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<400>  1
gcggcggcgg cggcggcggc ggcggcagcg gcggcggcgg cggcggcgcg ggggttgagt       60

cgtggtggtg cggacgcgct cgtgctcggg aactatcgga ttaaacttga atcgagtgaa      120

attacacaaa ggagcgccgc ggaggaggcg gcccggggac ccggacaccc tgaaactcac      180

cagagacccg ttcgcccccg gccaactccg tgcccgtgga ttcagccccc tggccgcagc      240

tgccgagcca actccggagc ccgctctgcg ttttgttttc ccctcggcac taggcagcgg      300

aggagcccga ccgacccgga cctatatcca gactttgcct gacactgcag ggtccaagag      360

aattaaagaa atatggaatg acatgaagaa gattagttaa ggattatagg ctttgagggc      420

aaacacctca gtgaagtgaa gcacaggcaa gctcctgagc tgtggtttgg aggagccgtg      480

tgttggaaga ag atg gca gat cca gga atg atg agt ctt ttt ggc gag gat      531
              Met Ala Asp Pro Gly Met Met Ser Leu Phe Gly Glu Asp         
              1               5                   10                      

ggg aat att ttc agt gaa ggt ctt gaa ggc ctc gga gaa tgt ggt tac        579
Gly Asn Ile Phe Ser Glu Gly Leu Glu Gly Leu Gly Glu Cys Gly Tyr           
    15                  20                  25                            

ccg gaa aat cca gta aat cct atg ggt cag caa atg cca ata gac caa        627
Pro Glu Asn Pro Val Asn Pro Met Gly Gln Gln Met Pro Ile Asp Gln           
30                  35                  40                  45            
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ggc ttt gcc tct tta cag cca tcc ctt cat cat cct tca act aat caa        675
Gly Phe Ala Ser Leu Gln Pro Ser Leu His His Pro Ser Thr Asn Gln           
                50                  55                  60                

aat caa aca aag ctg aca cat ttt gat cac tat aat cag tat gaa caa        723
Asn Gln Thr Lys Leu Thr His Phe Asp His Tyr Asn Gln Tyr Glu Gln           
            65                  70                  75                    

caa aag atg cat ctg atg gat cag ccg aac aga atg atg agc aac acc        771
Gln Lys Met His Leu Met Asp Gln Pro Asn Arg Met Met Ser Asn Thr           
        80                  85                  90                        

cct ggg aac gga ctc gcg tct ccg cac tcg cag tat cac acc cct ccc        819
Pro Gly Asn Gly Leu Ala Ser Pro His Ser Gln Tyr His Thr Pro Pro           
    95                  100                 105                           

gtt cct cag gtg ccc cat ggt ggc agt ggt ggc ggt cag atg ggt gtc        867
Val Pro Gln Val Pro His Gly Gly Ser Gly Gly Gly Gln Met Gly Val           
110                 115                 120                 125           

tac cct ggc atg cag aat gag agg cat ggg caa tcc ttt gtg gac agc        915
Tyr Pro Gly Met Gln Asn Glu Arg His Gly Gln Ser Phe Val Asp Ser           
                130                 135                 140               

agc tcc atg tgg ggc ccc agg gct gtt cag gta cca gac cag ata cga        963
Ser Ser Met Trp Gly Pro Arg Ala Val Gln Val Pro Asp Gln Ile Arg           
            145                 150                 155                   

gcc ccc tac cag cag cag cag cca cag ccg cag cca ccg cag ccg gct       1011
Ala Pro Tyr Gln Gln Gln Gln Pro Gln Pro Gln Pro Pro Gln Pro Ala           
        160                 165                 170                       

ccg tcg ggg ccc cct gca cag ggc cac cct cag cac atg cag cag atg       1059
Pro Ser Gly Pro Pro Ala Gln Gly His Pro Gln His Met Gln Gln Met           
    175                 180                 185                           

ggc agc tat atg gca cgt ggg gat ttt tcc atg cag cag cat ggt cag       1107
Gly Ser Tyr Met Ala Arg Gly Asp Phe Ser Met Gln Gln His Gly Gln           
190                 195                 200                 205           

cca cag cag agg atg agc cag ttt tcc caa ggc caa gag ggc ctc aat       1155
Pro Gln Gln Arg Met Ser Gln Phe Ser Gln Gly Gln Glu Gly Leu Asn           
                210                 215                 220               

cag gga aat cct ttt att gcc acc tca gga cct ggc cac ttg tcc cac       1203
Gln Gly Asn Pro Phe Ile Ala Thr Ser Gly Pro Gly His Leu Ser His           
            225                 230                 235                   

gtg ccc cag cag agt ccc agc atg gca cct tcc ttg cgt cac tcg gtg       1251
Val Pro Gln Gln Ser Pro Ser Met Ala Pro Ser Leu Arg His Ser Val           
        240                 245                 250                       

cag cag ttc cat cac cac ccc tct act gct ctc cat gga gaa tcc gtt       1299
Gln Gln Phe His His His Pro Ser Thr Ala Leu His Gly Glu Ser Val           
    255                 260                 265                           

gcc cac agt ccc aga ttc tcc ccg aat cct ccc caa caa ggg gct gtt       1347
Ala His Ser Pro Arg Phe Ser Pro Asn Pro Pro Gln Gln Gly Ala Val           
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270                 275                 280                 285           

agg ccg caa acc ctt aac ttt agt tct cgg agc cag aca gtc ccc tct       1395
Arg Pro Gln Thr Leu Asn Phe Ser Ser Arg Ser Gln Thr Val Pro Ser           
                290                 295                 300               

cct act ata aac aac tca ggg cag tat tct cga tat cct tac agt aac       1443
Pro Thr Ile Asn Asn Ser Gly Gln Tyr Ser Arg Tyr Pro Tyr Ser Asn           
            305                 310                 315                   

cta aat cag gga tta gtt aac aat aca ggg atg aat caa aat tta ggc       1491
Leu Asn Gln Gly Leu Val Asn Asn Thr Gly Met Asn Gln Asn Leu Gly           
        320                 325                 330                       

ctt aca aat aat act cca atg aat cag tcc gta cca aga tac ccc aat       1539
Leu Thr Asn Asn Thr Pro Met Asn Gln Ser Val Pro Arg Tyr Pro Asn           
    335                 340                 345                           

gct gta gga ttc cca tca aac agt ggt caa gga cta atg cac cag cag       1587
Ala Val Gly Phe Pro Ser Asn Ser Gly Gln Gly Leu Met His Gln Gln           
350                 355                 360                 365           

ccc atc cac ccc agt ggc tca ctt aac caa atg aac aca caa act atg       1635
Pro Ile His Pro Ser Gly Ser Leu Asn Gln Met Asn Thr Gln Thr Met           
                370                 375                 380               

cat cct tca cag cct cag gga act tat gcc tct cca cct ccc atg tca       1683
His Pro Ser Gln Pro Gln Gly Thr Tyr Ala Ser Pro Pro Pro Met Ser           
            385                 390                 395                   

ccc atg aaa gca atg agt aat cca gca ggc act cct cct cca caa gtc       1731
Pro Met Lys Ala Met Ser Asn Pro Ala Gly Thr Pro Pro Pro Gln Val           
        400                 405                 410                       

agg ccg gga agt gct ggg ata cca atg gaa gtt ggc agt tat cca aat       1779
Arg Pro Gly Ser Ala Gly Ile Pro Met Glu Val Gly Ser Tyr Pro Asn           
    415                 420                 425                           

atg ccc cat cct cag cca tct cac cag ccc cct ggt gcc atg gga atc       1827
Met Pro His Pro Gln Pro Ser His Gln Pro Pro Gly Ala Met Gly Ile           
430                 435                 440                 445           

gga cag agg aat atg ggc ccc aga aac atg cag cag tct cgt cca ttt       1875
Gly Gln Arg Asn Met Gly Pro Arg Asn Met Gln Gln Ser Arg Pro Phe           
                450                 455                 460               

ata ggc atg tcc tcg gca cca agg gaa ttg act ggg cac atg agg cca       1923
Ile Gly Met Ser Ser Ala Pro Arg Glu Leu Thr Gly His Met Arg Pro           
            465                 470                 475                   

aat ggt tgt cct ggt gtt ggc ctt gga gac cca caa gca atc cag gaa       1971
Asn Gly Cys Pro Gly Val Gly Leu Gly Asp Pro Gln Ala Ile Gln Glu           
        480                 485                 490                       

cga ctg ata cct ggc caa caa cat cct ggt caa cag cca tct ttt cag       2019
Arg Leu Ile Pro Gly Gln Gln His Pro Gly Gln Gln Pro Ser Phe Gln           
    495                 500                 505                           
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cag ttg cca acc tgt cct cca ctg cag cct cac ccg ggc ttg cac cac       2067
Gln Leu Pro Thr Cys Pro Pro Leu Gln Pro His Pro Gly Leu His His           
510                 515                 520                 525           

cag tct tca cct cca cac cct cat cac cag cct tgg gca cag ctc cac       2115
Gln Ser Ser Pro Pro His Pro His His Gln Pro Trp Ala Gln Leu His           
                530                 535                 540               

cca tca ccc cag aac acc ccg cag aaa gtg cct gtg cat cag cat tcc       2163
Pro Ser Pro Gln Asn Thr Pro Gln Lys Val Pro Val His Gln His Ser           
            545                 550                 555                   

ccg tcg gag ccc ttt cta gag aaa cca gtg ccg gat atg act cag gtt       2211
Pro Ser Glu Pro Phe Leu Glu Lys Pro Val Pro Asp Met Thr Gln Val           
        560                 565                 570                       

agt gga ccg aat gct cag cta gtg aag agt gat gat tac ctg cca tca       2259
Ser Gly Pro Asn Ala Gln Leu Val Lys Ser Asp Asp Tyr Leu Pro Ser           
    575                 580                 585                           

ata gaa cag cag cca caa caa aag aag aag aaa aag aaa aac aac cac       2307
Ile Glu Gln Gln Pro Gln Gln Lys Lys Lys Lys Lys Lys Asn Asn His           
590                 595                 600                 605           

att gta gca gag gat ccc agt aaa ggt ttt ggt aaa gat gac ttc cct       2355
Ile Val Ala Glu Asp Pro Ser Lys Gly Phe Gly Lys Asp Asp Phe Pro           
                610                 615                 620               

ggt ggg gta gat aac caa gaa cta aat agg aac tca ctg gat ggg tcc       2403
Gly Gly Val Asp Asn Gln Glu Leu Asn Arg Asn Ser Leu Asp Gly Ser           
            625                 630                 635                   

caa gaa gaa aaa aag aaa aag aaa agg tca aag gca aaa aaa gac ccg       2451
Gln Glu Glu Lys Lys Lys Lys Lys Arg Ser Lys Ala Lys Lys Asp Pro           
        640                 645                 650                       

aag gaa ccg aaa gaa ccc aag gag aaa aaa gag ccc aag gaa ccc aag       2499
Lys Glu Pro Lys Glu Pro Lys Glu Lys Lys Glu Pro Lys Glu Pro Lys           
    655                 660                 665                           

acc ccg aaa gcc cct aag att ccc aaa gag cca aag gaa aag aaa gca       2547
Thr Pro Lys Ala Pro Lys Ile Pro Lys Glu Pro Lys Glu Lys Lys Ala           
670                 675                 680                 685           

aaa act gcc acg cca aaa ccc aaa tcc agc aaa aag tca agt aat aag       2595
Lys Thr Ala Thr Pro Lys Pro Lys Ser Ser Lys Lys Ser Ser Asn Lys           
                690                 695                 700               

aaa cct gac tca gaa gca agt gct ttg aag aaa aag gtc aac aag gga       2643
Lys Pro Asp Ser Glu Ala Ser Ala Leu Lys Lys Lys Val Asn Lys Gly           
            705                 710                 715                   

aaa aca gaa ggt tct gaa aat tca gac tta gac aaa aca ccc cca cca       2691
Lys Thr Glu Gly Ser Glu Asn Ser Asp Leu Asp Lys Thr Pro Pro Pro           
        720                 725                 730                       

tct cct cct cct gaa gaa gat gag gac cca ggt gtt cag aag aga cgg       2739
Ser Pro Pro Pro Glu Glu Asp Glu Asp Pro Gly Val Gln Lys Arg Arg           
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    735                 740                 745                           

tcc agc aga cag gtg aag aga aag cgc tac act gaa gac ctg gag ttc       2787
Ser Ser Arg Gln Val Lys Arg Lys Arg Tyr Thr Glu Asp Leu Glu Phe           
750                 755                 760                 765           

aag att tct gat gag gag gca gat gat gca gat gct gct ggg agg gat       2835
Lys Ile Ser Asp Glu Glu Ala Asp Asp Ala Asp Ala Ala Gly Arg Asp           
                770                 775                 780               

tcc ccc tcc aac acc tcc cag tca gaa cag cag gaa tct gtt gat gca       2883
Ser Pro Ser Asn Thr Ser Gln Ser Glu Gln Gln Glu Ser Val Asp Ala           
            785                 790                 795                   

gaa ggc cca gtg gta gaa aaa att atg agc agt cgt tca gta aaa aag       2931
Glu Gly Pro Val Val Glu Lys Ile Met Ser Ser Arg Ser Val Lys Lys           
        800                 805                 810                       

cag aag gaa tct gga gag gag gta gaa att gag gaa ttc tat gtg aaa       2979
Gln Lys Glu Ser Gly Glu Glu Val Glu Ile Glu Glu Phe Tyr Val Lys           
    815                 820                 825                           

tac aaa aac ttc tct tat ctt cat tgt cag tgg gca tct ata gaa gat       3027
Tyr Lys Asn Phe Ser Tyr Leu His Cys Gln Trp Ala Ser Ile Glu Asp           
830                 835                 840                 845           

ctg gaa aaa gat aag aga att cag caa aaa att aaa cga ttt aag gca       3075
Leu Glu Lys Asp Lys Arg Ile Gln Gln Lys Ile Lys Arg Phe Lys Ala           
                850                 855                 860               

aag cag ggc cag aac aag ttc ctt tca gag att gag gat gag ctt ttt       3123
Lys Gln Gly Gln Asn Lys Phe Leu Ser Glu Ile Glu Asp Glu Leu Phe           
            865                 870                 875                   

aat cca gat tat gtg gag gtt gac cgg ata atg gac ttt gca cgt agc       3171
Asn Pro Asp Tyr Val Glu Val Asp Arg Ile Met Asp Phe Ala Arg Ser           
        880                 885                 890                       

aca gat gac cgg gga gag cct gtg act cac tat ctg gtg aag tgg tgt       3219
Thr Asp Asp Arg Gly Glu Pro Val Thr His Tyr Leu Val Lys Trp Cys           
    895                 900                 905                           

tca ctt cct tat gaa gac agc acg tgg gag cgg agg cag gac ata gat       3267
Ser Leu Pro Tyr Glu Asp Ser Thr Trp Glu Arg Arg Gln Asp Ile Asp           
910                 915                 920                 925           

caa gca aag atc gag gag ttt gag aaa cta atg tcc agg gag ccg gaa       3315
Gln Ala Lys Ile Glu Glu Phe Glu Lys Leu Met Ser Arg Glu Pro Glu           
                930                 935                 940               

aca gag cgt gtg gag cga cct cct gct gat gat tgg aag aaa tcg gag       3363
Thr Glu Arg Val Glu Arg Pro Pro Ala Asp Asp Trp Lys Lys Ser Glu           
            945                 950                 955                   

agt tcc agg gag tat aaa aac aat aac aaa ctc agg gaa tac cag ttg       3411
Ser Ser Arg Glu Tyr Lys Asn Asn Asn Lys Leu Arg Glu Tyr Gln Leu           
        960                 965                 970                       
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gag gga gta aac tgg cta ctt ttc aat tgg tac aac atg cga aac tgc       3459
Glu Gly Val Asn Trp Leu Leu Phe Asn Trp Tyr Asn Met Arg Asn Cys           
    975                 980                 985                           

att tta gca gat gaa atg ggt ttg gga aaa act  atc cag tcc att aca      3507
Ile Leu Ala Asp Glu Met Gly Leu Gly Lys Thr  Ile Gln Ser Ile Thr          
990                 995                 1000                 1005         

ttt ctc tat gag ata  tat ttg aaa gga atc  cat ggc cct ttt tta         3552
Phe Leu Tyr Glu Ile  Tyr Leu Lys Gly Ile  His Gly Pro Phe Leu             
                1010                 1015                 1020            

gta att gcc cca ttg  tcc aca atc ccc aac  tgg gaa agg gaa ttc         3597
Val Ile Ala Pro Leu  Ser Thr Ile Pro Asn  Trp Glu Arg Glu Phe             
                1025                 1030                 1035            

cga acc tgg aca gag  ttg aac gtg gtt gtg  tat cat ggg agt caa         3642
Arg Thr Trp Thr Glu  Leu Asn Val Val Val  Tyr His Gly Ser Gln             
                1040                 1045                 1050            

gct agt cgt cgg acc  att cag ttg tat gaa  atg tac ttc aaa gat         3687
Ala Ser Arg Arg Thr  Ile Gln Leu Tyr Glu  Met Tyr Phe Lys Asp             
                1055                 1060                 1065            

ccc cag ggt cga gtg  ata aag ggg tcc tat  aag ttt cat gcc atc         3732
Pro Gln Gly Arg Val  Ile Lys Gly Ser Tyr  Lys Phe His Ala Ile             
                1070                 1075                 1080            

atc act aca ttt gag  atg att ttg act gat  tgt cct gag ctg cgg         3777
Ile Thr Thr Phe Glu  Met Ile Leu Thr Asp  Cys Pro Glu Leu Arg             
                1085                 1090                 1095            

aat att cca tgg cgc  tgt gta gtc att gat  gaa gcc cac agg ctg         3822
Asn Ile Pro Trp Arg  Cys Val Val Ile Asp  Glu Ala His Arg Leu             
                1100                 1105                 1110            

aag aac agg aac tgc  aag ctg ttg gag gga  ctc aag atg atg gac         3867
Lys Asn Arg Asn Cys  Lys Leu Leu Glu Gly  Leu Lys Met Met Asp             
                1115                 1120                 1125            

ttg gaa cac aaa gtg  ctg ctg acg gga acc  cca ctc cag aac act         3912
Leu Glu His Lys Val  Leu Leu Thr Gly Thr  Pro Leu Gln Asn Thr             
                1130                 1135                 1140            

gtg gaa gaa ctc ttc  agc ttg ctt cat ttc  ttg gaa cca agt cgc         3957
Val Glu Glu Leu Phe  Ser Leu Leu His Phe  Leu Glu Pro Ser Arg             
                1145                 1150                 1155            

ttc cct tca gaa acc  aca ttt atg caa gaa  ttt ggt gat cta aaa         4002
Phe Pro Ser Glu Thr  Thr Phe Met Gln Glu  Phe Gly Asp Leu Lys             
                1160                 1165                 1170            

aca gaa gag cag gtg  caa aaa ctt caa gct  att cta aag cca atg         4047
Thr Glu Glu Gln Val  Gln Lys Leu Gln Ala  Ile Leu Lys Pro Met             
                1175                 1180                 1185            

atg ttg aga cgt ctc  aaa gag gat gta gaa  aag aac ttg gcc ccc         4092
Met Leu Arg Arg Leu  Lys Glu Asp Val Glu  Lys Asn Leu Ala Pro             
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                1190                 1195                 1200            

