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SequenceListing_ST25 
SEQUENCE LISTING 

<110> 	Agency For Science Technology and Research  

<120> 	Binding Molecules Against Dengue Virus And Uses Thereof 

<130> 	9869SG1856 

<140> 	PCT/SG2012/000477 
<141> 	2012-12-17 

<150> 	201109401-8 
<151> 	2011-12-16 

<160> 	486 

<170> 	PatentIn version 3.5 

<210> 	1 
<211> 	361 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	10/63 1D4_001.ab1 

<400> 	1 
caggtcacct tgaaggagtc tggtcctccg ctggtgaaac ccacacagac cctcacgctg 60 

acctgcacct tctctgggtt ctcactcagc actagtggag tgaatgtggg ctggatccgt 120 

cagcccccag gaaaggccct ggagtggctt gcactccttt attgggatga tgataggcgc 180 

tacagcccat ctctgaggag caggctcacc atcaccaagg acacctccaa aaaccaggtg 240 

gtccttacaa tgaccaacat ggaccctgtg gacacagcca catattactg tgcacacaga 300 

cgttgggagg atagtacttt ccaacactgg ggccagggca ccctcgtcac cgtctcctca 360 

g 361 

<210> 	2 
<211> 	319 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	10/63 1D-1_055 

<400> 	2 
gatgttgtga tgactcagtc tccagccacc ctgtctgtgt ctccagggga gagagccacc 60 

ctctcctgca gggccagtca gagtgttaac agcaacttag cctggtacca gcagaaaccc 120 

ggccaggctc ccaggctcct catctatggt gcatccacga gggccactgg tatcccagcc 180 

aggttcagtg gcagtgggtc tgggacagag ttcactctca ccatcagcag cctacagtct 240 

gaggattttg cagtttatta ctgtcagcac tatcataact ggggtacgtt cggccaaggg 300 

accaaggtgg aaatcaaac 319 

<210> 	3 
<211> 	367 
<212> 	DNA 
<213> 	Artificial sequence 
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SUBSTITUTE SHEET (RULE 26) 



(9Z 3111e1) 133HS 31n1iis8ns 

Z aEfed 
ZZE 	<TTZ> 
9 	<OTZ> 

L9E  6pp1pp1 

09E 	31.6DDED166 1oppre666r DD66661Dv1 RE6664DDI.D D6616P6666 D116)411De 

00E 	lu1DP6v6p6 161611E11E 1116o)66De Dp66e61.Dpe 6261DAuD6 E6116E661E 

WIZ 	DE1036EDED 6E6DEDDI.EE 6De66363Du 11e6peD16e 6eD666eDD1 16ev6e3e36 

08T 	DE1DEEP66E 6e66111o1 6Dpeolmle 666E6661e6 616P61.1D66 6eup6661ao 

OZT 	op66vpubD6 16661.D66D1 v6D6Dp1.1.pr DreplaDDI.D 66t663.31.1) 66Ev)61)D1 

09 	31662E61.66 p1p716661D 76up6p016 601p66661 746-2D61661 App61.6ep7 
S 	<00V> 

VTO-SVZ E9/0T 	<EZZ> 
<OZZ> 

apuanbas LPPW-1-iv 	<ETZ> 
VNO 	<ZTZ> 

	

L9E 	<CU> 

	

