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52— ACQUIRE SAMPLE OF INTEREST
54— GENERATE NUCLEIC ACID FRAGMENTS
FROM THE SAMPLE OF INTEREST

PROVIDE ADAPTERS, EACH ADAPTER INCLUDING AT LEAST
ONE INDEX SEQUENCE SELECTED FROM A PLURALITY OF
56— SAMPLE-ASSIGNED INDEX SEQUENCES AND SUCH THAT THE
PROVIDED ADAPTERS REPRESENT A MIXTURE OF THE
PLURALITY OF SAMPLE-ASSIGNED INDEX SEQUENCES

INCORPORATE THE ADAPTERS IN NUCLEIC ACID
FRAGMENTS TO GENERATE INDEXED NUCLEIC ACID
58— FRAGMENTS SUCH THAT THE MIXTURE OF THE
PLURALITY OF SAMPLE-ASSIGNED INDEX SEQUENCES IS
PRESENT IN THE INDEXED NUCLEIC ACID FRAGMENTS
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INDEXED INDIVIDUAL SAMPLE FRAGMENTS e

USING AN ASSIGNED INDEX SET COMPRISING
A PLURALITY OF INDEX SEQUENCES

COMBINE THE INDEXED INDIVIDUAL SAMPLE FRAGMENTS

WITH OTHER INDEXED SAMPLE FRAGMENTS FROM -y
DIFFERENT SAMPLES INDEXED DIFFERENT INDEX

SETS TO GENERATE COMBINED SAMPLE FRAGMENTS

\

ACQUIRE SEQUENCING DATA REPRESENTATIVE
OF SEQUENCING READS OF THE COMBINED SAMPLE 86
FRAGMENTS FROM A SEQUENCING REACTION

ASSOCIATE SEQUENCING READS TO THE INDIVIDUAL
SAMPLE ONLY WHEN THE SEQUENCING READS INCLUDE [—88
AN INDEX SEQUENCE OF THE ASSIGNED INDEX SET
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[ J(LOCAL RUN MANAGER x —[B[x
es>cap =
LOCAL RUN MANAGER Q@ ADMIN USER v
CREATE RUN
RUN_ NAME® RUN_DESCRIPTION

I [RUN_DESCRIPTION

RUN SETTINGS

LIBRARY PREP KIT* READ TYPE* Q@ SINGLE READ OPAIRED END
INDEX READS* OO0 O1 @2 READ INDEX INDEX  READ
1 1 2 2

READ LENGHT* 6 8

MODULE-SPECIFIC SETTINGS

(D NO MODULE-SPECIFIC SETTING AVAILABLE FOR
THE SELECTED LIBRARY PREP KIT.

SHOW ADVANCED MODULE SETTING

[IMPORT SAMPLES| |IMPORT MANIFESTS| | TEMPLATE |[ EXPORT |

SAMPLE {SAMPLE| SAMPLE |INDEX 1{INDEX 2|y snipoTs GENE
ID* | NAME* | DESCRIPTION] (17)* | (15)* NORMALIZATION

1

X

2 X
(11 _Jrows

CANCEL SAVE RUN

CUSTOM PRIMERS DOREAD 1 OINDEX 1 DINDEX 2 «+-
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