aaa gaa gaa act att  att gaa gtt gag cta  aca aac att cag aag         4137
Lys Glu Glu Thr Ile  Ile Glu Val Glu Leu  Thr Asn Ile Gln Lys             
                1205                 1210                 1215            

aaa tat tac cga gcc  atc ctt gag aag aat  ttc aca ttt ctt tcc         4182
Lys Tyr Tyr Arg Ala  Ile Leu Glu Lys Asn  Phe Thr Phe Leu Ser             
                1220                 1225                 1230            

aaa ggc ggt ggt caa  gct aac gta cct aac  cta tta aac act atg         4227
Lys Gly Gly Gly Gln  Ala Asn Val Pro Asn  Leu Leu Asn Thr Met             
                1235                 1240                 1245            

atg gaa ttg cgg aag  tgc tgc aat cat ccg  tac ctt atc aat ggt         4272
Met Glu Leu Arg Lys  Cys Cys Asn His Pro  Tyr Leu Ile Asn Gly             
                1250                 1255                 1260            

gct gaa gag aaa att  ttg gaa gag ttt aaa  gaa aca cac aat gca         4317
Ala Glu Glu Lys Ile  Leu Glu Glu Phe Lys  Glu Thr His Asn Ala             
                1265                 1270                 1275            

gag tct cca gat ttt  cag ctc cag gca atg  atc cag gct gct ggc         4362
Glu Ser Pro Asp Phe  Gln Leu Gln Ala Met  Ile Gln Ala Ala Gly             
                1280                 1285                 1290            

aag cta gtg ctg att  gac aag ctg ctg cca  aaa ctg aag gct ggt         4407
Lys Leu Val Leu Ile  Asp Lys Leu Leu Pro  Lys Leu Lys Ala Gly             
                1295                 1300                 1305            

ggc cac agg gtg ctt  atc ttt tcc cag atg  gtg cgc tgc ttg gac         4452
Gly His Arg Val Leu  Ile Phe Ser Gln Met  Val Arg Cys Leu Asp             
                1310                 1315                 1320            

ata ctg gaa gac tac  ctc att caa aga cgg  tac cca tat gaa agg         4497
Ile Leu Glu Asp Tyr  Leu Ile Gln Arg Arg  Tyr Pro Tyr Glu Arg             
                1325                 1330                 1335            

atc gac ggc cga gta  aga ggc aac ctc cgc  cag gca gct atc gac         4542
Ile Asp Gly Arg Val  Arg Gly Asn Leu Arg  Gln Ala Ala Ile Asp             
                1340                 1345                 1350            

aga ttc tcc aaa cct  gat tct gat agg ttt  gtt ttc ctc ctg tgt         4587
Arg Phe Ser Lys Pro  Asp Ser Asp Arg Phe  Val Phe Leu Leu Cys             
                1355                 1360                 1365            

aca agg gca gga ggt  tta ggc att aac ctc  act gct gct gat acc         4632
Thr Arg Ala Gly Gly  Leu Gly Ile Asn Leu  Thr Ala Ala Asp Thr             
                1370                 1375                 1380            

tgc atc atc ttt gat  tca gac tgg aat ccc  caa aat gac ctc cag         4677
Cys Ile Ile Phe Asp  Ser Asp Trp Asn Pro  Gln Asn Asp Leu Gln             
                1385                 1390                 1395            

gct cag gct aga tgt  cat aga ata gga cag  agc aaa tct gtg aaa         4722
Ala Gln Ala Arg Cys  His Arg Ile Gly Gln  Ser Lys Ser Val Lys             
                1400                 1405                 1410            
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atc tac agg ctg att  aca aga aat tcc tat  gaa agg gaa atg ttc         4767
Ile Tyr Arg Leu Ile  Thr Arg Asn Ser Tyr  Glu Arg Glu Met Phe             
                1415                 1420                 1425            

gac aag gct agt ttg  aaa ctg ggc ctg gat  aaa gct gtg cta cag         4812
Asp Lys Ala Ser Leu  Lys Leu Gly Leu Asp  Lys Ala Val Leu Gln             
                1430                 1435                 1440            

tct atg agt gga aga  gaa aat gct acc aat  ggg gta caa cag ctt         4857
Ser Met Ser Gly Arg  Glu Asn Ala Thr Asn  Gly Val Gln Gln Leu             
                1445                 1450                 1455            

tcc aag aaa gaa ata  gag gat ctt cta cga  aaa ggg gcc tat ggt         4902
Ser Lys Lys Glu Ile  Glu Asp Leu Leu Arg  Lys Gly Ala Tyr Gly             
                1460                 1465                 1470            

gca ctc atg gat gag  gag gat gaa ggg tct  aaa ttc tgt gaa gaa         4947
Ala Leu Met Asp Glu  Glu Asp Glu Gly Ser  Lys Phe Cys Glu Glu             
                1475                 1480                 1485            

gat att gat cag atc  ctc cta cgt cga acc  cac acc att acc att         4992
Asp Ile Asp Gln Ile  Leu Leu Arg Arg Thr  His Thr Ile Thr Ile             
                1490                 1495                 1500            

gag tca gaa ggg aaa  ggt tcc aca ttt gct  aag gcc agt ttt gtt         5037
Glu Ser Glu Gly Lys  Gly Ser Thr Phe Ala  Lys Ala Ser Phe Val             
                1505                 1510                 1515            

gca tct gga aat agg  aca gat att tcc ttg  gat gat cca aat ttc         5082
Ala Ser Gly Asn Arg  Thr Asp Ile Ser Leu  Asp Asp Pro Asn Phe             
                1520                 1525                 1530            

tgg caa aag tgg gct  aag aag gct gaa ttg  gat att gat gcc tta         5127
Trp Gln Lys Trp Ala  Lys Lys Ala Glu Leu  Asp Ile Asp Ala Leu             
                1535                 1540                 1545            

aat ggg agg aac aac  ctg gtt att gat act  cca aga gtg aga aag         5172
Asn Gly Arg Asn Asn  Leu Val Ile Asp Thr  Pro Arg Val Arg Lys             
                1550                 1555                 1560            

cag acc agg ctc tac  agt gca gtg aag gaa  gat gag ctg atg gag         5217
Gln Thr Arg Leu Tyr  Ser Ala Val Lys Glu  Asp Glu Leu Met Glu             
                1565                 1570                 1575            

ttc tca gac ttg gaa  agt gat tct gaa gaa  aag ccc tgt gca aag         5262
Phe Ser Asp Leu Glu  Ser Asp Ser Glu Glu  Lys Pro Cys Ala Lys             
                1580                 1585                 1590            

cca cgg cgt ccc cag  gat aag tca cag ggc  tat gca agg agt gaa         5307
Pro Arg Arg Pro Gln  Asp Lys Ser Gln Gly  Tyr Ala Arg Ser Glu             
                1595                 1600                 1605            

tgt ttc agg gtg gag  aag aat ctg ctt gtc  tat ggt tgg gga cgg         5352
Cys Phe Arg Val Glu  Lys Asn Leu Leu Val  Tyr Gly Trp Gly Arg             
                1610                 1615                 1620            

tgg aca gac att ctt  tcc cac gga cgc tat  aaa cgc caa ctc act         5397
Trp Thr Asp Ile Leu  Ser His Gly Arg Tyr  Lys Arg Gln Leu Thr             
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                1625                 1630                 1635            

gag caa gat gta gaa  acc atc tgc aga acc  atc ctg gtg tac tgt         5442
Glu Gln Asp Val Glu  Thr Ile Cys Arg Thr  Ile Leu Val Tyr Cys             
                1640                 1645                 1650            

ctt aat cat tac aaa  ggg gat gag aat atc  aaa agc ttc atc tgg         5487
Leu Asn His Tyr Lys  Gly Asp Glu Asn Ile  Lys Ser Phe Ile Trp             
                1655                 1660                 1665            

gat ctg atc aca ccc  aca gcg gat ggc cag  act cga gcc ttg gtc         5532
Asp Leu Ile Thr Pro  Thr Ala Asp Gly Gln  Thr Arg Ala Leu Val             
                1670                 1675                 1680            

aac cat tcc ggt ttg  tca gct cct gtg cca  agg gga agg aag gga         5577
Asn His Ser Gly Leu  Ser Ala Pro Val Pro  Arg Gly Arg Lys Gly             
                1685                 1690                 1695            

aag aag gtg aaa gcc  cag agc aca cag ccg  gtg gtg cag gat gcc         5622
Lys Lys Val Lys Ala  Gln Ser Thr Gln Pro  Val Val Gln Asp Ala             
                1700                 1705                 1710            

gac tgg ctg gcc agc  tgc aac cca gat gcc  ctg ttc cag gag gac         5667
Asp Trp Leu Ala Ser  Cys Asn Pro Asp Ala  Leu Phe Gln Glu Asp             
                1715                 1720                 1725            

agc tac aag aaa cac  ctg aag cat cac tgt  aac aag gtc ctg ctg         5712
Ser Tyr Lys Lys His  Leu Lys His His Cys  Asn Lys Val Leu Leu             
                1730                 1735                 1740            

cgt gtc cgc atg ctg  tac tac cta aga caa  gaa gtg ata gga gac         5757
Arg Val Arg Met Leu  Tyr Tyr Leu Arg Gln  Glu Val Ile Gly Asp             
                1745                 1750                 1755            

cag gcg gat aag atc  tta gag ggt gct gac  tca agt gaa gcc gat         5802
Gln Ala Asp Lys Ile  Leu Glu Gly Ala Asp  Ser Ser Glu Ala Asp             
                1760                 1765                 1770            

gtg tgg atc cct gaa  cct ttc cat gct gaa  gtt cct gca gat tgg         5847
Val Trp Ile Pro Glu  Pro Phe His Ala Glu  Val Pro Ala Asp Trp             
                1775                 1780                 1785            

tgg gat aag gaa gca  gac aaa tcc ctc tta  att gga gtg ttc aaa         5892
Trp Asp Lys Glu Ala  Asp Lys Ser Leu Leu  Ile Gly Val Phe Lys             
                1790                 1795                 1800            

cat ggc tat gag aag  tac aac tcc atg cga  gct gac ccc gcg ctg         5937
His Gly Tyr Glu Lys  Tyr Asn Ser Met Arg  Ala Asp Pro Ala Leu             
                1805                 1810                 1815            

tgc ttt ctg gaa cga  gtc ggt atg cct gat  gcc aag gcc ata gct         5982
Cys Phe Leu Glu Arg  Val Gly Met Pro Asp  Ala Lys Ala Ile Ala             
                1820                 1825                 1830            

gcc gag caa aga gga  aca gac atg cta gca  gat ggt ggt gac ggg         6027
Ala Glu Gln Arg Gly  Thr Asp Met Leu Ala  Asp Gly Gly Asp Gly             
                1835                 1840                 1845            
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gga gaa ttt gat aga  gaa gat gaa gac cca  gaa tat aaa cca acc         6072
Gly Glu Phe Asp Arg  Glu Asp Glu Asp Pro  Glu Tyr Lys Pro Thr             
                1850                 1855                 1860            

aga aca ccg ttc aaa  gat gaa ata gat gaa  ttt gca aat tct cct         6117
Arg Thr Pro Phe Lys  Asp Glu Ile Asp Glu  Phe Ala Asn Ser Pro             
                1865                 1870                 1875            

tca gag gat aag gaa  gaa tcc atg gaa ata  cat gcc aca ggc aag         6162
Ser Glu Asp Lys Glu  Glu Ser Met Glu Ile  His Ala Thr Gly Lys             
                1880                 1885                 1890            

cac agt gag agt aat  gct gag tta ggc caa  ctt tac tgg cct aac         6207
His Ser Glu Ser Asn  Ala Glu Leu Gly Gln  Leu Tyr Trp Pro Asn             
                1895                 1900                 1905            

act tca acc ctg act  aca cgt ctg cgc cgg  ctc att act gcc tat         6252
Thr Ser Thr Leu Thr  Thr Arg Leu Arg Arg  Leu Ile Thr Ala Tyr             
                1910                 1915                 1920            

cag cgc agc tat aaa  agg caa cag atg agg  caa gag gcc cta atg         6297
Gln Arg Ser Tyr Lys  Arg Gln Gln Met Arg  Gln Glu Ala Leu Met             
                1925                 1930                 1935            

aag act gac cgg cgc  aga cgg cgg cct cga  gag gaa gtg aga gct         6342
Lys Thr Asp Arg Arg  Arg Arg Arg Pro Arg  Glu Glu Val Arg Ala             
                1940                 1945                 1950            

ctg gaa gcg gaa agg  gaa gct att ata tct  gag aag cgg caa aag         6387
Leu Glu Ala Glu Arg  Glu Ala Ile Ile Ser  Glu Lys Arg Gln Lys             
                1955                 1960                 1965            

tgg aca aga aga gaa  gag gct gat ttt tac  cgt gtg gta tcc acc         6432
Trp Thr Arg Arg Glu  Glu Ala Asp Phe Tyr  Arg Val Val Ser Thr             
                1970                 1975                 1980            

ttt ggg gtt att ttt  gac cct gtg aaa cag  caa ttt gac tgg aac         6477
Phe Gly Val Ile Phe  Asp Pro Val Lys Gln  Gln Phe Asp Trp Asn             
                1985                 1990                 1995            

caa ttt aga gcc ttt  gcc agg ctt gac aaa  aaa tct gat gag agt         6522
Gln Phe Arg Ala Phe  Ala Arg Leu Asp Lys  Lys Ser Asp Glu Ser             
                2000                 2005                 2010            

ttg gag aaa tac ttc  agt tgt ttt gtg gcc  atg tgt agg cga gta         6567
Leu Glu Lys Tyr Phe  Ser Cys Phe Val Ala  Met Cys Arg Arg Val             
                2015                 2020                 2025            

tgt cga atg ccc gtc  aag cca gat gat gaa  ccg ccc gac ctc tcc         6612
Cys Arg Met Pro Val  Lys Pro Asp Asp Glu  Pro Pro Asp Leu Ser             
                2030                 2035                 2040            

tcc ata att gag ccg  atc aca gag gag cga  gcc tct cga act ctg         6657
Ser Ile Ile Glu Pro  Ile Thr Glu Glu Arg  Ala Ser Arg Thr Leu             
                2045                 2050                 2055            

tac cgc att gag ctg  cta cgg aag atc cgc  gag cag gtt ctc cat         6702
Tyr Arg Ile Glu Leu  Leu Arg Lys Ile Arg  Glu Gln Val Leu His             
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                2060                 2065                 2070            

cac ccc cag ctg gga  gag agg ctt aag ctc  tgc cag cca agc ttg         6747
His Pro Gln Leu Gly  Glu Arg Leu Lys Leu  Cys Gln Pro Ser Leu             
                2075                 2080                 2085            

gat ctg cca gag tgg  tgg gag tgt gga cgg  cat gac cga gac ttg         6792
Asp Leu Pro Glu Trp  Trp Glu Cys Gly Arg  His Asp Arg Asp Leu             
                2090                 2095                 2100            

ctg gtt ggt gct gct  aaa cac ggg gtc agt  cgg acg gat tat cac         6837
Leu Val Gly Ala Ala  Lys His Gly Val Ser  Arg Thr Asp Tyr His             
                2105                 2110                 2115            

atc ctc aat gac cct  gag tta tcc ttc ttg  gat gca cat aaa aac         6882
Ile Leu Asn Asp Pro  Glu Leu Ser Phe Leu  Asp Ala His Lys Asn             
                2120                 2125                 2130            

ttt gct caa aac aga  ggg gca ggt aat aca  tct tcc ttg aac cca         6927
Phe Ala Gln Asn Arg  Gly Ala Gly Asn Thr  Ser Ser Leu Asn Pro             
                2135                 2140                 2145            

ctg gca gtt gga ttt  gtc cag act cct cca  gtc atc tca tct gct         6972
Leu Ala Val Gly Phe  Val Gln Thr Pro Pro  Val Ile Ser Ser Ala             
                2150                 2155                 2160            

cat att caa gat gag  agg gta ctg gaa caa  gcc gaa ggc aaa gtg         7017
His Ile Gln Asp Glu  Arg Val Leu Glu Gln  Ala Glu Gly Lys Val             
                2165                 2170                 2175            

gag gag cct gaa aac  cca gct gcc aag gag  aaa tgt gag ggc aaa         7062
Glu Glu Pro Glu Asn  Pro Ala Ala Lys Glu  Lys Cys Glu Gly Lys             
                2180                 2185                 2190            

gaa gag gaa gaa gaa  acc gat ggc agc ggg  aag gag agc aag cag         7107
Glu Glu Glu Glu Glu  Thr Asp Gly Ser Gly  Lys Glu Ser Lys Gln             
                2195                 2200                 2205            

gaa tgt gag gca gag  gcc agc tct gtg aaa  aat gaa ctg aaa ggt         7152
Glu Cys Glu Ala Glu  Ala Ser Ser Val Lys  Asn Glu Leu Lys Gly             
                2210                 2215                 2220            

gtt gag gtc ggc gca  gac act ggg tcc aaa  tct att tca gag aaa         7197
Val Glu Val Gly Ala  Asp Thr Gly Ser Lys  Ser Ile Ser Glu Lys             
                2225                 2230                 2235            

ggt tcc gaa gag gat  gaa gag gaa aag ctg  gag gat gac gat aag         7242
Gly Ser Glu Glu Asp  Glu Glu Glu Lys Leu  Glu Asp Asp Asp Lys             
                2240                 2245                 2250            

tcg gaa gag tct tcc  cag ccc gaa gca gga  gct gtc tct aga ggg         7287
Ser Glu Glu Ser Ser  Gln Pro Glu Ala Gly  Ala Val Ser Arg Gly             
                2255                 2260                 2265            

aag aat ttt gat gaa  gaa agc aat gct tcc  atg agc act gct aga         7332
Lys Asn Phe Asp Glu  Glu Ser Asn Ala Ser  Met Ser Thr Ala Arg             
                2270                 2275                 2280            
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gat gaa acc cga gat  gga ttc tac atg gag  gac gga gat cct tca         7377
Asp Glu Thr Arg Asp  Gly Phe Tyr Met Glu  Asp Gly Asp Pro Ser             
                2285                 2290                 2295            

gta gct cag ctc ctt  cat gaa aga aca ttt  gcc ttc tcg ttt tgg         7422
Val Ala Gln Leu Leu  His Glu Arg Thr Phe  Ala Phe Ser Phe Trp             
                2300                 2305                 2310            

cct aag gat aga gta  atg ata aac cgc tta  gac aac atc tgt gaa         7467
Pro Lys Asp Arg Val  Met Ile Asn Arg Leu  Asp Asn Ile Cys Glu             
                2315                 2320                 2325            

gca gtg ttg aaa ggc  aaa tgg cca gta aat  agg cgc cag atg ttt         7512
Ala Val Leu Lys Gly  Lys Trp Pro Val Asn  Arg Arg Gln Met Phe             
                2330                 2335                 2340            

gat ttc caa ggc ctc  atc cca ggt tac aca  ccc acc aca gtg gac         7557
Asp Phe Gln Gly Leu  Ile Pro Gly Tyr Thr  Pro Thr Thr Val Asp             
                2345                 2350                 2355            