s 	<OTZ> 

ZZE DP PPD4V6E654 1.6ppDpe666 

00E 	6p3D661111 7e3u11»31 116.e7ep136 5FpvpD1611 plyealDppl 61111E61E6 

OVZ 	1D6PA1oo 6eD6PDarop E3aD1DE311 1PEEDE6661 D1E6616ED6 6D5ED1166e 

08T 	vpleDDD466 6616reeD64. 416rDa1pD6 op61v4p1x6 zpploftweo DD)6Eee666 

OZT 	vpovpv6pD6 eD1e1661oo 6v14661D6e D6u11v1DD6 vp1.6e6D666 D4644.3PDI.P 

09 	Doen16v6eD u6e66e1.643 1pp61p1616 pp11D1vDD1 D16po1op61 D61611eer6 
t 	<00V> 

ESO-T-TE E9/0T 	<EZZ> 
<OZZ> 

aDuanbas pp!-Jp-JV 	<ETZ> 
VNO 	<ZTZ> 
ZZE 	<TTZ> 

V 	<OTZ> 

L9E 66DI.D31 

09E 	D16D3e3166 1.31oep666u DD66661Dp4 pp613e1.56) AppplARD 51.14666p66 

00E 	66E666e60 o61.64pe11e 4D36oa61.De De6re61oe6 ppe1po6ED5 env6rD61D 

OtZ 	IxlvD66oup 6v31.61.o1D3 v3P6661.3)1 Dllo161.11.6 6Du6eupv31 13666eopo6 

081 	1p461upp73 EE6661DEDE EDDEDEED1E 561E6661E6 616E611D66 6EEDE6613D 

OZT 	D66eDe6o6 166611eeD1 E1o61E16De 1ppplapoup r1e661o110 66ppD61DD1 

09 	1.1.6uppv16e D1DD66661D D6elebep614 6E61D16661 p1ETD616"61. 7ETD6466r6 
£ 	<00V> 

