.19805 0.2-4
ahM-AE CigHaeN;O 4 476.18749 0.2-3
GM-AE CoHasN, Oy 697.27742 n.d.-0.6
GM-AEm Cs4HssNgO20 869.36221 n.d.-1
M-AEmA CogHusNgO4g 737.31996 n.d.-2
GahM-AEmA Ca7HseN; 05 921.38149 n.d.-0.6
M-AEmAA CaoHssN;Oy; 808.35707 n.d.-2
GM-AEmMAA CoHesNgO2 1011.4364 n.d.-0.6
G(DM)-AE CooH.N:O;; 738.30397 n.d.-2
(DG)M-AE CogHayNsO4; 738.30397 n.d.-3
(DG)M-AEmM CasHssNgO-4 1911.37278 n.d.-2
M-A C4H24N,0Oq 365.15555 n.d.-0.6
Human stool | GM CioHaN,045 49719772 1-15
(healthy)
M C,1HgsNOg 294.11834 10-400
ahM C,;H;zNO; 276.10778 5-300
M-AE CigHa1N;O4, 494.19805 n.d.-500
ahM-AE CgHaoN;044 476.18749 n.d.-180
GM-AE C,;HuN,O,; 697.27742 n.d.-60
M-AEmMA CogHusNgO4g 737.31996 n.d.-500
ahM-AEmA CogHisNgO15 719.30939 n.d.-70
M-AEmAA CaoHssN;Oy; 808.35707 n.d.-120
FIG. 4A
Mice feces Human stool
[ GM (8.67%) [ G(DM)-AE 1 GM (3.32%)
[ GahM (7.02%) [J (DG)M-AE 1M (54.12%)
[ M (47.03%) I GM-AEm [ ahM (35.34%)
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[ ahM-AE [ M-AEmAA Bl GM-Aem
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Average = 37uM Average = 157uM
FIG. 4B
PGN profiling in feces and cecum of individual mouse at steady-state conditions
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FIG. 4C
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FIG. 7C (continued)
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Neutralization by Effects of TLR inhibitors
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