agc ccc ttg cag aag  agg agc ttt gct gag  ctc tcc atg gtc ggc         7602
Ser Pro Leu Gln Lys  Arg Ser Phe Ala Glu  Leu Ser Met Val Gly             
                2360                 2365                 2370            

caa gcc agc att agt  ggg agt gag gac atc  act acg tct cct cag         7647
Gln Ala Ser Ile Ser  Gly Ser Glu Asp Ile  Thr Thr Ser Pro Gln             
                2375                 2380                 2385            

ttg tca aag gaa gat  gcc ctc aac ctc tct  gtc cct cgc cag cgg         7692
Leu Ser Lys Glu Asp  Ala Leu Asn Leu Ser  Val Pro Arg Gln Arg             
                2390                 2395                 2400            

agg agg agg agg aga  aaa atc gaa att gag  gcc gaa aga gct gcc         7737
Arg Arg Arg Arg Arg  Lys Ile Glu Ile Glu  Ala Glu Arg Ala Ala             
                2405                 2410                 2415            

aag agg cga aat ctc  atg gag atg gtt gcc  cag ctt cga gag tct         7782
Lys Arg Arg Asn Leu  Met Glu Met Val Ala  Gln Leu Arg Glu Ser             
                2420                 2425                 2430            

cag gtg gtc tca gaa  aat gga caa gaa aaa  gtt gta gat tta tca         7827
Gln Val Val Ser Glu  Asn Gly Gln Glu Lys  Val Val Asp Leu Ser             
                2435                 2440                 2445            

aag gcc tca aga gag  gca aca agc tct acc  tca aat ttt tca tct         7872
Lys Ala Ser Arg Glu  Ala Thr Ser Ser Thr  Ser Asn Phe Ser Ser             
                2450                 2455                 2460            

ctt tct tca aag ttt  atc ttg cct aat gtc  tca aca cca gtg tct         7917
Leu Ser Ser Lys Phe  Ile Leu Pro Asn Val  Ser Thr Pro Val Ser             
                2465                 2470                 2475            

gat gcc ttt aag act  caa atg gaa ctg ctc  caa gca ggc ctt tcg         7962
Asp Ala Phe Lys Thr  Gln Met Glu Leu Leu  Gln Ala Gly Leu Ser             
                2480                 2485                 2490            

cgc aca ccc aca agg  cat ctc ctt aat ggc  tcc cta gtg gat gga         8007
Arg Thr Pro Thr Arg  His Leu Leu Asn Gly  Ser Leu Val Asp Gly             
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                2495                 2500                 2505            

gag cct ccc atg aag  agg agg cgg gga agg  agg aaa aat gtg gag         8052
Glu Pro Pro Met Lys  Arg Arg Arg Gly Arg  Arg Lys Asn Val Glu             
                2510                 2515                 2520            

gga ctt gat ctg ctt  ttc atg agc cac aaa  cgg acg tca ttg agt         8097
Gly Leu Asp Leu Leu  Phe Met Ser His Lys  Arg Thr Ser Leu Ser             
                2525                 2530                 2535            

gca gag gat gct gag  gtg acc aaa gct ttt  gaa gaa gat ata gag         8142
Ala Glu Asp Ala Glu  Val Thr Lys Ala Phe  Glu Glu Asp Ile Glu             
                2540                 2545                 2550            

acc cca cca aca aga  aac att cct tct ccc  gga cag ctg gac cca         8187
Thr Pro Pro Thr Arg  Asn Ile Pro Ser Pro  Gly Gln Leu Asp Pro             
                2555                 2560                 2565            

gac aca cgg atc cct  gtt atc aat ctt gaa  gat ggg act agg ctg         8232
Asp Thr Arg Ile Pro  Val Ile Asn Leu Glu  Asp Gly Thr Arg Leu             
                2570                 2575                 2580            

gtg ggg gaa gat gct  cct aaa aat aag gat  tta gtt gaa tgg ctg         8277
Val Gly Glu Asp Ala  Pro Lys Asn Lys Asp  Leu Val Glu Trp Leu             
                2585                 2590                 2595            

aag ctg cac cct act  tac act gtt gat atg  cca agt tat gta cca         8322
Lys Leu His Pro Thr  Tyr Thr Val Asp Met  Pro Ser Tyr Val Pro             
                2600                 2605                 2610            

aag aat gca gat gtg  ctg ttt tcc tca ttt  cag aaa ccg aaa cag         8367
Lys Asn Ala Asp Val  Leu Phe Ser Ser Phe  Gln Lys Pro Lys Gln             
                2615                 2620                 2625            

aaa cga cat aga tgt  cga aac cct aat aaa  ttg gat ata aac act         8412
Lys Arg His Arg Cys  Arg Asn Pro Asn Lys  Leu Asp Ile Asn Thr             
                2630                 2635                 2640            

ttg aca gga gaa gaa  agg gtg cct gtt gtc  aat aaa cga aat ggg         8457
Leu Thr Gly Glu Glu  Arg Val Pro Val Val  Asn Lys Arg Asn Gly             
                2645                 2650                 2655            

aag aag atg ggt gga  gct atg gcg cct cca  atg aag gat cta ccc         8502
Lys Lys Met Gly Gly  Ala Met Ala Pro Pro  Met Lys Asp Leu Pro             
                2660                 2665                 2670            

agg tgg ctg gaa gaa  aat cct gaa ttt gca  gtt gct cca gac tgg         8547
Arg Trp Leu Glu Glu  Asn Pro Glu Phe Ala  Val Ala Pro Asp Trp             
                2675                 2680                 2685            

act gat ata gtt aag  cag tct ggt ttt gtt  cct gag tcg atg ttt         8592
Thr Asp Ile Val Lys  Gln Ser Gly Phe Val  Pro Glu Ser Met Phe             
                2690                 2695                 2700            

gac cgc ctt ctc act  ggg cct gta gtg cgg  gga gag gga gcg agc         8637
Asp Arg Leu Leu Thr  Gly Pro Val Val Arg  Gly Glu Gly Ala Ser             
                2705                 2710                 2715            
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aga aga gga aga agg  ccc aaa agt gag atc  gcc aga gca gcc gcg         8682
Arg Arg Gly Arg Arg  Pro Lys Ser Glu Ile  Ala Arg Ala Ala Ala             
                2720                 2725                 2730            

gcc gcc gct gct gtg  gcc tcc acg tca ggg  atc aac cct ttg ctg         8727
Ala Ala Ala Ala Val  Ala Ser Thr Ser Gly  Ile Asn Pro Leu Leu             
                2735                 2740                 2745            

gtg aac agc ctg ttt  gct gga atg gac ctg  acg agc ctt cag aat         8772
Val Asn Ser Leu Phe  Ala Gly Met Asp Leu  Thr Ser Leu Gln Asn             
                2750                 2755                 2760            

ctc cag aat ctc cag  tcg ctc cag ctg gca  ggc ctc atg ggc ttc         8817
Leu Gln Asn Leu Gln  Ser Leu Gln Leu Ala  Gly Leu Met Gly Phe             
                2765                 2770                 2775            

cct cca gga ctg gca  aca gct gcc acc gcc  gga ggc gat gcg aag         8862
Pro Pro Gly Leu Ala  Thr Ala Ala Thr Ala  Gly Gly Asp Ala Lys             
                2780                 2785                 2790            

aac cct gct gct gtg  ctg ccc ctg atg ctg  cca gga atg gcg ggc         8907
Asn Pro Ala Ala Val  Leu Pro Leu Met Leu  Pro Gly Met Ala Gly             
                2795                 2800                 2805            

ctg ccc aac gtg ttt  ggc ttg ggc ggg ctg  ttg aat aac cct ctg         8952
Leu Pro Asn Val Phe  Gly Leu Gly Gly Leu  Leu Asn Asn Pro Leu             
                2810                 2815                 2820            

tca gct gct act gga  aac acc act act gct  tct agt caa gga gaa         8997
Ser Ala Ala Thr Gly  Asn Thr Thr Thr Ala  Ser Ser Gln Gly Glu             
                2825                 2830                 2835            

ccg gaa gac agc act  tca aaa gga gag gag  aaa gga aat gag aat         9042
Pro Glu Asp Ser Thr  Ser Lys Gly Glu Glu  Lys Gly Asn Glu Asn             
                2840                 2845                 2850            

gaa gac gag aac aaa  gac tct gag aaa agc  aca gat gct gtt tcg         9087
Glu Asp Glu Asn Lys  Asp Ser Glu Lys Ser  Thr Asp Ala Val Ser             
                2855                 2860                 2865            

gct gct gac tct gcg  aat gga tct gtt ggt  gct gct act gcc ccg         9132
Ala Ala Asp Ser Ala  Asn Gly Ser Val Gly  Ala Ala Thr Ala Pro             
                2870                 2875                 2880            

gct gga ttg ccc tca  aac ccg cta gcc ttc  aac cct ttc ctc ctg         9177
Ala Gly Leu Pro Ser  Asn Pro Leu Ala Phe  Asn Pro Phe Leu Leu             
                2885                 2890                 2895            

tcc aca atg gcc ccg  ggc ctc ttc tac cca  tcc atg ttt cta cct         9222
Ser Thr Met Ala Pro  Gly Leu Phe Tyr Pro  Ser Met Phe Leu Pro             
                2900                 2905                 2910            

cca gga ctg ggg gga  ttg acg ctg cct ggg  ttc cca gca ttg gca         9267
Pro Gly Leu Gly Gly  Leu Thr Leu Pro Gly  Phe Pro Ala Leu Ala             
                2915                 2920                 2925            

gga ctt cag aat gcc  gtg ggc tcc agc gaa  gaa aag gct gct gac         9312
Gly Leu Gln Asn Ala  Val Gly Ser Ser Glu  Glu Lys Ala Ala Asp             
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                2930                 2935                 2940            

aag gct gag gga gga  ccc ttt aaa gat gga  gag acc ctt gaa ggc         9357
Lys Ala Glu Gly Gly  Pro Phe Lys Asp Gly  Glu Thr Leu Glu Gly             
                2945                 2950                 2955            

agc gat gcc gag gag  agc ctg gat aag act  gca gag tcc tcc ctc         9402
Ser Asp Ala Glu Glu  Ser Leu Asp Lys Thr  Ala Glu Ser Ser Leu             
                2960                 2965                 2970            

tta gaa gac gaa ata  gca cag ggt gaa gag  cta gac tca ctt gat         9447
Leu Glu Asp Glu Ile  Ala Gln Gly Glu Glu  Leu Asp Ser Leu Asp             
                2975                 2980                 2985            

ggg ggg gat gaa ata  gaa aac aat gaa aat  gat gaa taa ccagtaccag      9496
Gly Gly Asp Glu Ile  Glu Asn Asn Glu Asn  Asp Glu                         
                2990                 2995                                 

ttccagttca agtgtttaaa acttttgaca agtggtagtc ctactgttta cactcacagt     9556

taatgttcat acctagtttt ataagctgtt ctgtaacata gtgtagcaaa aaaaaaagtt     9616

caagtcatgt tatacaggtg tgtcaaaagg tatcttggtc attaagtatt gtgcagtgca     9676

ttatttatta tccctaggag agatgaaatt tgagaggtga tcatgtcttt ttaaggaaac     9736

ttacataatg ctctgctttt tttttttctc ttggtaccat tggtattata ataaagagca     9796

atttgtaact gagtggcact aatggaagaa agtgctgctc aaaggaagta tgaagttata     9856

tatttaattt tttaatttta atttttaatt tttttgctgt gaaggtcaag ctgaaattta     9916

ccatacatat catacttgct catttgtttc cctttttgac tgtatggggg ttcccacact     9976

cgtgcataca cacacatcca tacactctga caatctccac gctagtgtga acgcctctgt    10036

cccgaggcgc agcaataata aggcagctgt tgaatgtgaa gggtcccttt ggaaaattaa    10096

cctactggga gggttcttgc cagacagaac tacagttcca ttgtctcgtg gtcttgtaat    10156

gcactggtaa aaacaaaata aatagatgaa taaataaaga gtgagagaag agagaatcag    10216

gtaccttttt taaattaaag gactttgtta ctttagccac aaagctaaaa cagcattacc    10276

tcagctctaa actagccttg aagtttacag acatgacttt gtaaatgtat tgtttttctt    10336

tgttgtgatg tccttttatt tttttctttg aaaactgcta tcatgtaaga taaaatgtaa    10396

attgctgcca actgtagtaa tgatgctttt aataaaagtg acccatgata tgcagagatg    10456

taattataga atgtagtata tagggaaact ggtgttcact ctattttttt tgtattcgca    10516

atagatgcaa atacagcatt ctggcttttg tacagtttct tgatatatcc tcttatacta    10576

gattagcttt tggtaagaca ctaaactgtc tcgaagacta gacaggaagg aaaaccttga    10636

attactctca cataattcca ctccagatat ctcaacagaa atgcatacaa aaagctccta    10696
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ttactccctc aaaagggcat ctgagaccga gaatacttag aaatgtgtgc agcgtgtgat    10756

aatgtggtac actgaagaac aaaagggcaa aagaaaaatg aggctttaac aggcacaata    10816

tctaggtcat ttatccttgg ttaatgggta gaaaaacaca atgcggtagt gtcagcaagg    10876

gacacaaagg cactctggtg tcctgcagac cagcgctcga tgccagaaac cagtgtgtgg    10936

aaaaacccat gtggaattga aacagaccca cttaagcacg cacgcgcgca cgcacggtct    10996

caggagctac tgatttgtgg accccttttt gacctttggt atttaaagta aaatataatt    11056

tgagatctac tgttttcacc tttttatgtc acctgaacca acacaaagcc atatttccat    11116

ccagttaaaa agcaggggaa gggatgtgga cgagagtgtt tcgtgtgtgt tgccttcctc    11176

cacacccttc ccccaggacg tccgcacaca gtccacctcc agccagtgtg ctgccagaca    11236

ggtggtctaa attcctccca gactgtgaga ttcagttcgt ttatgcccca agatgaaaat    11296

atgcccctta atgattctgg gaaagaaaca acctgaaccc tccaccttac agatcctgtg    11356

attgctttta tttatcatcg tcgttgtctg ctgaaagtga atgggccgtg cacactggag    11416

gaaagtgcct tgaagagaat attttttgaa agggaattat ttgaacacgg gaaagtgaaa    11476

ctaggtctgc atgaagtata ggaaatttaa gtatttaagt aacaaagatg ttagcaggga    11536

gaatttgctt aataaaatga gtcattaaag ggtgtttttt ttaaaaaaaa aaa           11589

<210>  2
<211>  2997
<212>  PRT
<213>  Homo sapiens

<400>  2

Met Ala Asp Pro Gly Met Met Ser Leu Phe Gly Glu Asp Gly Asn Ile 
1               5                   10                  15      

Phe Ser Glu Gly Leu Glu Gly Leu Gly Glu Cys Gly Tyr Pro Glu Asn 
            20                  25                  30          

Pro Val Asn Pro Met Gly Gln Gln Met Pro Ile Asp Gln Gly Phe Ala 
        35                  40                  45              

Ser Leu Gln Pro Ser Leu His His Pro Ser Thr Asn Gln Asn Gln Thr 
    50                  55                  60                  

Lys Leu Thr His Phe Asp His Tyr Asn Gln Tyr Glu Gln Gln Lys Met 
65                  70                  75                  80  

16



His Leu Met Asp Gln Pro Asn Arg Met Met Ser Asn Thr Pro Gly Asn 
                85                  90                  95      

Gly Leu Ala Ser Pro His Ser Gln Tyr His Thr Pro Pro Val Pro Gln 
            100                 105                 110         

Val Pro His Gly Gly Ser Gly Gly Gly Gln Met Gly Val Tyr Pro Gly 
        115                 120                 125             

Met Gln Asn Glu Arg His Gly Gln Ser Phe Val Asp Ser Ser Ser Met 
    130                 135                 140                 

Trp Gly Pro Arg Ala Val Gln Val Pro Asp Gln Ile Arg Ala Pro Tyr 
145                 150                 155                 160 

Gln Gln Gln Gln Pro Gln Pro Gln Pro Pro Gln Pro Ala Pro Ser Gly 
                165                 170                 175     

Pro Pro Ala Gln Gly His Pro Gln His Met Gln Gln Met Gly Ser Tyr 
            180                 185                 190         

Met Ala Arg Gly Asp Phe Ser Met Gln Gln His Gly Gln Pro Gln Gln 
        195                 200                 205             

Arg Met Ser Gln Phe Ser Gln Gly Gln Glu Gly Leu Asn Gln Gly Asn 
    210                 215                 220                 

Pro Phe Ile Ala Thr Ser Gly Pro Gly His Leu Ser His Val Pro Gln 
225                 230                 235                 240 

Gln Ser Pro Ser Met Ala Pro Ser Leu Arg His Ser Val Gln Gln Phe 
                245                 250                 255     

His His His Pro Ser Thr Ala Leu His Gly Glu Ser Val Ala His Ser 
            260                 265                 270         

Pro Arg Phe Ser Pro Asn Pro Pro Gln Gln Gly Ala Val Arg Pro Gln 
        275                 280                 285             

Thr Leu Asn Phe Ser Ser Arg Ser Gln Thr Val Pro Ser Pro Thr Ile 
    290                 295                 300                 

Asn Asn Ser Gly Gln Tyr Ser Arg Tyr Pro Tyr Ser Asn Leu Asn Gln 
305                 310                 315                 320 
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Gly Leu Val Asn Asn Thr Gly Met Asn Gln Asn Leu Gly Leu Thr Asn 
                325                 330                 335     

Asn Thr Pro Met Asn Gln Ser Val Pro Arg Tyr Pro Asn Ala Val Gly 
            340                 345                 350         

Phe Pro Ser Asn Ser Gly Gln Gly Leu Met His Gln Gln Pro Ile His 
        355                 360                 365             

Pro Ser Gly Ser Leu Asn Gln Met Asn Thr Gln Thr Met His Pro Ser 
    370                 375                 380                 

Gln Pro Gln Gly Thr Tyr Ala Ser Pro Pro Pro Met Ser Pro Met Lys 
385                 390                 395                 400 

Ala Met Ser Asn Pro Ala Gly Thr Pro Pro Pro Gln Val Arg Pro Gly 
                405                 410                 415     

Ser Ala Gly Ile Pro Met Glu Val Gly Ser Tyr Pro Asn Met Pro His 
            420                 425                 430         

Pro Gln Pro Ser His Gln Pro Pro Gly Ala Met Gly Ile Gly Gln Arg 
        435                 440                 445             

Asn Met Gly Pro Arg Asn Met Gln Gln Ser Arg Pro Phe Ile Gly Met 
    450                 455                 460                 

Ser Ser Ala Pro Arg Glu Leu Thr Gly His Met Arg Pro Asn Gly Cys 
465                 470                 475                 480 

Pro Gly Val Gly Leu Gly Asp Pro Gln Ala Ile Gln Glu Arg Leu Ile 
                485                 490                 495     

Pro Gly Gln Gln His Pro Gly Gln Gln Pro Ser Phe Gln Gln Leu Pro 
            500                 505                 510         

Thr Cys Pro Pro Leu Gln Pro His Pro Gly Leu His His Gln Ser Ser 
        515                 520                 525             