T90E3T E9/0T 	<EZZ> 
<OZZ> 

SZIS-6upspeDuanbaS 

ELOZ 	81.  
LLV000/ZLOZDS/10c1 



(9z 37nu)133HS!is8f1s 

E abed 
L9E 	<TR> 
6 	<OW> 

SZE 7e6e7 1e6e66166e e77e666e66 

00E 	76671117e7 17676DDD61 7leeee6lea 1e7eeDa617 P11U1P7PE7 6;1e7e6Ee6 

OVZ 	1D76eD617D 6e76eD1eD7 e711171111 1e6e7u6661 71e6616ve6 61.6e71166e 

08T 	D7aD777166 66e7eee661 aleeDDleD6 1e67ea71e6 aDDaDftelD DDDEmee666 

OZT 	E77ETE6PD6 e71e16611e ETI11E1DPe 6Ee11eDe66 e716e6D66e 776117EJ1E 

09 	D7I.73.6e6e7 E6E6671617 1e761.74617 DolDpaeDDa 716e717e61 e6161461e6 
8 	<00V> 

850Z-DZ E9/0T 	<EZZ> 
<OZZ> 

aDuanbas Lep!_jp-Iv 	<ETZ> 
'a 	<ZTZ> 
SZE 	<TTZ> 
8 	<OW> 

L9E 	 , 6e71771 

09E 	716D7eD166 477Dep666D 7D566611e1 7P6V7R7P31. P31661.DP61 114e1eDD6D 

00E 	6e7671e6e6 761615e1le 161677667e 7e66e6171e ee617D6e76 e61e6e661e 

OVZ 	7e1D76e711 6e67eDDale 67e667676e 11P67e717P 6ED666eD71 166P6EDR76 

08T 	De1Dee616e 7e66614171 elODDPEOle 766e6614e6 616e611776 6ee7e66a77 

OZT 	7766e7p67e 466617e761 61)V1P176U 76671P7737 76P6671.1) 56PE361731 

09 	D166ee6166 71D71.6661D 766E67E616 6e6a76666e 716r76eD61 D6eDea66eD 
L 	<00V> 

TW900-EDZ E9/0T 	<EZZ> 
<OZZ> 

eDuanbas 1PPW-1-Jv 	<ETZ> 
VNO 	<ZTZ> 
L9E 	<TTZ> 

L 	<OW> 

ZZE DE PE71U6P661 16ee77e666 

00E 	6e7D661111 DeDE217071 116eDee1D6 5PDPED261.1 P17E17EP4 61111e61e6 

OVZ 	41D6e761DD 6eD6e71e7D eD1DI.7e711 1eee7e6661 71r6616eD6 6D6e71466e 

08T 	e71u77D1.66 661.6eve761 1.16e771eD6 DD61e171e6 4DD176vee7 777Ereee666 

OZT 	PD7ETP6PD6 P71P166177 6P1166176e 76P41P17A P7/603666 716117e71p 

09 	DDe716e6e7 e6e66e1617 1e76131616 701471P701 316E717V61 761614EPt6 
9 	<00V> 

6V0V-vZ E9/0T 	<EZZ> 
<OZZ> 

aDuanbag LPP!-J41-1V 	<ETZ> 
VNO 	<ZTZ> 

SZ1S-6upspa7uanbas 

£1.0Z uer 
1117000/Z LOZOS/13d 



(9Z 3inti).133HS 31n111sens 

96Rd 

OLE 6e313D1.316 

09E 	DpeD1661DD Dee666pDo6 66611ED1r6 Ep61elo6lo DEDDEDD013 v161DP1166 

00E 	RID1.161vv6 p61.61op11t. 131opo66or ye66u63D6u 6p61Do6vDe v61vuepeaD 

OVZ 	4R111.D4DPD PP66PD)41D PDRET6PDDI. DIXODP)140 6DD666pe6; 6DD1Dp6DD6 

081 	Dplaeleyez vp1661e616 p11616E11v pp6pD1D166 616v661D126 66p-2666pn) 

OZT 	1o66upo6DD 1.6661D6r61 e6e61141ee DPED41DDPD 14P661D1DD 6eD61.61)D1 

09 	D1DP6V61DD D16666651D ARDP1661.1 DD6V66666D p16p66166. D6v)6166E6 
TT 	<00V> 

TEO-TJZ 	E9/0T 	<EZZ> 
<OZZ> 

	

axonbas iypw.1.1V 	<ETZ> 

	

vNa 	<ZTZ> 
OLE 	<TTZ> 
II 	<OTZ> 

LIE rpoleye 66166er6Dv 

00E 	6666v)D66D 41.6Dv6611D lapppselpz 6pprepp6lo P1DP44DE6D 6141.1P66e6 

OVZ 	1DD6pD641D3 6rD6polroo eD1D1prnal pp6epv3661 o16616eD6 636231466p 

08T 	Dpqmo166 661DPv6Dr4 lapezplbov 6DEDPZDZED 1DDI.DrbeeD DopOrer666 

Ott 	PD3PPVRPDP pp1v1661.DD 5614664.61.e 1.6eD4v16v6 Eol6vDD666 D1641.Dvp1e 

09 	313P]l6PDPD t6266)1613 1P)6131613 33PDD110D1 D16PDEIDPD1 DEOP6DPPE6 
OT 	<0017> 

050-Z -3Z E9/0T 	<EZZ> 
<OZZ> 

aDuanbaS LPP4P-Jv 	<ETZ> 
VNG 	<ZIZ> 
LIE 	<TTZ> 
OT 	<OTZ> 

L9E 6vpDpoz 

09E 	D16Dapo166 I.DD1ep6662 op66661.6p3 pv61116336 61.D1.643eD6 POP6303E6P 

00E 	6vD31.,Eve6 36161)111e 11161D66D6 DP6De6166v 6P61.)1.6eDe E61EPED11D 

OVZ 	1u1.6466veD 666v6DDI4R 6Dp6g6pan D16Doenlv 6DD666pe61 6oplpe6P36 

08T 	1P13P1PP36 PP6PETD6D2 61e1e3I11v 146u366166 616E661)66 66-epp66pDD 

OZT 	10D6r)D6DD 1666111661 eD661e1pru 16eD11DDED 1e661D1DD 6E.D61.62DD 

09 	D1DVDR61.D3 D16PV6661.0 36poD16616 D66e666661 3v6e661661 D6vD6166g6 
6 	<00V> 

1700 Z3Z E9/01 	<EZZ> 
<OZZ> 
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sz15-6upsL1aDuanbas 

£1,0Z uer 91,  
LL170Q0/Z1,0Z9S/13d. 