Pro Pro His Pro His His Gln Pro Trp Ala Gln Leu His Pro Ser Pro 
    530                 535                 540                 
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Gln Asn Thr Pro Gln Lys Val Pro Val His Gln His Ser Pro Ser Glu 
545                 550                 555                 560 

Pro Phe Leu Glu Lys Pro Val Pro Asp Met Thr Gln Val Ser Gly Pro 
                565                 570                 575     

Asn Ala Gln Leu Val Lys Ser Asp Asp Tyr Leu Pro Ser Ile Glu Gln 
            580                 585                 590         

Gln Pro Gln Gln Lys Lys Lys Lys Lys Lys Asn Asn His Ile Val Ala 
        595                 600                 605             

Glu Asp Pro Ser Lys Gly Phe Gly Lys Asp Asp Phe Pro Gly Gly Val 
    610                 615                 620                 

Asp Asn Gln Glu Leu Asn Arg Asn Ser Leu Asp Gly Ser Gln Glu Glu 
625                 630                 635                 640 

Lys Lys Lys Lys Lys Arg Ser Lys Ala Lys Lys Asp Pro Lys Glu Pro 
                645                 650                 655     

Lys Glu Pro Lys Glu Lys Lys Glu Pro Lys Glu Pro Lys Thr Pro Lys 
            660                 665                 670         

Ala Pro Lys Ile Pro Lys Glu Pro Lys Glu Lys Lys Ala Lys Thr Ala 
        675                 680                 685             

Thr Pro Lys Pro Lys Ser Ser Lys Lys Ser Ser Asn Lys Lys Pro Asp 
    690                 695                 700                 

Ser Glu Ala Ser Ala Leu Lys Lys Lys Val Asn Lys Gly Lys Thr Glu 
705                 710                 715                 720 

Gly Ser Glu Asn Ser Asp Leu Asp Lys Thr Pro Pro Pro Ser Pro Pro 
                725                 730                 735     

Pro Glu Glu Asp Glu Asp Pro Gly Val Gln Lys Arg Arg Ser Ser Arg 
            740                 745                 750         

Gln Val Lys Arg Lys Arg Tyr Thr Glu Asp Leu Glu Phe Lys Ile Ser 
        755                 760                 765             

Asp Glu Glu Ala Asp Asp Ala Asp Ala Ala Gly Arg Asp Ser Pro Ser 
    770                 775                 780                 
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Asn Thr Ser Gln Ser Glu Gln Gln Glu Ser Val Asp Ala Glu Gly Pro 
785                 790                 795                 800 

Val Val Glu Lys Ile Met Ser Ser Arg Ser Val Lys Lys Gln Lys Glu 
                805                 810                 815     

Ser Gly Glu Glu Val Glu Ile Glu Glu Phe Tyr Val Lys Tyr Lys Asn 
            820                 825                 830         

Phe Ser Tyr Leu His Cys Gln Trp Ala Ser Ile Glu Asp Leu Glu Lys 
        835                 840                 845             

Asp Lys Arg Ile Gln Gln Lys Ile Lys Arg Phe Lys Ala Lys Gln Gly 
    850                 855                 860                 

Gln Asn Lys Phe Leu Ser Glu Ile Glu Asp Glu Leu Phe Asn Pro Asp 
865                 870                 875                 880 

Tyr Val Glu Val Asp Arg Ile Met Asp Phe Ala Arg Ser Thr Asp Asp 
                885                 890                 895     

Arg Gly Glu Pro Val Thr His Tyr Leu Val Lys Trp Cys Ser Leu Pro 
            900                 905                 910         

Tyr Glu Asp Ser Thr Trp Glu Arg Arg Gln Asp Ile Asp Gln Ala Lys 
        915                 920                 925             

Ile Glu Glu Phe Glu Lys Leu Met Ser Arg Glu Pro Glu Thr Glu Arg 
    930                 935                 940                 

Val Glu Arg Pro Pro Ala Asp Asp Trp Lys Lys Ser Glu Ser Ser Arg 
945                 950                 955                 960 

Glu Tyr Lys Asn Asn Asn Lys Leu Arg Glu Tyr Gln Leu Glu Gly Val 
                965                 970                 975     

Asn Trp Leu Leu Phe Asn Trp Tyr Asn Met Arg Asn Cys Ile Leu Ala 
            980                 985                 990         

Asp Glu Met Gly Leu Gly Lys Thr  Ile Gln Ser Ile Thr  Phe Leu Tyr 
        995                 1000                 1005             
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Glu Ile  Tyr Leu Lys Gly Ile  His Gly Pro Phe Leu  Val Ile Ala 
    1010                 1015                 1020             

Pro Leu  Ser Thr Ile Pro Asn  Trp Glu Arg Glu Phe  Arg Thr Trp 
    1025                 1030                 1035             

Thr Glu  Leu Asn Val Val Val  Tyr His Gly Ser Gln  Ala Ser Arg 
    1040                 1045                 1050             

Arg Thr  Ile Gln Leu Tyr Glu  Met Tyr Phe Lys Asp  Pro Gln Gly 
    1055                 1060                 1065             

Arg Val  Ile Lys Gly Ser Tyr  Lys Phe His Ala Ile  Ile Thr Thr 
    1070                 1075                 1080             

Phe Glu  Met Ile Leu Thr Asp  Cys Pro Glu Leu Arg  Asn Ile Pro 
    1085                 1090                 1095             

Trp Arg  Cys Val Val Ile Asp  Glu Ala His Arg Leu  Lys Asn Arg 
    1100                 1105                 1110             

Asn Cys  Lys Leu Leu Glu Gly  Leu Lys Met Met Asp  Leu Glu His 
    1115                 1120                 1125             

Lys Val  Leu Leu Thr Gly Thr  Pro Leu Gln Asn Thr  Val Glu Glu 
    1130                 1135                 1140             

Leu Phe  Ser Leu Leu His Phe  Leu Glu Pro Ser Arg  Phe Pro Ser 
    1145                 1150                 1155             

Glu Thr  Thr Phe Met Gln Glu  Phe Gly Asp Leu Lys  Thr Glu Glu 
    1160                 1165                 1170             

Gln Val  Gln Lys Leu Gln Ala  Ile Leu Lys Pro Met  Met Leu Arg 
    1175                 1180                 1185             

Arg Leu  Lys Glu Asp Val Glu  Lys Asn Leu Ala Pro  Lys Glu Glu 
    1190                 1195                 1200             

Thr Ile  Ile Glu Val Glu Leu  Thr Asn Ile Gln Lys  Lys Tyr Tyr 
    1205                 1210                 1215             

Arg Ala  Ile Leu Glu Lys Asn  Phe Thr Phe Leu Ser  Lys Gly Gly 
    1220                 1225                 1230             
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Gly Gln  Ala Asn Val Pro Asn  Leu Leu Asn Thr Met  Met Glu Leu 
    1235                 1240                 1245             

Arg Lys  Cys Cys Asn His Pro  Tyr Leu Ile Asn Gly  Ala Glu Glu 
    1250                 1255                 1260             

Lys Ile  Leu Glu Glu Phe Lys  Glu Thr His Asn Ala  Glu Ser Pro 
    1265                 1270                 1275             

Asp Phe  Gln Leu Gln Ala Met  Ile Gln Ala Ala Gly  Lys Leu Val 
    1280                 1285                 1290             

Leu Ile  Asp Lys Leu Leu Pro  Lys Leu Lys Ala Gly  Gly His Arg 
    1295                 1300                 1305             

Val Leu  Ile Phe Ser Gln Met  Val Arg Cys Leu Asp  Ile Leu Glu 
    1310                 1315                 1320             

Asp Tyr  Leu Ile Gln Arg Arg  Tyr Pro Tyr Glu Arg  Ile Asp Gly 
    1325                 1330                 1335             

Arg Val  Arg Gly Asn Leu Arg  Gln Ala Ala Ile Asp  Arg Phe Ser 
    1340                 1345                 1350             

Lys Pro  Asp Ser Asp Arg Phe  Val Phe Leu Leu Cys  Thr Arg Ala 
    1355                 1360                 1365             

Gly Gly  Leu Gly Ile Asn Leu  Thr Ala Ala Asp Thr  Cys Ile Ile 
    1370                 1375                 1380             

Phe Asp  Ser Asp Trp Asn Pro  Gln Asn Asp Leu Gln  Ala Gln Ala 
    1385                 1390                 1395             

Arg Cys  His Arg Ile Gly Gln  Ser Lys Ser Val Lys  Ile Tyr Arg 
    1400                 1405                 1410             

Leu Ile  Thr Arg Asn Ser Tyr  Glu Arg Glu Met Phe  Asp Lys Ala 
    1415                 1420                 1425             

Ser Leu  Lys Leu Gly Leu Asp  Lys Ala Val Leu Gln  Ser Met Ser 
    1430                 1435                 1440             
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Gly Arg  Glu Asn Ala Thr Asn  Gly Val Gln Gln Leu  Ser Lys Lys 
    1445                 1450                 1455             

Glu Ile  Glu Asp Leu Leu Arg  Lys Gly Ala Tyr Gly  Ala Leu Met 
    1460                 1465                 1470             

Asp Glu  Glu Asp Glu Gly Ser  Lys Phe Cys Glu Glu  Asp Ile Asp 
    1475                 1480                 1485             

Gln Ile  Leu Leu Arg Arg Thr  His Thr Ile Thr Ile  Glu Ser Glu 
    1490                 1495                 1500             

Gly Lys  Gly Ser Thr Phe Ala  Lys Ala Ser Phe Val  Ala Ser Gly 
    1505                 1510                 1515             

Asn Arg  Thr Asp Ile Ser Leu  Asp Asp Pro Asn Phe  Trp Gln Lys 
    1520                 1525                 1530             

Trp Ala  Lys Lys Ala Glu Leu  Asp Ile Asp Ala Leu  Asn Gly Arg 
    1535                 1540                 1545             

Asn Asn  Leu Val Ile Asp Thr  Pro Arg Val Arg Lys  Gln Thr Arg 
    1550                 1555                 1560             

Leu Tyr  Ser Ala Val Lys Glu  Asp Glu Leu Met Glu  Phe Ser Asp 
    1565                 1570                 1575             

Leu Glu  Ser Asp Ser Glu Glu  Lys Pro Cys Ala Lys  Pro Arg Arg 
    1580                 1585                 1590             

Pro Gln  Asp Lys Ser Gln Gly  Tyr Ala Arg Ser Glu  Cys Phe Arg 
    1595                 1600                 1605             

Val Glu  Lys Asn Leu Leu Val  Tyr Gly Trp Gly Arg  Trp Thr Asp 
    1610                 1615                 1620             

Ile Leu  Ser His Gly Arg Tyr  Lys Arg Gln Leu Thr  Glu Gln Asp 
    1625                 1630                 1635             

Val Glu  Thr Ile Cys Arg Thr  Ile Leu Val Tyr Cys  Leu Asn His 
    1640                 1645                 1650             

Tyr Lys  Gly Asp Glu Asn Ile  Lys Ser Phe Ile Trp  Asp Leu Ile 
    1655                 1660                 1665             
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Thr Pro  Thr Ala Asp Gly Gln  Thr Arg Ala Leu Val  Asn His Ser 
    1670                 1675                 1680             

Gly Leu  Ser Ala Pro Val Pro  Arg Gly Arg Lys Gly  Lys Lys Val 
    1685                 1690                 1695             

Lys Ala  Gln Ser Thr Gln Pro  Val Val Gln Asp Ala  Asp Trp Leu 
    1700                 1705                 1710             

Ala Ser  Cys Asn Pro Asp Ala  Leu Phe Gln Glu Asp  Ser Tyr Lys 
    1715                 1720                 1725             

Lys His  Leu Lys His His Cys  Asn Lys Val Leu Leu  Arg Val Arg 
    1730                 1735                 1740             

Met Leu  Tyr Tyr Leu Arg Gln  Glu Val Ile Gly Asp  Gln Ala Asp 
    1745                 1750                 1755             

Lys Ile  Leu Glu Gly Ala Asp  Ser Ser Glu Ala Asp  Val Trp Ile 
    1760                 1765                 1770             

Pro Glu  Pro Phe His Ala Glu  Val Pro Ala Asp Trp  Trp Asp Lys 
    1775                 1780                 1785             

Glu Ala  Asp Lys Ser Leu Leu  Ile Gly Val Phe Lys  His Gly Tyr 
    1790                 1795                 1800             

Glu Lys  Tyr Asn Ser Met Arg  Ala Asp Pro Ala Leu  Cys Phe Leu 
    1805                 1810                 1815             

Glu Arg  Val Gly Met Pro Asp  Ala Lys Ala Ile Ala  Ala Glu Gln 
    1820                 1825                 1830             

Arg Gly  Thr Asp Met Leu Ala  Asp Gly Gly Asp Gly  Gly Glu Phe 
    1835                 1840                 1845             

Asp Arg  Glu Asp Glu Asp Pro  Glu Tyr Lys Pro Thr  Arg Thr Pro 
    1850                 1855                 1860             

Phe Lys  Asp Glu Ile Asp Glu  Phe Ala Asn Ser Pro  Ser Glu Asp 
    1865                 1870                 1875             
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Lys Glu  Glu Ser Met Glu Ile  His Ala Thr Gly Lys  His Ser Glu 
    1880                 1885                 1890             

Ser Asn  Ala Glu Leu Gly Gln  Leu Tyr Trp Pro Asn  Thr Ser Thr 
    1895                 1900                 1905             

Leu Thr  Thr Arg Leu Arg Arg  Leu Ile Thr Ala Tyr  Gln Arg Ser 
    1910                 1915                 1920             

Tyr Lys  Arg Gln Gln Met Arg  Gln Glu Ala Leu Met  Lys Thr Asp 
    1925                 1930                 1935             

Arg Arg  Arg Arg Arg Pro Arg  Glu Glu Val Arg Ala  Leu Glu Ala 
    1940                 1945                 1950             

Glu Arg  Glu Ala Ile Ile Ser  Glu Lys Arg Gln Lys  Trp Thr Arg 
    1955                 1960                 1965             

Arg Glu  Glu Ala Asp Phe Tyr  Arg Val Val Ser Thr  Phe Gly Val 
    1970                 1975                 1980             

Ile Phe  Asp Pro Val Lys Gln  Gln Phe Asp Trp Asn  Gln Phe Arg 
    1985                 1990                 1995             

Ala Phe  Ala Arg Leu Asp Lys  Lys Ser Asp Glu Ser  Leu Glu Lys 
    2000                 2005                 2010             

Tyr Phe  Ser Cys Phe Val Ala  Met Cys Arg Arg Val  Cys Arg Met 
    2015                 2020                 2025             

Pro Val  Lys Pro Asp Asp Glu  Pro Pro Asp Leu Ser  Ser Ile Ile 
    2030                 2035                 2040             

Glu Pro  Ile Thr Glu Glu Arg  Ala Ser Arg Thr Leu  Tyr Arg Ile 
    2045                 2050                 2055             

Glu Leu  Leu Arg Lys Ile Arg  Glu Gln Val Leu His  His Pro Gln 
    2060                 2065                 2070             

Leu Gly  Glu Arg Leu Lys Leu  Cys Gln Pro Ser Leu  Asp Leu Pro 
    2075                 2080                 2085             

Glu Trp  Trp Glu Cys Gly Arg  His Asp Arg Asp Leu  Leu Val Gly 
    2090                 2095                 2100             
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Ala Ala  Lys His Gly Val Ser  Arg Thr Asp Tyr His  Ile Leu Asn 
    2105                 2110                 2115             

Asp Pro  Glu Leu Ser Phe Leu  Asp Ala His Lys Asn  Phe Ala Gln 
    2120                 2125                 2130             

Asn Arg  Gly Ala Gly Asn Thr  Ser Ser Leu Asn Pro  Leu Ala Val 
    2135                 2140                 2145             

Gly Phe  Val Gln Thr Pro Pro  Val Ile Ser Ser Ala  His Ile Gln 
    2150                 2155                 2160             

Asp Glu  Arg Val Leu Glu Gln  Ala Glu Gly Lys Val  Glu Glu Pro 
    2165                 2170                 2175             

Glu Asn  Pro Ala Ala Lys Glu  Lys Cys Glu Gly Lys  Glu Glu Glu 
    2180                 2185                 2190             

Glu Glu  Thr Asp Gly Ser Gly  Lys Glu Ser Lys Gln  Glu Cys Glu 
    2195                 2200                 2205             

Ala Glu  Ala Ser Ser Val Lys  Asn Glu Leu Lys Gly  Val Glu Val 
    2210                 2215                 2220             

Gly Ala  Asp Thr Gly Ser Lys  Ser Ile Ser Glu Lys  Gly Ser Glu 
    2225                 2230                 2235             

Glu Asp  Glu Glu Glu Lys Leu  Glu Asp Asp Asp Lys  Ser Glu Glu 
    2240                 2245                 2250             

Ser Ser  Gln Pro Glu Ala Gly  Ala Val Ser Arg Gly  Lys Asn Phe 
    2255                 2260                 2265             

Asp Glu  Glu Ser Asn Ala Ser  Met Ser Thr Ala Arg  Asp Glu Thr 
    2270                 2275                 2280             

Arg Asp  Gly Phe Tyr Met Glu  Asp Gly Asp Pro Ser  Val Ala Gln 
    2285                 2290                 2295             

Leu Leu  His Glu Arg Thr Phe  Ala Phe Ser Phe Trp  Pro Lys Asp 
    2300                 2305                 2310             
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Arg Val  Met Ile Asn Arg Leu  Asp Asn Ile Cys Glu  Ala Val Leu 
    2315                 2320                 2325             

Lys Gly  Lys Trp Pro Val Asn  Arg Arg Gln Met Phe  Asp Phe Gln 
    2330                 2335                 2340             

Gly Leu  Ile Pro Gly Tyr Thr  Pro Thr Thr Val Asp  Ser Pro Leu 
    2345                 2350                 2355             

Gln Lys  Arg Ser Phe Ala Glu  Leu Ser Met Val Gly  Gln Ala Ser 
    2360                 2365                 2370             

Ile Ser  Gly Ser Glu Asp Ile  Thr Thr Ser Pro Gln  Leu Ser Lys 
    2375                 2380                 2385             

Glu Asp  Ala Leu Asn Leu Ser  Val Pro Arg Gln Arg  Arg Arg Arg 
    2390                 2395                 2400             

Arg Arg  Lys Ile Glu Ile Glu  Ala Glu Arg Ala Ala  Lys Arg Arg 
    2405                 2410                 2415             

Asn Leu  Met Glu Met Val Ala  Gln Leu Arg Glu Ser  Gln Val Val 
    2420                 2425                 2430             

Ser Glu  Asn Gly Gln Glu Lys  Val Val Asp Leu Ser  Lys Ala Ser 
    2435                 2440                 2445             

Arg Glu  Ala Thr Ser Ser Thr  Ser Asn Phe Ser Ser  Leu Ser Ser 
    2450                 2455                 2460             

Lys Phe  Ile Leu Pro Asn Val  Ser Thr Pro Val Ser  Asp Ala Phe 
    2465                 2470                 2475             

Lys Thr  Gln Met Glu Leu Leu  Gln Ala Gly Leu Ser  Arg Thr Pro 
    2480                 2485                 2490             

Thr Arg  His Leu Leu Asn Gly  Ser Leu Val Asp Gly  Glu Pro Pro 
    2495                 2500                 2505             

Met Lys  Arg Arg Arg Gly Arg  Arg Lys Asn Val Glu  Gly Leu Asp 
    2510                 2515                 2520             

Leu Leu  Phe Met Ser His Lys  Arg Thr Ser Leu Ser  Ala Glu Asp 
    2525                 2530                 2535             
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Ala Glu  Val Thr Lys Ala Phe  Glu Glu Asp Ile Glu  Thr Pro Pro 
    2540                 2545                 2550             

Thr Arg  Asn Ile Pro Ser Pro  Gly Gln Leu Asp Pro  Asp Thr Arg 
    2555                 2560                 2565             

Ile Pro  Val Ile Asn Leu Glu  Asp Gly Thr Arg Leu  Val Gly Glu 
    2570                 2575                 2580             

Asp Ala  Pro Lys Asn Lys Asp  Leu Val Glu Trp Leu  Lys Leu His 
    2585                 2590                 2595             

Pro Thr  Tyr Thr Val Asp Met  Pro Ser Tyr Val Pro  Lys Asn Ala 
    2600                 2605                 2610             

Asp Val  Leu Phe Ser Ser Phe  Gln Lys Pro Lys Gln  Lys Arg His 
    2615                 2620                 2625             

Arg Cys  Arg Asn Pro Asn Lys  Leu Asp Ile Asn Thr  Leu Thr Gly 
    2630                 2635                 2640             

Glu Glu  Arg Val Pro Val Val  Asn Lys Arg Asn Gly  Lys Lys Met 
    2645                 2650                 2655             

Gly Gly  Ala Met Ala Pro Pro  Met Lys Asp Leu Pro  Arg Trp Leu 
    2660                 2665                 2670             

Glu Glu  Asn Pro Glu Phe Ala  Val Ala Pro Asp Trp  Thr Asp Ile 
    2675                 2680                 2685             

Val Lys  Gln Ser Gly Phe Val  Pro Glu Ser Met Phe  Asp Arg Leu 
    2690                 2695                 2700             

Leu Thr  Gly Pro Val Val Arg  Gly Glu Gly Ala Ser  Arg Arg Gly 
    2705                 2710                 2715             

Arg Arg  Pro Lys Ser Glu Ile  Ala Arg Ala Ala Ala  Ala Ala Ala 
    2720                 2725                 2730             

Ala Val  Ala Ser Thr Ser Gly  Ile Asn Pro Leu Leu  Val Asn Ser 
    2735                 2740                 2745             
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Leu Phe  Ala Gly Met Asp Leu  Thr Ser Leu Gln Asn  Leu Gln Asn 
    2750                 2755                 2760             

Leu Gln  Ser Leu Gln Leu Ala  Gly Leu Met Gly Phe  Pro Pro Gly 
    2765                 2770                 2775             

Leu Ala  Thr Ala Ala Thr Ala  Gly Gly Asp Ala Lys  Asn Pro Ala 
    2780                 2785                 2790             

Ala Val  Leu Pro Leu Met Leu  Pro Gly Met Ala Gly  Leu Pro Asn 
    2795                 2800                 2805             

Val Phe  Gly Leu Gly Gly Leu  Leu Asn Asn Pro Leu  Ser Ala Ala 
    2810                 2815                 2820             

Thr Gly  Asn Thr Thr Thr Ala  Ser Ser Gln Gly Glu  Pro Glu Asp 
    2825                 2830                 2835             

Ser Thr  Ser Lys Gly Glu Glu  Lys Gly Asn Glu Asn  Glu Asp Glu 
    2840                 2845                 2850             

Asn Lys  Asp Ser Glu Lys Ser  Thr Asp Ala Val Ser  Ala Ala Asp 
    2855                 2860                 2865             

Ser Ala  Asn Gly Ser Val Gly  Ala Ala Thr Ala Pro  Ala Gly Leu 
    2870                 2875                 2880             

Pro Ser  Asn Pro Leu Ala Phe  Asn Pro Phe Leu Leu  Ser Thr Met 
    2885                 2890                 2895             

Ala Pro  Gly Leu Phe Tyr Pro  Ser Met Phe Leu Pro  Pro Gly Leu 
    2900                 2905                 2910             

Gly Gly  Leu Thr Leu Pro Gly  Phe Pro Ala Leu Ala  Gly Leu Gln 
    2915                 2920                 2925             

Asn Ala  Val Gly Ser Ser Glu  Glu Lys Ala Ala Asp  Lys Ala Glu 
    2930                 2935                 2940             

Gly Gly  Pro Phe Lys Asp Gly  Glu Thr Leu Glu Gly  Ser Asp Ala 
    2945                 2950                 2955             

Glu Glu  Ser Leu Asp Lys Thr  Ala Glu Ser Ser Leu  Leu Glu Asp 
    2960                 2965                 2970             
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Glu Ile  Ala Gln Gly Glu Glu  Leu Asp Ser Leu Asp  Gly Gly Asp 
    2975                 2980                 2985             

Glu Ile  Glu Asn Asn Glu Asn  Asp Glu 
    2990                 2995         

<210>  3
<211>  5124
<212>  DNA
<213>  Homo sapiens

<220>
<221>  CDS
<222>  (175)..(3021)

<400>  3
gacctatatc cagactttgc ctgacactgc agggtccaag agaattaaag aaatatggaa       60

tgacatgaag aagattagtt aaggattata ggctttgagg gcaaacacct cagtgaagtg      120

aagcacaggc aagctcctga gctgtggttt ggaggagccg tgtgttggaa gaag atg        177
                                                            Met           
                                                            1             

gca gat cca gga atg atg agt ctt ttt ggc gag gat ggg aat att ttc        225
Ala Asp Pro Gly Met Met Ser Leu Phe Gly Glu Asp Gly Asn Ile Phe           
            5                   10                  15                    

agt gaa ggt ctt gaa ggc ctc gga gaa tgt ggt tac ccg gaa aat cca        273
Ser Glu Gly Leu Glu Gly Leu Gly Glu Cys Gly Tyr Pro Glu Asn Pro           
        20                  25                  30                        

gta aat cct atg ggt cag caa atg cca ata gac caa ggc ttt gcc tct        321
Val Asn Pro Met Gly Gln Gln Met Pro Ile Asp Gln Gly Phe Ala Ser           
    35                  40                  45                            

tta cag cca tcc ctt cat cat cct tca act aat caa aat caa aca aag        369
Leu Gln Pro Ser Leu His His Pro Ser Thr Asn Gln Asn Gln Thr Lys           
50                  55                  60                  65            

ctg aca cat ttt gat cac tat aat cag tat gaa caa caa aag atg cat        417
Leu Thr His Phe Asp His Tyr Asn Gln Tyr Glu Gln Gln Lys Met His           
                70                  75                  80                

ctg atg gat cag ccg aac aga atg atg agc aac acc cct ggg aac gga        465
Leu Met Asp Gln Pro Asn Arg Met Met Ser Asn Thr Pro Gly Asn Gly           
            85                  90                  95                    

ctc gcg tct ccg cac tcg cag tat cac acc cct ccc gtt cct cag gtg        513
Leu Ala Ser Pro His Ser Gln Tyr His Thr Pro Pro Val Pro Gln Val           
        100                 105                 110                       

ccc cat ggt ggc agt ggt ggc ggt cag atg ggt gtc tac cct ggc atg        561
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Pro His Gly Gly Ser Gly Gly Gly Gln Met Gly Val Tyr Pro Gly Met           
    115                 120                 125                           

cag aat gag agg cat ggg caa tcc ttt gtg gac agc agc tcc atg tgg        609
Gln Asn Glu Arg His Gly Gln Ser Phe Val Asp Ser Ser Ser Met Trp           
130                 135                 140                 145           

ggc ccc agg gct gtt cag gta cca gac cag ata cga gcc ccc tac cag        657
Gly Pro Arg Ala Val Gln Val Pro Asp Gln Ile Arg Ala Pro Tyr Gln           
                150                 155                 160               

cag cag cag cca cag ccg cag cca ccg cag ccg gct ccg tcg ggg ccc        705
Gln Gln Gln Pro Gln Pro Gln Pro Pro Gln Pro Ala Pro Ser Gly Pro           
            165                 170                 175                   

cct gca cag ggc cac cct cag cac atg cag cag atg ggc agc tat atg        753
Pro Ala Gln Gly His Pro Gln His Met Gln Gln Met Gly Ser Tyr Met           
        180                 185                 190                       

gca cgt ggg gat ttt tcc atg cag cag cat ggt cag cca cag cag agg        801
Ala Arg Gly Asp Phe Ser Met Gln Gln His Gly Gln Pro Gln Gln Arg           
    195                 200                 205                           

atg agc cag ttt tcc caa ggc caa gag ggc ctc aat cag gga aat cct        849
Met Ser Gln Phe Ser Gln Gly Gln Glu Gly Leu Asn Gln Gly Asn Pro           
210                 215                 220                 225           

ttt att gcc acc tca gga cct ggc cac ttg tcc cac gtg ccc cag cag        897
Phe Ile Ala Thr Ser Gly Pro Gly His Leu Ser His Val Pro Gln Gln           
                230                 235                 240               

agt ccc agc atg gca cct tcc ttg cgt cac tcg gtg cag cag ttc cat        945
Ser Pro Ser Met Ala Pro Ser Leu Arg His Ser Val Gln Gln Phe His           
            245                 250                 255                   

cac cac ccc tct act gct ctc cat gga gaa tcc gtt gcc cac agt ccc        993
His His Pro Ser Thr Ala Leu His Gly Glu Ser Val Ala His Ser Pro           
        260                 265                 270                       

aga ttc tcc ccg aat cct ccc caa caa ggg gct gtt agg ccg caa acc       1041
Arg Phe Ser Pro Asn Pro Pro Gln Gln Gly Ala Val Arg Pro Gln Thr           
    275                 280                 285                           

ctt aac ttt agt tct cgg agc cag aca gtc ccc tct cct act ata aac       1089
Leu Asn Phe Ser Ser Arg Ser Gln Thr Val Pro Ser Pro Thr Ile Asn           
290                 295                 300                 305           

aac tca ggg cag tat tct cga tat cct tac agt aac cta aat cag gga       1137
Asn Ser Gly Gln Tyr Ser Arg Tyr Pro Tyr Ser Asn Leu Asn Gln Gly           
                310                 315                 320               

tta gtt aac aat aca ggg atg aat caa aat tta ggc ctt aca aat aat       1185
Leu Val Asn Asn Thr Gly Met Asn Gln Asn Leu Gly Leu Thr Asn Asn           
            325                 330                 335                   

act cca atg aat cag tcc gta cca aga tac ccc aat gct gta gga ttc       1233
Thr Pro Met Asn Gln Ser Val Pro Arg Tyr Pro Asn Ala Val Gly Phe           
        340                 345                 350                       
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cca tca aac agt ggt caa gga cta atg cac cag cag ccc atc cac ccc       1281
Pro Ser Asn Ser Gly Gln Gly Leu Met His Gln Gln Pro Ile His Pro           
    355                 360                 365                           

agt ggc tca ctt aac caa atg aac aca caa act atg cat cct tca cag       1329
Ser Gly Ser Leu Asn Gln Met Asn Thr Gln Thr Met His Pro Ser Gln           
370                 375                 380                 385           

cct cag gga act tat gcc tct cca cct ccc atg tca ccc atg aaa gca       1377
Pro Gln Gly Thr Tyr Ala Ser Pro Pro Pro Met Ser Pro Met Lys Ala           
                390                 395                 400               

atg agt aat cca gca ggc act cct cct cca caa gtc agg ccg gga agt       1425
Met Ser Asn Pro Ala Gly Thr Pro Pro Pro Gln Val Arg Pro Gly Ser           
            405                 410                 415                   

gct ggg ata cca atg gaa gtt ggc agt tat cca aat atg ccc cat cct       1473
Ala Gly Ile Pro Met Glu Val Gly Ser Tyr Pro Asn Met Pro His Pro           
        420                 425                 430                       

cag cca tct cac cag ccc cct ggt gcc atg gga atc gga cag agg aat       1521
Gln Pro Ser His Gln Pro Pro Gly Ala Met Gly Ile Gly Gln Arg Asn           
    435                 440                 445                           

atg ggc ccc aga aac atg cag cag tct cgt cca ttt ata ggc atg tcc       1569
Met Gly Pro Arg Asn Met Gln Gln Ser Arg Pro Phe Ile Gly Met Ser           
450                 455                 460                 465           

tcg gca cca agg gaa ttg act ggg cac atg agg cca aat ggt tgt cct       1617
Ser Ala Pro Arg Glu Leu Thr Gly His Met Arg Pro Asn Gly Cys Pro           
                470                 475                 480               

ggt gtt ggc ctt gga gac cca caa gca atc cag gaa cga ctg ata cct       1665
Gly Val Gly Leu Gly Asp Pro Gln Ala Ile Gln Glu Arg Leu Ile Pro           
            485                 490                 495                   

ggc caa caa cat cct ggt caa cag cca tct ttt cag cag ttg cca acc       1713
Gly Gln Gln His Pro Gly Gln Gln Pro Ser Phe Gln Gln Leu Pro Thr           
        500                 505                 510                       

tgt cct cca ctg cag cct cac ccg ggc ttg cac cac cag tct tca cct       1761
Cys Pro Pro Leu Gln Pro His Pro Gly Leu His His Gln Ser Ser Pro           
    515                 520                 525                           

cca cac cct cat cac cag cct tgg gca cag ctc cac cca tca ccc cag       1809
Pro His Pro His His Gln Pro Trp Ala Gln Leu His Pro Ser Pro Gln           
530                 535                 540                 545           

aac acc ccg cag aaa gtg cct gtg cat cag cat tcc ccg tcg gag ccc       1857
Asn Thr Pro Gln Lys Val Pro Val His Gln His Ser Pro Ser Glu Pro           
                550                 555                 560               

ttt cta gag aaa cca gtg ccg gat atg act cag aaa ccg aaa cag aaa       1905
Phe Leu Glu Lys Pro Val Pro Asp Met Thr Gln Lys Pro Lys Gln Lys           
            565                 570                 575                   

cga cat aga tgt cga aac cct aat aaa ttg gat ata aac act ttg aca       1953
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Arg His Arg Cys Arg Asn Pro Asn Lys Leu Asp Ile Asn Thr Leu Thr           
        580                 585                 590                       

gga gaa gaa agg gtg cct gtt gtc aat aaa cga aat ggg aag aag atg       2001
Gly Glu Glu Arg Val Pro Val Val Asn Lys Arg Asn Gly Lys Lys Met           
    595                 600                 605                           

ggt gga gct atg gcg cct cca atg aag gat cta ccc agg tgg ctg gaa       2049
Gly Gly Ala Met Ala Pro Pro Met Lys Asp Leu Pro Arg Trp Leu Glu           
610                 615                 620                 625           

gaa aat cct gaa ttt gca gtt gct cca gac tgg act gat ata gtt aag       2097
Glu Asn Pro Glu Phe Ala Val Ala Pro Asp Trp Thr Asp Ile Val Lys           
                630                 635                 640               

cag tct ggt ttt gtt cct gag tcg atg ttt gac cgc ctt ctc act ggg       2145
Gln Ser Gly Phe Val Pro Glu Ser Met Phe Asp Arg Leu Leu Thr Gly           
            645                 650                 655                   

cct gta gtg cgg gga gag gga gcg agc aga aga gga aga agg ccc aaa       2193
Pro Val Val Arg Gly Glu Gly Ala Ser Arg Arg Gly Arg Arg Pro Lys           
        660                 665                 670                       

agt gag atc gcc aga gca gcc gcg gcc gcc gct gct gtg gcc tcc acg       2241
Ser Glu Ile Ala Arg Ala Ala Ala Ala Ala Ala Ala Val Ala Ser Thr           
    675                 680                 685                           

tca ggg atc aac cct ttg ctg gtg aac agc ctg ttt gct gga atg gac       2289
Ser Gly Ile Asn Pro Leu Leu Val Asn Ser Leu Phe Ala Gly Met Asp           
690                 695                 700                 705           

ctg acg agc ctt cag aat ctc cag aat ctc cag tcg ctc cag ctg gca       2337
Leu Thr Ser Leu Gln Asn Leu Gln Asn Leu Gln Ser Leu Gln Leu Ala           
                710                 715                 720               

ggc ctc atg ggc ttc cct cca gga ctg gca aca gct gcc acc gcc gga       2385
Gly Leu Met Gly Phe Pro Pro Gly Leu Ala Thr Ala Ala Thr Ala Gly           
            725                 730                 735                   

ggc gat gcg aag aac cct gct gct gtg ctg ccc ctg atg ctg cca gga       2433
Gly Asp Ala Lys Asn Pro Ala Ala Val Leu Pro Leu Met Leu Pro Gly           
        740                 745                 750                       

atg gcg ggc ctg ccc aac gtg ttt ggc ttg ggc ggg ctg ttg aat aac       2481
Met Ala Gly Leu Pro Asn Val Phe Gly Leu Gly Gly Leu Leu Asn Asn           
    755                 760                 765                           

cct ctg tca gct gct act gga aac acc act act gct tct agt caa gga       2529
Pro Leu Ser Ala Ala Thr Gly Asn Thr Thr Thr Ala Ser Ser Gln Gly           
770                 775                 780                 785           

gaa ccg gaa gac agc act tca aaa gga gag gag aaa gga aat gag aat       2577
Glu Pro Glu Asp Ser Thr Ser Lys Gly Glu Glu Lys Gly Asn Glu Asn           
                790                 795                 800               

gaa gac gag aac aaa gac tct gag aaa agc aca gat gct gtt tcg gct       2625
Glu Asp Glu Asn Lys Asp Ser Glu Lys Ser Thr Asp Ala Val Ser Ala           
            805                 810                 815                   
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gct gac tct gcg aat gga tct gtt ggt gct gct act gcc ccg gct gga       2673
Ala Asp Ser Ala Asn Gly Ser Val Gly Ala Ala Thr Ala Pro Ala Gly           
        820                 825                 830                       

ttg ccc tca aac ccg cta gcc ttc aac cct ttc ctc ctg tcc aca atg       2721
Leu Pro Ser Asn Pro Leu Ala Phe Asn Pro Phe Leu Leu Ser Thr Met           
    835                 840                 845                           

gcc ccg ggc ctc ttc tac cca tcc atg ttt cta cct cca gga ctg ggg       2769
Ala Pro Gly Leu Phe Tyr Pro Ser Met Phe Leu Pro Pro Gly Leu Gly           
850                 855                 860                 865           

gga ttg acg ctg cct ggg ttc cca gca ttg gca gga ctt cag aat gcc       2817
Gly Leu Thr Leu Pro Gly Phe Pro Ala Leu Ala Gly Leu Gln Asn Ala           
                870                 875                 880               

gtg ggc tcc agc gaa gaa aag gct gct gac aag gct gag gga gga ccc       2865
Val Gly Ser Ser Glu Glu Lys Ala Ala Asp Lys Ala Glu Gly Gly Pro           
            885                 890                 895                   

ttt aaa gat gga gag acc ctt gaa ggc agc gat gcc gag gag agc ctg       2913
Phe Lys Asp Gly Glu Thr Leu Glu Gly Ser Asp Ala Glu Glu Ser Leu           
        900                 905                 910                       