(9Z 3inm)133HS 31n1usens 

96Rd 

ZZE DE veD1x6061 162.epp.e666 

00E 	6PDD661all DeDElaDDD1 116eDEp1n6 6pDevol611 ezDtqapeul 61111E61E6 

OVZ 	1336P36133 6VD6PD1UDD pD1D10pD41 1pppDp5661. D1e6646PD6 6DETD1466p 

OST 	PDI.PDDD1.66 6646evu36, 146eppzpo6 D76le1plp6 1.3D1D6v2v3 3)36gpv666 

OZT 	PDDPVe6P36 PDI.P1661DD 6P11661D6P 36e11p13D6 2D16263666 31614DP312 

09 	D3RD1.6u6v3 v6e66v161D 1eD61)161.6 ))11.DEDDI. DI6ED23P61 D6163.1Pee6 
VT 	<0017> 

TW6LOT-9Z E9/0T 	<EZZ> 
<OZZ> 

	

aDuanbas LeP1-4P-Jv 	<ETZ> 

	

vw 	<ZTZ> 
ZZE 	<TTZ> 
VT 	<OTZ> 

179E 6rDa 

09E 	1DI.D46D3PD 1664rrpu66 6e 66661 nele61411 D66e61.1.3D6 616E16E1E6 

00E 	1E6JJJE6E6 D6161De11p 1.61EDD6Dpe 3.e66D4D366 proappoppD v6616.2D613 

OVZ 	Ye1DD6D32D P231eDD162 2D26336pD1 01E0D2D1.26 PD36622DD1 13D1633 36P 

08T 	prze6eDDe1 E6lp1or63.6 elpplelnr ple66661x6 616e661DD6 6Erv666Dpo 

OZT 	61.66y)D6D6 1.6661DAn p661Dv1)De DDP31.4DDPD PI.P662311.6 66v.e461DD4 

09 	D1p6p.e6134 316v6666DD 662e2p2616 626pD62664 )16e361.661 D5eDD166ep 
ET 	<0017> 

IcIP'LZO-Z9Z E9/01 	<EZZ> 
<OZZ> 

aDuanbaS LeP41-1-1V 	<ETz> 
VW] 	<ZTZ> 
.179E 	<TTZ> 

ZZE DP 

ET 	<OTZ> 

vpDaxv2561 66Euppe666 

00E 	P.eDD66)1.16 D11''663D331 146.e12p1ep 62o1131613 pq.TellpReD 61111E6EE6 

OVZ 	1DD6e)62DD 6ED6eplueD ED1D1DEO11 rp6epe6661 Dae6616eop 6D6ep1166E 

081 	Pplx31.31.66 6616vrvp61 11ETDDIxpe. I.D61p4D1pb 1DD6D6ep4D Dap6Eru666 

UT 	PDOpe26ED6 eD1x4661o6 6E111E61EE p6e1.1.RD666 upp6e.23666 )36143.231P 

09 	DDr116e6pn e6266e1610 1E061.D161] DD1DDTeDD1 n6enDe61 E6161161E6 
ZT 	<0017> 

6SO-TJZ E9/01 	<EZZ> 
<OZZ> 

aDuanbaS LPP4!4Jv 	<ETZ> 
VN10 	<ZTZ> 
ZZE 	<TTZ> 
ZT 	<OTZ> 

SZIS-6upsoppuenbaS 

91.0Z uer 91. 
LLP000/ZI.OZOS/1.3d 



PCT/SG2012/000477 
18 Jan 2013 

SequenceListing_ST25 
<210> 	15 
<211> 	353 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	10/63 3D2 Heavy chain > 10/63 3D 

<400> 	15 
cggcactcat atagagtggc tagtcctgag actctcttgt gcagcctctg gattcacctt 60 

cagcagctat ggcatgcact gggtccgcca ggctccaggc aaggggctgg agtgggtggc 120 

agttatagca tatgatggaa tcaataagta ctacgcagac ttcgtgaagg gccgattcac 180 

catctccaga gacaattcca agaatacggt atatttgcaa atgatcagcc tgggacctga 240 

ggacacggct gtctattact gtgcgagaga gtattgtagc agtacaacct gtataaattc 300 

atttttgact cccgactact ggggccaggg aaccctggtc attgtctcct cag 353 

<210> 	16 
<211> 	322 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	10/63 3D-2 light chain_071.abl 