gat aag act gca gag tcc tcc ctc tta gaa gac gaa ata gca cag ggt       2961
Asp Lys Thr Ala Glu Ser Ser Leu Leu Glu Asp Glu Ile Ala Gln Gly           
    915                 920                 925                           

gaa gag cta gac tca ctt gat ggg ggg gat gaa ata gaa aac aat gaa       3009
Glu Glu Leu Asp Ser Leu Asp Gly Gly Asp Glu Ile Glu Asn Asn Glu           
930                 935                 940                 945           

aat gat gaa taa ccagtaccag ttccagttca agtgtttaaa acttttgaca           3061
Asn Asp Glu                                                               
                                                                          

agtggtagtc ctactgttta cactcacagt taatgttcat acctagtttt ataagctgtt     3121

ctgtaacata gtgtagcaaa aaaaaaagtt caagtcatgt tatacaggtg tgtcaaaagg     3181

tatcttggtc attaagtatt gtgcagtgca ttatttatta tccctaggag agatgaaatt     3241

tgagaggtga tcatgtcttt ttaaggaaac ttacataatg ctctgctttt tttttttctc     3301

ttggtaccat tggtattata ataaagagca atttgtaact gagtggcact aatggaagaa     3361

agtgctgctc aaaggaagta tgaagttata tatttaattt tttaatttta atttttaatt     3421

tttttgctgt gaaggtcaag ctgaaattta ccatacatat catacttgct catttgtttc     3481

cctttttgac tgtatggggg ttcccacact cgtgcataca cacacatcca tacactctga     3541

caatctccac gctagtgtga acgcctctgt cccgaggcgc agcaataata aggcagctgt     3601

tgaatgtgaa gggtcccttt ggaaaattaa cctactggga gggttcttgc cagacagaac     3661

tacagttcca ttgtctcgtg gtcttgtaat gcactggtaa aaacaaaata aatagatgaa     3721
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taaataaaga gtgagagaag agagaatcag gtaccttttt taaattaaag gactttgtta     3781

ctttagccac aaagctaaaa cagcattacc tcagctctaa actagccttg aagtttacag     3841

acatgacttt gtaaatgtat tgtttttctt tgttgtgatg tccttttatt tttttctttg     3901

aaaactgcta tcatgtaaga taaaatgtaa attgctgcca actgtagtaa tgatgctttt     3961

aataaaagtg acccatgata tgcagagatg taattataga atgtagtata tagggaaact     4021

ggtgttcact ctattttttt tgtattcgca atagatgcaa atacagcatt ctggcttttg     4081

tacagtttct tgatatatcc tcttatacta gattagcttt tggtaagaca ctaaactgtc     4141

tcgaagacta gacaggaagg aaaaccttga attactctca cataattcca ctccagatat     4201

ctcaacagaa atgcatacaa aaagctccta ttactccctc aaaagggcat ctgagaccga     4261

gaatacttag aaatgtgtgc agcgtgtgat aatgtggtac actgaagaac aaaagggcaa     4321

aagaaaaatg aggctttaac aggcacaata tctaggtcat ttatccttgg ttaatgggta     4381

gaaaaacaca atgcggtagt gtcagcaagg gacacaaagg cactctggtg tcctgcagac     4441

cagcgctcga tgccagaaac cagtgtgtgg aaaaacccat gtggaattga aacagaccca     4501

cttaagcacg cacgcgcgca cgcacggtct caggagctac tgatttgtgg accccttttt     4561

gacctttggt atttaaagta aaatataatt tgagatctac tgttttcacc tttttatgtc     4621

acctgaacca acacaaagcc atatttccat ccagttaaaa agcaggggaa gggatgtgga     4681

cgagagtgtt tcgtgtgtgt tgccttcctc cacacccttc ccccaggacg tccgcacaca     4741

gtccacctcc agccagtgtg ctgccagaca ggtggtctaa attcctccca gactgtgaga     4801

ttcagttcgt ttatgcccca agatgaaaat atgcccctta atgattctgg gaaagaaaca     4861

acctgaaccc tccaccttac agatcctgtg attgctttta tttatcatcg tcgttgtctg     4921

ctgaaagtga atgggccgtg cacactggag gaaagtgcct tgaagagaat attttttgaa     4981

agggaattat ttgaacacgg gaaagtgaaa ctaggtctgc atgaagtata ggaaatttaa     5041

gtatttaagt aacaaagatg ttagcaggga gaatttgctt aataaaatga gtcattaaag     5101

ggtgtttttt ttaaaaaaaa aaa                                             5124

<210>  4
<211>  948
<212>  PRT
<213>  Homo sapiens

<400>  4

Met Ala Asp Pro Gly Met Met Ser Leu Phe Gly Glu Asp Gly Asn Ile 
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1               5                   10                  15      

Phe Ser Glu Gly Leu Glu Gly Leu Gly Glu Cys Gly Tyr Pro Glu Asn 
            20                  25                  30          

Pro Val Asn Pro Met Gly Gln Gln Met Pro Ile Asp Gln Gly Phe Ala 
        35                  40                  45              

Ser Leu Gln Pro Ser Leu His His Pro Ser Thr Asn Gln Asn Gln Thr 
    50                  55                  60                  

Lys Leu Thr His Phe Asp His Tyr Asn Gln Tyr Glu Gln Gln Lys Met 
65                  70                  75                  80  

His Leu Met Asp Gln Pro Asn Arg Met Met Ser Asn Thr Pro Gly Asn 
                85                  90                  95      

Gly Leu Ala Ser Pro His Ser Gln Tyr His Thr Pro Pro Val Pro Gln 
            100                 105                 110         

Val Pro His Gly Gly Ser Gly Gly Gly Gln Met Gly Val Tyr Pro Gly 
        115                 120                 125             

Met Gln Asn Glu Arg His Gly Gln Ser Phe Val Asp Ser Ser Ser Met 
    130                 135                 140                 

Trp Gly Pro Arg Ala Val Gln Val Pro Asp Gln Ile Arg Ala Pro Tyr 
145                 150                 155                 160 

Gln Gln Gln Gln Pro Gln Pro Gln Pro Pro Gln Pro Ala Pro Ser Gly 
                165                 170                 175     

Pro Pro Ala Gln Gly His Pro Gln His Met Gln Gln Met Gly Ser Tyr 
            180                 185                 190         

Met Ala Arg Gly Asp Phe Ser Met Gln Gln His Gly Gln Pro Gln Gln 
        195                 200                 205             

Arg Met Ser Gln Phe Ser Gln Gly Gln Glu Gly Leu Asn Gln Gly Asn 
    210                 215                 220                 

Pro Phe Ile Ala Thr Ser Gly Pro Gly His Leu Ser His Val Pro Gln 
225                 230                 235                 240 
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Gln Ser Pro Ser Met Ala Pro Ser Leu Arg His Ser Val Gln Gln Phe 
                245                 250                 255     

His His His Pro Ser Thr Ala Leu His Gly Glu Ser Val Ala His Ser 
            260                 265                 270         

Pro Arg Phe Ser Pro Asn Pro Pro Gln Gln Gly Ala Val Arg Pro Gln 
        275                 280                 285             

Thr Leu Asn Phe Ser Ser Arg Ser Gln Thr Val Pro Ser Pro Thr Ile 
    290                 295                 300                 

Asn Asn Ser Gly Gln Tyr Ser Arg Tyr Pro Tyr Ser Asn Leu Asn Gln 
305                 310                 315                 320 

Gly Leu Val Asn Asn Thr Gly Met Asn Gln Asn Leu Gly Leu Thr Asn 
                325                 330                 335     

Asn Thr Pro Met Asn Gln Ser Val Pro Arg Tyr Pro Asn Ala Val Gly 
            340                 345                 350         

Phe Pro Ser Asn Ser Gly Gln Gly Leu Met His Gln Gln Pro Ile His 
        355                 360                 365             

Pro Ser Gly Ser Leu Asn Gln Met Asn Thr Gln Thr Met His Pro Ser 
    370                 375                 380                 

Gln Pro Gln Gly Thr Tyr Ala Ser Pro Pro Pro Met Ser Pro Met Lys 
385                 390                 395                 400 

Ala Met Ser Asn Pro Ala Gly Thr Pro Pro Pro Gln Val Arg Pro Gly 
                405                 410                 415     

Ser Ala Gly Ile Pro Met Glu Val Gly Ser Tyr Pro Asn Met Pro His 
            420                 425                 430         

Pro Gln Pro Ser His Gln Pro Pro Gly Ala Met Gly Ile Gly Gln Arg 
        435                 440                 445             

Asn Met Gly Pro Arg Asn Met Gln Gln Ser Arg Pro Phe Ile Gly Met 
    450                 455                 460                 

Ser Ser Ala Pro Arg Glu Leu Thr Gly His Met Arg Pro Asn Gly Cys 
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465                 470                 475                 480 

Pro Gly Val Gly Leu Gly Asp Pro Gln Ala Ile Gln Glu Arg Leu Ile 
                485                 490                 495     

Pro Gly Gln Gln His Pro Gly Gln Gln Pro Ser Phe Gln Gln Leu Pro 
            500                 505                 510         

Thr Cys Pro Pro Leu Gln Pro His Pro Gly Leu His His Gln Ser Ser 
        515                 520                 525             

Pro Pro His Pro His His Gln Pro Trp Ala Gln Leu His Pro Ser Pro 
    530                 535                 540                 

Gln Asn Thr Pro Gln Lys Val Pro Val His Gln His Ser Pro Ser Glu 
545                 550                 555                 560 

Pro Phe Leu Glu Lys Pro Val Pro Asp Met Thr Gln Lys Pro Lys Gln 
                565                 570                 575     

Lys Arg His Arg Cys Arg Asn Pro Asn Lys Leu Asp Ile Asn Thr Leu 
            580                 585                 590         

Thr Gly Glu Glu Arg Val Pro Val Val Asn Lys Arg Asn Gly Lys Lys 
        595                 600                 605             

Met Gly Gly Ala Met Ala Pro Pro Met Lys Asp Leu Pro Arg Trp Leu 
    610                 615                 620                 

Glu Glu Asn Pro Glu Phe Ala Val Ala Pro Asp Trp Thr Asp Ile Val 
625                 630                 635                 640 

Lys Gln Ser Gly Phe Val Pro Glu Ser Met Phe Asp Arg Leu Leu Thr 
                645                 650                 655     

Gly Pro Val Val Arg Gly Glu Gly Ala Ser Arg Arg Gly Arg Arg Pro 
            660                 665                 670         

Lys Ser Glu Ile Ala Arg Ala Ala Ala Ala Ala Ala Ala Val Ala Ser 
        675                 680                 685             

Thr Ser Gly Ile Asn Pro Leu Leu Val Asn Ser Leu Phe Ala Gly Met 
    690                 695                 700                 
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Asp Leu Thr Ser Leu Gln Asn Leu Gln Asn Leu Gln Ser Leu Gln Leu 
705                 710                 715                 720 

Ala Gly Leu Met Gly Phe Pro Pro Gly Leu Ala Thr Ala Ala Thr Ala 
                725                 730                 735     

Gly Gly Asp Ala Lys Asn Pro Ala Ala Val Leu Pro Leu Met Leu Pro 
            740                 745                 750         

Gly Met Ala Gly Leu Pro Asn Val Phe Gly Leu Gly Gly Leu Leu Asn 
        755                 760                 765             

Asn Pro Leu Ser Ala Ala Thr Gly Asn Thr Thr Thr Ala Ser Ser Gln 
    770                 775                 780                 

Gly Glu Pro Glu Asp Ser Thr Ser Lys Gly Glu Glu Lys Gly Asn Glu 
785                 790                 795                 800 

Asn Glu Asp Glu Asn Lys Asp Ser Glu Lys Ser Thr Asp Ala Val Ser 
                805                 810                 815     

Ala Ala Asp Ser Ala Asn Gly Ser Val Gly Ala Ala Thr Ala Pro Ala 
            820                 825                 830         

Gly Leu Pro Ser Asn Pro Leu Ala Phe Asn Pro Phe Leu Leu Ser Thr 
        835                 840                 845             

Met Ala Pro Gly Leu Phe Tyr Pro Ser Met Phe Leu Pro Pro Gly Leu 
    850                 855                 860                 

Gly Gly Leu Thr Leu Pro Gly Phe Pro Ala Leu Ala Gly Leu Gln Asn 
865                 870                 875                 880 

Ala Val Gly Ser Ser Glu Glu Lys Ala Ala Asp Lys Ala Glu Gly Gly 
                885                 890                 895     

Pro Phe Lys Asp Gly Glu Thr Leu Glu Gly Ser Asp Ala Glu Glu Ser 
            900                 905                 910         

Leu Asp Lys Thr Ala Glu Ser Ser Leu Leu Glu Asp Glu Ile Ala Gln 
        915                 920                 925             

Gly Glu Glu Leu Asp Ser Leu Asp Gly Gly Asp Glu Ile Glu Asn Asn 
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    930                 935                 940                 

Glu Asn Asp Glu 
945             

<210>  5
<211>  5465
<212>  DNA
<213>  Homo sapiens

<220>
<221>  CDS
<222>  (514)..(5379)

<400>  5
aggcgctggc gtgctggggc cgcggcggcg gcggcggcgg cggcggcagc ggcggcggcg       60

gcggcggcgc gggggttgag tcgtggtggt gcggacgcgc tcgtgctcgg gaactatcgg      120

attaaacttg aatcgagtga aattacacaa aggagcgccg cggaggaggc ggcccgggga      180

cccggacacc ctgaaactca ccagagaccc gttcgccccc ggccaactcc gtgcccgtgg      240

attcagcccc ctggccgcag ctgccgagcc aactccggag cccgctctgc gttttgtttt      300

cccctcggca ctaggcagcg gaggagcccg accgacccgg acctatatcc agactttgcc      360

tgacactgca gggtccaaga gaattaaaga aatatggaat gacatgaaga agattagtta      420

aggattatag gctttgaggg caaacacctc agtgaagtga agcacaggca agctcctgag      480

ctgtggtttg gaggagccgt gtgttggaag aag atg gca gat cca gga atg atg       534
                                     Met Ala Asp Pro Gly Met Met          
                                     1               5                    

agt ctt ttt ggc gag gat ggg aat att ttc agt gaa ggt ctt gaa ggc        582
Ser Leu Phe Gly Glu Asp Gly Asn Ile Phe Ser Glu Gly Leu Glu Gly           
        10                  15                  20                        

ctc gga gaa tgt ggt tac ccg gaa aat cca gta aat cct atg ggt cag        630
Leu Gly Glu Cys Gly Tyr Pro Glu Asn Pro Val Asn Pro Met Gly Gln           
    25                  30                  35                            

caa atg cca ata gac caa ggc ttt gcc tct tta cag cca tcc ctt cat        678
Gln Met Pro Ile Asp Gln Gly Phe Ala Ser Leu Gln Pro Ser Leu His           
40                  45                  50                  55            

cat cct tca act aat caa aat caa aca aag ctg aca cat ttt gat cac        726
His Pro Ser Thr Asn Gln Asn Gln Thr Lys Leu Thr His Phe Asp His           
                60                  65                  70                

tat aat cag tat gaa caa caa aag atg cat ctg atg gat cag ccg aac        774
Tyr Asn Gln Tyr Glu Gln Gln Lys Met His Leu Met Asp Gln Pro Asn           
            75                  80                  85                    
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aga atg atg agc aac acc cct ggg aac gga ctc gcg tct ccg cac tcg        822
Arg Met Met Ser Asn Thr Pro Gly Asn Gly Leu Ala Ser Pro His Ser           
        90                  95                  100                       

cag tat cac acc cct ccc gtt cct cag gtg ccc cat ggt ggc agt ggt        870
Gln Tyr His Thr Pro Pro Val Pro Gln Val Pro His Gly Gly Ser Gly           
    105                 110                 115                           

ggc ggt cag atg ggt gtc tac cct ggc atg cag aat gag agg cat ggg        918
Gly Gly Gln Met Gly Val Tyr Pro Gly Met Gln Asn Glu Arg His Gly           
120                 125                 130                 135           

caa tcc ttt gtg gac agc agc tcc atg tgg ggc ccc agg gct gtt cag        966
Gln Ser Phe Val Asp Ser Ser Ser Met Trp Gly Pro Arg Ala Val Gln           
                140                 145                 150               

gta cca gac cag ata cga gcc ccc tac cag cag cag cag cca cag ccg       1014
Val Pro Asp Gln Ile Arg Ala Pro Tyr Gln Gln Gln Gln Pro Gln Pro           
            155                 160                 165                   

cag cca ccg cag ccg gct ccg tcg ggg ccc cct gca cag ggc cac cct       1062
Gln Pro Pro Gln Pro Ala Pro Ser Gly Pro Pro Ala Gln Gly His Pro           
        170                 175                 180                       

cag cac atg cag cag atg ggc agc tat atg gca cgt ggg gat ttt tcc       1110
Gln His Met Gln Gln Met Gly Ser Tyr Met Ala Arg Gly Asp Phe Ser           
    185                 190                 195                           

atg cag cag cat ggt cag cca cag cag agg atg agc cag ttt tcc caa       1158
Met Gln Gln His Gly Gln Pro Gln Gln Arg Met Ser Gln Phe Ser Gln           
200                 205                 210                 215           

ggc caa gag ggc ctc aat cag gga aat cct ttt att gcc acc tca gga       1206
Gly Gln Glu Gly Leu Asn Gln Gly Asn Pro Phe Ile Ala Thr Ser Gly           
                220                 225                 230               

cct ggc cac ttg tcc cac gtg ccc cag cag agt ccc agc atg gca cct       1254
Pro Gly His Leu Ser His Val Pro Gln Gln Ser Pro Ser Met Ala Pro           
            235                 240                 245                   

tcc ttg cgt cac tcg gtg cag cag ttc cat cac cac ccc tct act gct       1302
Ser Leu Arg His Ser Val Gln Gln Phe His His His Pro Ser Thr Ala           
        250                 255                 260                       

ctc cat gga gaa tcc gtt gcc cac agt ccc aga ttc tcc ccg aat cct       1350
Leu His Gly Glu Ser Val Ala His Ser Pro Arg Phe Ser Pro Asn Pro           
    265                 270                 275                           

ccc caa caa ggg gct gtt agg ccg caa acc ctt aac ttt agt tct cgg       1398
Pro Gln Gln Gly Ala Val Arg Pro Gln Thr Leu Asn Phe Ser Ser Arg           
280                 285                 290                 295           

agc cag aca gtc ccc tct cct act ata aac aac tca ggg cag tat tct       1446
Ser Gln Thr Val Pro Ser Pro Thr Ile Asn Asn Ser Gly Gln Tyr Ser           
                300                 305                 310               

cga tat cct tac agt aac cta aat cag gga tta gtt aac aat aca ggg       1494
Arg Tyr Pro Tyr Ser Asn Leu Asn Gln Gly Leu Val Asn Asn Thr Gly           
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            315                 320                 325                   

atg aat caa aat tta ggc ctt aca aat aat act cca atg aat cag tcc       1542
Met Asn Gln Asn Leu Gly Leu Thr Asn Asn Thr Pro Met Asn Gln Ser           
        330                 335                 340                       

gta cca aga tac ccc aat gct gta gga ttc cca tca aac agt ggt caa       1590
Val Pro Arg Tyr Pro Asn Ala Val Gly Phe Pro Ser Asn Ser Gly Gln           
    345                 350                 355                           

gga cta atg cac cag cag ccc atc cac ccc agt ggc tca ctt aac caa       1638
Gly Leu Met His Gln Gln Pro Ile His Pro Ser Gly Ser Leu Asn Gln           
360                 365                 370                 375           

atg aac aca caa act atg cat cct tca cag cct cag gga act tat gcc       1686
Met Asn Thr Gln Thr Met His Pro Ser Gln Pro Gln Gly Thr Tyr Ala           
                380                 385                 390               

tct cca cct ccc atg tca ccc atg aaa gca atg agt aat cca gca ggc       1734
Ser Pro Pro Pro Met Ser Pro Met Lys Ala Met Ser Asn Pro Ala Gly           
            395                 400                 405                   

act cct cct cca caa gtc agg ccg gga agt gct ggg ata cca atg gaa       1782
Thr Pro Pro Pro Gln Val Arg Pro Gly Ser Ala Gly Ile Pro Met Glu           
        410                 415                 420                       

gtt ggc agt tat cca aat atg ccc cat cct cag cca tct cac cag ccc       1830
Val Gly Ser Tyr Pro Asn Met Pro His Pro Gln Pro Ser His Gln Pro           
    425                 430                 435                           

cct ggt gcc atg gga atc gga cag agg aat atg ggc ccc aga aac atg       1878
Pro Gly Ala Met Gly Ile Gly Gln Arg Asn Met Gly Pro Arg Asn Met           
440                 445                 450                 455           

cag cag tct cgt cca ttt ata ggc atg tcc tcg gca cca agg gaa ttg       1926
Gln Gln Ser Arg Pro Phe Ile Gly Met Ser Ser Ala Pro Arg Glu Leu           
                460                 465                 470               

act ggg cac atg agg cca aat ggt tgt cct ggt gtt ggc ctt gga gac       1974
Thr Gly His Met Arg Pro Asn Gly Cys Pro Gly Val Gly Leu Gly Asp           
            475                 480                 485                   

cca caa gca atc cag gaa cga ctg ata cct ggc caa caa cat cct ggt       2022
Pro Gln Ala Ile Gln Glu Arg Leu Ile Pro Gly Gln Gln His Pro Gly           
        490                 495                 500                       

caa cag cca tct ttt cag cag ttg cca acc tgt cct cca ctg cag cct       2070
Gln Gln Pro Ser Phe Gln Gln Leu Pro Thr Cys Pro Pro Leu Gln Pro           
    505                 510                 515                           

cac ccg ggc ttg cac cac cag tct tca cct cca cac cct cat cac cag       2118
His Pro Gly Leu His His Gln Ser Ser Pro Pro His Pro His His Gln           
520                 525                 530                 535           

cct tgg gca cag ctc cac cca tca ccc cag aac acc ccg cag aaa gtg       2166
Pro Trp Ala Gln Leu His Pro Ser Pro Gln Asn Thr Pro Gln Lys Val           
                540                 545                 550               
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cct gtg cat cag cat tcc ccg tcg gag ccc ttt cta gag aaa cca gtg       2214
Pro Val His Gln His Ser Pro Ser Glu Pro Phe Leu Glu Lys Pro Val           
            555                 560                 565                   

ccg gat atg act cag gtt agt gga ccg aat gct cag cta gtg aag agt       2262
Pro Asp Met Thr Gln Val Ser Gly Pro Asn Ala Gln Leu Val Lys Ser           
        570                 575                 580                       

gat gat tac ctg cca tca ata gaa cag cag cca caa caa aag aag aag       2310
Asp Asp Tyr Leu Pro Ser Ile Glu Gln Gln Pro Gln Gln Lys Lys Lys           
    585                 590                 595                           

aaa aag aaa aac aac cac att gta gca gag gat ccc agt aaa ggt ttt       2358
Lys Lys Lys Asn Asn His Ile Val Ala Glu Asp Pro Ser Lys Gly Phe           
600                 605                 610                 615           

ggt aaa gat gac ttc cct ggt ggg gta gat aac caa gaa cta aat agg       2406
Gly Lys Asp Asp Phe Pro Gly Gly Val Asp Asn Gln Glu Leu Asn Arg           
                620                 625                 630               

aac tca ctg gat ggg tcc caa gaa gaa aaa aag aaa aag aaa agg tca       2454
Asn Ser Leu Asp Gly Ser Gln Glu Glu Lys Lys Lys Lys Lys Arg Ser           
            635                 640                 645                   

aag gca aaa aaa gac ccg aag gaa ccg aaa gaa ccc aag gag aaa aaa       2502
Lys Ala Lys Lys Asp Pro Lys Glu Pro Lys Glu Pro Lys Glu Lys Lys           
        650                 655                 660                       

gag ccc aag gaa ccc aag acc ccg aaa gcc cct aag att ccc aaa gag       2550
Glu Pro Lys Glu Pro Lys Thr Pro Lys Ala Pro Lys Ile Pro Lys Glu           
    665                 670                 675                           

cca aag gaa aag aaa gca aaa act gcc acg cca aaa ccc aaa tcc agc       2598
Pro Lys Glu Lys Lys Ala Lys Thr Ala Thr Pro Lys Pro Lys Ser Ser           
680                 685                 690                 695           

aaa aag tca agt aat aag aaa cct gac tca gaa gca agt gct ttg aag       2646
Lys Lys Ser Ser Asn Lys Lys Pro Asp Ser Glu Ala Ser Ala Leu Lys           
                700                 705                 710               

aaa aag gtc aac aag gga aaa aca gaa ggt tct gaa aat tca gac tta       2694
Lys Lys Val Asn Lys Gly Lys Thr Glu Gly Ser Glu Asn Ser Asp Leu           
            715                 720                 725                   

gac aaa aca ccc cca cca tct cct cct cct gaa gaa gat gag gac cca       2742
Asp Lys Thr Pro Pro Pro Ser Pro Pro Pro Glu Glu Asp Glu Asp Pro           
        730                 735                 740                       

ggt gtt cag aag aga cgg tcc agc aga cag gtg aag aga aag cgc tac       2790
Gly Val Gln Lys Arg Arg Ser Ser Arg Gln Val Lys Arg Lys Arg Tyr           
    745                 750                 755                           

act gaa gac ctg gag ttc aag att tct gat gag gag gca gat gat gca       2838
Thr Glu Asp Leu Glu Phe Lys Ile Ser Asp Glu Glu Ala Asp Asp Ala           
760                 765                 770                 775           

gat gct gct ggg agg gat tcc ccc tcc aac acc tcc cag tca gaa cag       2886
Asp Ala Ala Gly Arg Asp Ser Pro Ser Asn Thr Ser Gln Ser Glu Gln           
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                780                 785                 790               

cag gaa tct gtt gat gca gaa ggc cca gtg gta gaa aaa att atg agc       2934
Gln Glu Ser Val Asp Ala Glu Gly Pro Val Val Glu Lys Ile Met Ser           
            795                 800                 805                   

agt cgt tca gta aaa aag cag aag gaa tct gga gag gag gta gaa att       2982
Ser Arg Ser Val Lys Lys Gln Lys Glu Ser Gly Glu Glu Val Glu Ile           
        810                 815                 820                       

gag gaa ttc tat gtg aaa tac aaa aac ttc tct tat ctt cat tgt cag       3030
Glu Glu Phe Tyr Val Lys Tyr Lys Asn Phe Ser Tyr Leu His Cys Gln           
    825                 830                 835                           

tgg gca tct ata gaa gat ctg gaa aaa gat aag aga att cag caa aaa       3078
Trp Ala Ser Ile Glu Asp Leu Glu Lys Asp Lys Arg Ile Gln Gln Lys           
840                 845                 850                 855           

att aaa cga ttt aag gca aag cag ggc cag aac aag ttc ctt tca gag       3126
Ile Lys Arg Phe Lys Ala Lys Gln Gly Gln Asn Lys Phe Leu Ser Glu           
                860                 865                 870               

att gag gat gag ctt ttt aat cca gat tat gtg gag gtt gac cgg ata       3174
Ile Glu Asp Glu Leu Phe Asn Pro Asp Tyr Val Glu Val Asp Arg Ile           
            875                 880                 885                   

atg gac ttt gca cgt agc aca gat gac cgg gga gag cct gtg act cac       3222
Met Asp Phe Ala Arg Ser Thr Asp Asp Arg Gly Glu Pro Val Thr His           
        890                 895                 900                       

tat ctg gtg aag tgg tgt tca ctt cct tat gaa gac agc acg tgg gag       3270
Tyr Leu Val Lys Trp Cys Ser Leu Pro Tyr Glu Asp Ser Thr Trp Glu           
    905                 910                 915                           

cgg agg cag gac ata gat caa gca aag atc gag gag ttt gag aaa cta       3318
Arg Arg Gln Asp Ile Asp Gln Ala Lys Ile Glu Glu Phe Glu Lys Leu           
920                 925                 930                 935           

atg tcc agg gag ccg gaa aca gag cgt gtg gag cga cct cct gct gat       3366
Met Ser Arg Glu Pro Glu Thr Glu Arg Val Glu Arg Pro Pro Ala Asp           
                940                 945                 950               

gat tgg aag aaa tcg gag agt tcc agg gag tat aaa aac aat aac aaa       3414
Asp Trp Lys Lys Ser Glu Ser Ser Arg Glu Tyr Lys Asn Asn Asn Lys           
            955                 960                 965                   

ctc agg gaa tac cag ttg gag gga gta aac tgg cta ctt ttc aat tgg       3462
Leu Arg Glu Tyr Gln Leu Glu Gly Val Asn Trp Leu Leu Phe Asn Trp           
        970                 975                 980                       

tac aac atg cga aac tgc att tta gca gat gaa atg ggt ttg gga aaa       3510
Tyr Asn Met Arg Asn Cys Ile Leu Ala Asp Glu Met Gly Leu Gly Lys           
    985                 990                 995                           

act  atc cag tcc att aca  ttt ctc tat gag ata  tat ttg aaa gga        3555
Thr  Ile Gln Ser Ile Thr  Phe Leu Tyr Glu Ile  Tyr Leu Lys Gly            
1000                 1005                 1010                            
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atc  cat ggc cct ttt tta  gta att gcc cca ttg  tcc aca atc ccc        3600
Ile  His Gly Pro Phe Leu  Val Ile Ala Pro Leu  Ser Thr Ile Pro            
1015                 1020                 1025                            

aac  tgg gaa agg gaa ttc  cga acc tgg aca gag  ttg aac gtg gtt        3645
Asn  Trp Glu Arg Glu Phe  Arg Thr Trp Thr Glu  Leu Asn Val Val            
1030                 1035                 1040                            

gtg  tat cat ggg agt caa  gct agt cgt cgg acc  att cag ttg tat        3690
Val  Tyr His Gly Ser Gln  Ala Ser Arg Arg Thr  Ile Gln Leu Tyr            
1045                 1050                 1055                            

gaa  atg tac ttc aaa gat  ccc cag ggt cga gtg  ata aag ggg tcc        3735
Glu  Met Tyr Phe Lys Asp  Pro Gln Gly Arg Val  Ile Lys Gly Ser            
1060                 1065                 1070                            

tat  aag ttt cat gcc atc  atc act aca ttt gag  atg att ttg act        3780
Tyr  Lys Phe His Ala Ile  Ile Thr Thr Phe Glu  Met Ile Leu Thr            
1075                 1080                 1085                            

gat  tgt cct gag ctg cgg  aat att cca tgg cgc  tgt gta gtc att        3825
Asp  Cys Pro Glu Leu Arg  Asn Ile Pro Trp Arg  Cys Val Val Ile            
1090                 1095                 1100                            

gat  gaa gcc cac agg ctg  aag aac agg aac tgc  aag ctg ttg gag        3870
Asp  Glu Ala His Arg Leu  Lys Asn Arg Asn Cys  Lys Leu Leu Glu            
1105                 1110                 1115                            

gga  ctc aag atg atg gac  ttg gaa cac aaa gtg  ctg ctg acg gga        3915
Gly  Leu Lys Met Met Asp  Leu Glu His Lys Val  Leu Leu Thr Gly            
1120                 1125                 1130                            

acc  cca ctc cag aac act  gtg gaa gaa ctc ttc  agc ttg ctt cat        3960
Thr  Pro Leu Gln Asn Thr  Val Glu Glu Leu Phe  Ser Leu Leu His            
1135                 1140                 1145                            

ttc  ttg gaa cca agt cgc  ttc cct tca gaa acc  aca ttt atg caa        4005
Phe  Leu Glu Pro Ser Arg  Phe Pro Ser Glu Thr  Thr Phe Met Gln            
1150                 1155                 1160                            

gaa  ttt ggt gat cta aaa  aca gaa gag cag gtg  caa aaa ctt caa        4050
Glu  Phe Gly Asp Leu Lys  Thr Glu Glu Gln Val  Gln Lys Leu Gln            
1165                 1170                 1175                            

gct  att cta aag cca atg  atg ttg aga cgt ctc  aaa gag gat gta        4095
Ala  Ile Leu Lys Pro Met  Met Leu Arg Arg Leu  Lys Glu Asp Val            
1180                 1185                 1190                            

gaa  aag aac ttg gcc ccc  aaa gaa gaa act att  att gaa gtt gag        4140
Glu  Lys Asn Leu Ala Pro  Lys Glu Glu Thr Ile  Ile Glu Val Glu            
1195                 1200                 1205                            

cta  aca aac att cag aag  aaa tat tac cga gcc  atc ctt gag aag        4185
Leu  Thr Asn Ile Gln Lys  Lys Tyr Tyr Arg Ala  Ile Leu Glu Lys            
1210                 1215                 1220                            

aat  ttc aca ttt ctt tcc  aaa ggc ggt ggt caa  gct aac gta cct        4230
Asn  Phe Thr Phe Leu Ser  Lys Gly Gly Gly Gln  Ala Asn Val Pro            
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1225                 1230                 1235                            

aac  cta tta aac act atg  atg gaa ttg cgg aag  tgc tgc aat cat        4275
Asn  Leu Leu Asn Thr Met  Met Glu Leu Arg Lys  Cys Cys Asn His            
1240                 1245                 1250                            

ccg  tac ctt atc aat ggt  gct gaa gag aaa att  ttg gaa gag ttt        4320
Pro  Tyr Leu Ile Asn Gly  Ala Glu Glu Lys Ile  Leu Glu Glu Phe            
1255                 1260                 1265                            

aaa  gaa aca cac aat gca  gag tct cca gat ttt  cag ctc cag gca        4365
Lys  Glu Thr His Asn Ala  Glu Ser Pro Asp Phe  Gln Leu Gln Ala            
1270                 1275                 1280                            

atg  atc cag gct gct ggc  aag cta gtg ctg att  gac aag ctg ctg        4410
Met  Ile Gln Ala Ala Gly  Lys Leu Val Leu Ile  Asp Lys Leu Leu            
1285                 1290                 1295                            

cca  aaa ctg aag gct ggt  ggc cac agg gtg ctt  atc ttt tcc cag        4455
Pro  Lys Leu Lys Ala Gly  Gly His Arg Val Leu  Ile Phe Ser Gln            
1300                 1305                 1310                            

atg  gtg cgc tgc ttg gac  ata ctg gaa gac tac  ctc att caa aga        4500
Met  Val Arg Cys Leu Asp  Ile Leu Glu Asp Tyr  Leu Ile Gln Arg            
1315                 1320                 1325                            

cgg  tac cca tat gaa agg  atc gac ggc cga gta  aga ggc aac ctc        4545
Arg  Tyr Pro Tyr Glu Arg  Ile Asp Gly Arg Val  Arg Gly Asn Leu            
1330                 1335                 1340                            

cgc  cag gca gct atc gac  aga ttc tcc aaa cct  gat tct gat agg        4590
Arg  Gln Ala Ala Ile Asp  Arg Phe Ser Lys Pro  Asp Ser Asp Arg            
1345                 1350                 1355                            

ttt  gtt ttc ctc ctg tgt  aca agg gca gga ggt  tta ggc att aac        4635
Phe  Val Phe Leu Leu Cys  Thr Arg Ala Gly Gly  Leu Gly Ile Asn            
1360                 1365                 1370                            

ctc  act gct gct gat acc  tgc atc atc ttt gat  tca gac tgg aat        4680
Leu  Thr Ala Ala Asp Thr  Cys Ile Ile Phe Asp  Ser Asp Trp Asn            
1375                 1380                 1385                            

ccc  caa aat gac ctc cag  gct cag gct aga tgt  cat aga ata gga        4725
Pro  Gln Asn Asp Leu Gln  Ala Gln Ala Arg Cys  His Arg Ile Gly            
1390                 1395                 1400                            

cag  agc aaa tct gtg aaa  atc tac agg ctg att  aca aga aat tcc        4770
Gln  Ser Lys Ser Val Lys  Ile Tyr Arg Leu Ile  Thr Arg Asn Ser            
1405                 1410                 1415                            

tat  gaa agg gaa atg ttc  gac aag gct agt ttg  aaa ctg ggc ctg        4815
Tyr  Glu Arg Glu Met Phe  Asp Lys Ala Ser Leu  Lys Leu Gly Leu            
1420                 1425                 1430                            

gat  aaa gct gtg cta cag  tct atg agt gga aga  gaa aat gct acc        4860
Asp  Lys Ala Val Leu Gln  Ser Met Ser Gly Arg  Glu Asn Ala Thr            
1435                 1440                 1445                            
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aat  ggg gta caa cag ctt  tcc aag aaa gaa ata  gag gat ctt cta        4905
Asn  Gly Val Gln Gln Leu  Ser Lys Lys Glu Ile  Glu Asp Leu Leu            
1450                 1455                 1460                            

cga  aaa ggg gcc tat ggt  gca ctc atg gat gag  gag gat gaa ggg        4950
Arg  Lys Gly Ala Tyr Gly  Ala Leu Met Asp Glu  Glu Asp Glu Gly            
1465                 1470                 1475                            

tct  aaa ttc tgt gaa gaa  gat att gat cag atc  ctc cta cgt cga        4995
Ser  Lys Phe Cys Glu Glu  Asp Ile Asp Gln Ile  Leu Leu Arg Arg            
1480                 1485                 1490                            

acc  cac acc att acc att  gag tca gaa ggg aaa  ggt tcc aca ttt        5040
Thr  His Thr Ile Thr Ile  Glu Ser Glu Gly Lys  Gly Ser Thr Phe            
1495                 1500                 1505                            

gct  aag gcc agt ttt gtt  gca tct gga aat agg  aca gat att tcc        5085
Ala  Lys Ala Ser Phe Val  Ala Ser Gly Asn Arg  Thr Asp Ile Ser            
1510                 1515                 1520                            

ttg  gat gat cca aat ttc  tgg caa aag tgg gct  aag aag gct gaa        5130
Leu  Asp Asp Pro Asn Phe  Trp Gln Lys Trp Ala  Lys Lys Ala Glu            
1525                 1530                 1535                            

ttg  gat att gat gcc tta  aat ggg agg aac aac  ctg gtt att gat        5175
Leu  Asp Ile Asp Ala Leu  Asn Gly Arg Asn Asn  Leu Val Ile Asp            
1540                 1545                 1550                            

act  cca aga gtg aga aag  cag acc agg ctc tac  agt gca gtg aag        5220
Thr  Pro Arg Val Arg Lys  Gln Thr Arg Leu Tyr  Ser Ala Val Lys            
1555                 1560                 1565                            

gaa  gat gag ctg atg gag  ttc tca gac ttg gaa  agt gat tct gaa        5265
Glu  Asp Glu Leu Met Glu  Phe Ser Asp Leu Glu  Ser Asp Ser Glu            
1570                 1575                 1580                            

gaa  aag ccc tgt gca aag  cca cgg cgt ccc cag  gat aag tca cag        5310
Glu  Lys Pro Cys Ala Lys  Pro Arg Arg Pro Gln  Asp Lys Ser Gln            
1585                 1590                 1595                            

ggc  tat gca agg agt gaa  tgt ttc agg gtg gag  aag aat ctg ctt        5355
Gly  Tyr Ala Arg Ser Glu  Cys Phe Arg Val Glu  Lys Asn Leu Leu            
1600                 1605                 1610                            

gtc  tat ggt gtg aat tgt  tgc tag ttttgaccca ggatttccca               5399
Val  Tyr Gly Val Asn Cys  Cys                                             
1615                 1620                                                 

acgctggtac ctgacttaaa gtaaagccat aaatcaaaac tcacaggcac ctctgcatgc     5459

tggata                                                                5465

<210>  6
<211>  1621
<212>  PRT
<213>  Homo sapiens
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<400>  6

Met Ala Asp Pro Gly Met Met Ser Leu Phe Gly Glu Asp Gly Asn Ile 
1               5                   10                  15      

Phe Ser Glu Gly Leu Glu Gly Leu Gly Glu Cys Gly Tyr Pro Glu Asn 
            20                  25                  30          

Pro Val Asn Pro Met Gly Gln Gln Met Pro Ile Asp Gln Gly Phe Ala 
        35                  40                  45              

Ser Leu Gln Pro Ser Leu His His Pro Ser Thr Asn Gln Asn Gln Thr 
    50                  55                  60                  

Lys Leu Thr His Phe Asp His Tyr Asn Gln Tyr Glu Gln Gln Lys Met 
65                  70                  75                  80  

His Leu Met Asp Gln Pro Asn Arg Met Met Ser Asn Thr Pro Gly Asn 
                85                  90                  95      

Gly Leu Ala Ser Pro His Ser Gln Tyr His Thr Pro Pro Val Pro Gln 
            100                 105                 110         

Val Pro His Gly Gly Ser Gly Gly Gly Gln Met Gly Val Tyr Pro Gly 
        115                 120                 125             

Met Gln Asn Glu Arg His Gly Gln Ser Phe Val Asp Ser Ser Ser Met 
    130                 135                 140                 

Trp Gly Pro Arg Ala Val Gln Val Pro Asp Gln Ile Arg Ala Pro Tyr 
145                 150                 155                 160 

Gln Gln Gln Gln Pro Gln Pro Gln Pro Pro Gln Pro Ala Pro Ser Gly 
                165                 170                 175     

Pro Pro Ala Gln Gly His Pro Gln His Met Gln Gln Met Gly Ser Tyr 
            180                 185                 190         

Met Ala Arg Gly Asp Phe Ser Met Gln Gln His Gly Gln Pro Gln Gln 
        195                 200                 205             

Arg Met Ser Gln Phe Ser Gln Gly Gln Glu Gly Leu Asn Gln Gly Asn 
    210                 215                 220                 
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Pro Phe Ile Ala Thr Ser Gly Pro Gly His Leu Ser His Val Pro Gln 
225                 230                 235                 240 

Gln Ser Pro Ser Met Ala Pro Ser Leu Arg His Ser Val Gln Gln Phe 
                245                 250                 255     

His His His Pro Ser Thr Ala Leu His Gly Glu Ser Val Ala His Ser 
            260                 265                 270         

Pro Arg Phe Ser Pro Asn Pro Pro Gln Gln Gly Ala Val Arg Pro Gln 
        275                 280                 285             

Thr Leu Asn Phe Ser Ser Arg Ser Gln Thr Val Pro Ser Pro Thr Ile 
    290                 295                 300                 

Asn Asn Ser Gly Gln Tyr Ser Arg Tyr Pro Tyr Ser Asn Leu Asn Gln 
305                 310                 315                 320 

Gly Leu Val Asn Asn Thr Gly Met Asn Gln Asn Leu Gly Leu Thr Asn 
                325                 330                 335     

Asn Thr Pro Met Asn Gln Ser Val Pro Arg Tyr Pro Asn Ala Val Gly 
            340                 345                 350         

Phe Pro Ser Asn Ser Gly Gln Gly Leu Met His Gln Gln Pro Ile His 
        355                 360                 365             

Pro Ser Gly Ser Leu Asn Gln Met Asn Thr Gln Thr Met His Pro Ser 
    370                 375                 380                 

Gln Pro Gln Gly Thr Tyr Ala Ser Pro Pro Pro Met Ser Pro Met Lys 
385                 390                 395                 400 

Ala Met Ser Asn Pro Ala Gly Thr Pro Pro Pro Gln Val Arg Pro Gly 
                405                 410                 415     

Ser Ala Gly Ile Pro Met Glu Val Gly Ser Tyr Pro Asn Met Pro His 
            420                 425                 430         

Pro Gln Pro Ser His Gln Pro Pro Gly Ala Met Gly Ile Gly Gln Arg 
        435                 440                 445             

Asn Met Gly Pro Arg Asn Met Gln Gln Ser Arg Pro Phe Ile Gly Met 
    450                 455                 460                 
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Ser Ser Ala Pro Arg Glu Leu Thr Gly His Met Arg Pro Asn Gly Cys 
465                 470                 475                 480 

Pro Gly Val Gly Leu Gly Asp Pro Gln Ala Ile Gln Glu Arg Leu Ile 
                485                 490                 495     

Pro Gly Gln Gln His Pro Gly Gln Gln Pro Ser Phe Gln Gln Leu Pro 
            500                 505                 510         

Thr Cys Pro Pro Leu Gln Pro His Pro Gly Leu His His Gln Ser Ser 
        515                 520                 525             

Pro Pro His Pro His His Gln Pro Trp Ala Gln Leu His Pro Ser Pro 
    530                 535                 540                 

Gln Asn Thr Pro Gln Lys Val Pro Val His Gln His Ser Pro Ser Glu 
545                 550                 555                 560 

Pro Phe Leu Glu Lys Pro Val Pro Asp Met Thr Gln Val Ser Gly Pro 
                565                 570                 575     

Asn Ala Gln Leu Val Lys Ser Asp Asp Tyr Leu Pro Ser Ile Glu Gln 
            580                 585                 590         

Gln Pro Gln Gln Lys Lys Lys Lys Lys Lys Asn Asn His Ile Val Ala 
        595                 600                 605             

Glu Asp Pro Ser Lys Gly Phe Gly Lys Asp Asp Phe Pro Gly Gly Val 
    610                 615                 620                 

Asp Asn Gln Glu Leu Asn Arg Asn Ser Leu Asp Gly Ser Gln Glu Glu 
625                 630                 635                 640 

Lys Lys Lys Lys Lys Arg Ser Lys Ala Lys Lys Asp Pro Lys Glu Pro 
                645                 650                 655     

Lys Glu Pro Lys Glu Lys Lys Glu Pro Lys Glu Pro Lys Thr Pro Lys 
            660                 665                 670         

Ala Pro Lys Ile Pro Lys Glu Pro Lys Glu Lys Lys Ala Lys Thr Ala 
        675                 680                 685             
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Thr Pro Lys Pro Lys Ser Ser Lys Lys Ser Ser Asn Lys Lys Pro Asp 
    690                 695                 700                 

Ser Glu Ala Ser Ala Leu Lys Lys Lys Val Asn Lys Gly Lys Thr Glu 
705                 710                 715                 720 

Gly Ser Glu Asn Ser Asp Leu Asp Lys Thr Pro Pro Pro Ser Pro Pro 
                725                 730                 735     

Pro Glu Glu Asp Glu Asp Pro Gly Val Gln Lys Arg Arg Ser Ser Arg 
            740                 745                 750         

Gln Val Lys Arg Lys Arg Tyr Thr Glu Asp Leu Glu Phe Lys Ile Ser 
        755                 760                 765             

Asp Glu Glu Ala Asp Asp Ala Asp Ala Ala Gly Arg Asp Ser Pro Ser 
    770                 775                 780                 

Asn Thr Ser Gln Ser Glu Gln Gln Glu Ser Val Asp Ala Glu Gly Pro 
785                 790                 795                 800 

Val Val Glu Lys Ile Met Ser Ser Arg Ser Val Lys Lys Gln Lys Glu 
                805                 810                 815     

Ser Gly Glu Glu Val Glu Ile Glu Glu Phe Tyr Val Lys Tyr Lys Asn 
            820                 825                 830         

Phe Ser Tyr Leu His Cys Gln Trp Ala Ser Ile Glu Asp Leu Glu Lys 
        835                 840                 845             

Asp Lys Arg Ile Gln Gln Lys Ile Lys Arg Phe Lys Ala Lys Gln Gly 
    850                 855                 860                 

Gln Asn Lys Phe Leu Ser Glu Ile Glu Asp Glu Leu Phe Asn Pro Asp 
865                 870                 875                 880 

Tyr Val Glu Val Asp Arg Ile Met Asp Phe Ala Arg Ser Thr Asp Asp 
                885                 890                 895     

Arg Gly Glu Pro Val Thr His Tyr Leu Val Lys Trp Cys Ser Leu Pro 
            900                 905                 910         

Tyr Glu Asp Ser Thr Trp Glu Arg Arg Gln Asp Ile Asp Gln Ala Lys 
        915                 920                 925             
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Ile Glu Glu Phe Glu Lys Leu Met Ser Arg Glu Pro Glu Thr Glu Arg 
    930                 935                 940                 

Val Glu Arg Pro Pro Ala Asp Asp Trp Lys Lys Ser Glu Ser Ser Arg 
945                 950                 955                 960 

Glu Tyr Lys Asn Asn Asn Lys Leu Arg Glu Tyr Gln Leu Glu Gly Val 
                965                 970                 975     

Asn Trp Leu Leu Phe Asn Trp Tyr Asn Met Arg Asn Cys Ile Leu Ala 
            980                 985                 990         

Asp Glu Met Gly Leu Gly Lys Thr  Ile Gln Ser Ile Thr  Phe Leu Tyr 
        995                 1000                 1005             

Glu Ile  Tyr Leu Lys Gly Ile  His Gly Pro Phe Leu  Val Ile Ala 
    1010                 1015                 1020             

Pro Leu  Ser Thr Ile Pro Asn  Trp Glu Arg Glu Phe  Arg Thr Trp 
    1025                 1030                 1035             

Thr Glu  Leu Asn Val Val Val  Tyr His Gly Ser Gln  Ala Ser Arg 
    1040                 1045                 1050             

Arg Thr  Ile Gln Leu Tyr Glu  Met Tyr Phe Lys Asp  Pro Gln Gly 
    1055                 1060                 1065             

Arg Val  Ile Lys Gly Ser Tyr  Lys Phe His Ala Ile  Ile Thr Thr 
    1070                 1075                 1080             

Phe Glu  Met Ile Leu Thr Asp  Cys Pro Glu Leu Arg  Asn Ile Pro 
    1085                 1090                 1095             

Trp Arg  Cys Val Val Ile Asp  Glu Ala His Arg Leu  Lys Asn Arg 
    1100                 1105                 1110             

Asn Cys  Lys Leu Leu Glu Gly  Leu Lys Met Met Asp  Leu Glu His 
    1115                 1120                 1125             

Lys Val  Leu Leu Thr Gly Thr  Pro Leu Gln Asn Thr  Val Glu Glu 
    1130                 1135                 1140             
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Leu Phe  Ser Leu Leu His Phe  Leu Glu Pro Ser Arg  Phe Pro Ser 
    1145                 1150                 1155             

Glu Thr  Thr Phe Met Gln Glu  Phe Gly Asp Leu Lys  Thr Glu Glu 
    1160                 1165                 1170             

Gln Val  Gln Lys Leu Gln Ala  Ile Leu Lys Pro Met  Met Leu Arg 
    1175                 1180                 1185             

Arg Leu  Lys Glu Asp Val Glu  Lys Asn Leu Ala Pro  Lys Glu Glu 
    1190                 1195                 1200             

Thr Ile  Ile Glu Val Glu Leu  Thr Asn Ile Gln Lys  Lys Tyr Tyr 
    1205                 1210                 1215             

Arg Ala  Ile Leu Glu Lys Asn  Phe Thr Phe Leu Ser  Lys Gly Gly 
    1220                 1225                 1230             

Gly Gln  Ala Asn Val Pro Asn  Leu Leu Asn Thr Met  Met Glu Leu 
    1235                 1240                 1245             

Arg Lys  Cys Cys Asn His Pro  Tyr Leu Ile Asn Gly  Ala Glu Glu 
    1250                 1255                 1260             

Lys Ile  Leu Glu Glu Phe Lys  Glu Thr His Asn Ala  Glu Ser Pro 
    1265                 1270                 1275             

Asp Phe  Gln Leu Gln Ala Met  Ile Gln Ala Ala Gly  Lys Leu Val 
    1280                 1285                 1290             

Leu Ile  Asp Lys Leu Leu Pro  Lys Leu Lys Ala Gly  Gly His Arg 
    1295                 1300                 1305             

Val Leu  Ile Phe Ser Gln Met  Val Arg Cys Leu Asp  Ile Leu Glu 
    1310                 1315                 1320             

Asp Tyr  Leu Ile Gln Arg Arg  Tyr Pro Tyr Glu Arg  Ile Asp Gly 
    1325                 1330                 1335             

Arg Val  Arg Gly Asn Leu Arg  Gln Ala Ala Ile Asp  Arg Phe Ser 
    1340                 1345                 1350             

Lys Pro  Asp Ser Asp Arg Phe  Val Phe Leu Leu Cys  Thr Arg Ala 
    1355                 1360                 1365             
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Gly Gly  Leu Gly Ile Asn Leu  Thr Ala Ala Asp Thr  Cys Ile Ile 
    1370                 1375                 1380             

Phe Asp  Ser Asp Trp Asn Pro  Gln Asn Asp Leu Gln  Ala Gln Ala 
    1385                 1390                 1395             

Arg Cys  His Arg Ile Gly Gln  Ser Lys Ser Val Lys  Ile Tyr Arg 
    1400                 1405                 1410             

Leu Ile  Thr Arg Asn Ser Tyr  Glu Arg Glu Met Phe  Asp Lys Ala 
    1415                 1420                 1425             

Ser Leu  Lys Leu Gly Leu Asp  Lys Ala Val Leu Gln  Ser Met Ser 
    1430                 1435                 1440             

Gly Arg  Glu Asn Ala Thr Asn  Gly Val Gln Gln Leu  Ser Lys Lys 
    1445                 1450                 1455             

Glu Ile  Glu Asp Leu Leu Arg  Lys Gly Ala Tyr Gly  Ala Leu Met 
    1460                 1465                 1470             

Asp Glu  Glu Asp Glu Gly Ser  Lys Phe Cys Glu Glu  Asp Ile Asp 
    1475                 1480                 1485             

Gln Ile  Leu Leu Arg Arg Thr  His Thr Ile Thr Ile  Glu Ser Glu 
    1490                 1495                 1500             

Gly Lys  Gly Ser Thr Phe Ala  Lys Ala Ser Phe Val  Ala Ser Gly 
    1505                 1510                 1515             

Asn Arg  Thr Asp Ile Ser Leu  Asp Asp Pro Asn Phe  Trp Gln Lys 
    1520                 1525                 1530             

Trp Ala  Lys Lys Ala Glu Leu  Asp Ile Asp Ala Leu  Asn Gly Arg 
    1535                 1540                 1545             

Asn Asn  Leu Val Ile Asp Thr  Pro Arg Val Arg Lys  Gln Thr Arg 
    1550                 1555                 1560             

Leu Tyr  Ser Ala Val Lys Glu  Asp Glu Leu Met Glu  Phe Ser Asp 
    1565                 1570                 1575             
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Leu Glu  Ser Asp Ser Glu Glu  Lys Pro Cys Ala Lys  Pro Arg Arg 
    1580                 1585                 1590             

Pro Gln  Asp Lys Ser Gln Gly  Tyr Ala Arg Ser Glu  Cys Phe Arg 
    1595                 1600                 1605             

Val Glu  Lys Asn Leu Leu Val  Tyr Gly Val Asn Cys  Cys 
    1610                 1615                 1620     

<210>  7
<211>  20
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  primer

<400>  7
gaaacccaca ctgcagcaga                                                   20

<210>  8
<211>  18
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  primer

<400>  8
tcgcttgccc ttctggcg                                                     18

<210>  9
<211>  26
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  primer

<400>  9
gggaaatggg aggggtgcaa aagagg                                            26

<210>  10
<211>  26
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  primer

<400>  10
ttgcgtgagt gtggatggga ttggtg                                            26
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<210>  11
<211>  23
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  primer

<400>  11
ctcagctaca aacaggtgaa gac                                               23

<210>  12
<211>  23
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  primer

<400>  12
tccctggtgg taggaagagt aaa                                               23

<210>  13
<211>  23
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  primer

<400>  13
ttgaatgtac agagtgcgga aga                                               23

<210>  14
<211>  22
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  primer

<400>  14
aacagccatc acagacgaat cc                                                22

<210>  15
<211>  20
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  primer
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<400>  15
ggttcccaca ctcgtgcata                                                   20

<210>  16
<211>  16
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  primer

<400>  16
tgcgcctcgg gacaga                                                       16

<210>  17
<211>  23
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  primer

<400>  17
cccatgaaag caatgagtaa tcc                                               23

<210>  18
<211>  22
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  primer

<400>  18
tccattggta tcccagcact tc                                                22

<210>  19
<211>  23
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  primer

<400>  19
tgatggactt ggaacacaaa gtg                                               23

<210>  20
<211>  20
<212>  DNA
<213>  Artificial Sequence

<220>
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<223>  primer

<400>  20
tgaagggaag cgacttggtt                                                   20

<210>  21
<211>  27
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  primer

<400>  21
caaacatggc tatgagaagt acaactc                                           27

<210>  22
<211>  20
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  primer

<400>  22
ccgactcgtt ccagaaagca                                                   20

<210>  23
<211>  20
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  primer

<400>  23
ccactcctcc acctttgacg                                                   20

<210>  24
<211>  20
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  primer

<400>  24
atgaggtcca ccaccctgtt                                                   20

<210>  25
<211>  30
<212>  DNA
<213>  Artificial Sequence
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<220>
<223>  probe

<400>  25
tatgactcag aaaccgaaac agaaacgaca                                        30

<210>  26
<211>  22
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  primer

<400>  26
gccctttcta gagaaaccag tg                                                22

<210>  27
<211>  20
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  primer

<400>  27
aggcaccctt tcttctcctg                                                   20

<210>  28
<211>  28
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  probe

<400>  28
cacggacgct ataaacgcca actcactg                                          28

<210>  29
<211>  23
<212>  DNA
<213>  Artificial Sequence

<220>
<223>  primer

<400>  29
gaatctgctt gtctatggtt ggg                                               23

<210>  30
<211>  20
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<212>  DNA
<213>  Artificial Sequence

<220>
<223>  primer

<400>  30
aggatggttc tgcagatggt                                                   20
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