<400> 	16 
gaaattgtgc tgactcagtc tccatcttcc gtgtctgcat ctgtaggaga cagagtcacc 60 

atcacttgtc gggcgagtca gcctattagc agctggttag cctggtatca gcagaaacca 120 

gggaaagccc caaagctcct gatctatgcc gcatccagtt tgcaaagtgg ggtcccatca 180 

agattcagcg gcagtggatc tgggacaaat ttcactctca ccatcagcag cctgcagcct 240 

gatgattttg taacttacta ttgtcaacag gctaacagtt tcccttacac ttttggccag 300 

gggaccaagt tggagatcaa ac 322 

<210> 	17 
<211> 	373 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	10/63 3E1_030 

<400> 	17 
caagtgcacc tggtgcagtc tgggggaggc ttggtccagc ctggggggtc cctgagactc 60 

tcctgtgcag cctctggatt cacctttagc acctattgga tgagctgggt ccgccaggct 120 

ccagggaagg ggctggagtg ggtggccaac ataaaagcag atgggcgtca agaatattat 180 

ctgcagtctg tgacgggccg attcaccgtc tccagagaca acgccaagaa ctcactgtat 240 

ctggaaatga gcagcctgag agccgaggac acggctatgt attactgtgt gagagacgtc 300 

tcgtcgtata gcatcatctg gtctgatgct tttgagatct ggggccaagg gacaatggtc 360 

accgtctctc cag 373 
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OZT 	P33REg6P36 E31e166477 6P11.661.76P 36E11E1376 eD1.6e63666 D1611DeD1P 

09 	33E316E6PD e6e66e161.3 1e)64.34616 331.131.E331 31.6e313e61 v61.641.61x6 
OZ 	<001> 

590Z-3E E9/0-1 	<EZZ> 
<OZZ> 
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VNO 	<ZTZ> 
ZZE 	<TTZ> 

OZ 	<OW> 

OLE 6y31D31316 

09E 	D3v31661.DD Dep666PDD6 6661331.3E6 1143e13e13 p336v66646 e1x1.6PE116 

00E 	311)116636 761613e11p 1316)3667v 3p66E6131e 6v61)36p76 E6136E661E 

OtZ 	DP133E0P3P3 6P63E73IRE 63E663633P 11E63e316e 6eDe66E731 16er6e6r36 

08T 	Dv1D6veD6e 221663.1.431. E13331.e3eg E66E6661E6 6162611.366 Eev3v66133 

OZT 	3366e326D6 1.6661.12e11 21.3142333R 1.6p741.3323 66e6633133 662e361.331 

09 	3166e263,66 3233166613 36pv6gp6.6 6e61366661 316E361.661 36E36166ED 
6T 	<0017> 

9ZO-T3E E9/0T 	<EZZ> 
<OZZ> 

aDuanbas Le[3[4P-Jv 	<ETZ> 
VW] 	<ZTZ> 
OLE 	<TTZ> 

ZZE DU 

61 	<OTZ> 

ep31p2u661 66ee73e666 

00E 	ee33663116 32663133IX 13:01PE1P3 De3e161613 214E1.43ge3 61131V6VE6 

017Z 	1.)36E)6173 6V37UDIXP3 PDZDZYnal 2e6r3r6664 D1e661.6e36 636r31.166u 

ORT 	R34v3331.66 6616pee361 116eDDI.236 1.3612131ee 13)636221) 33D66vp666 

OZT 	PDOPPP6PD6 PDIX166136 6P1I1P61PP P6P11P3666 P31.6R20666 336113e31e 

09 	33eD16VDP3 2626631613 1E361.3161.3 33133IX331 316V363E01 32D263226 
81 	<0017> 

690-Z-3E E9/0T 	<EZZ> 
<OZZ> 

aDuanbas LPP!J41JV 	<ETZ> 
VNO 	<ZTZ> 
ZZE 	<TTZ> 
8-1 	<OTZ> 

SZ1S-6u psriaDuanbas 

£1.0Z uer 91. 
LL17000/Z1-0Z9S/13d 



PCT/SG2012/000477 
18 Jan 2013 

SequenceListing_ST25 
<210> 	21 
<211> 	370 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	10/63 4F6_020.ab1 

<400> 	21 
gaggtgcagc tggtggagtc tgggggaggc ttggcgaagc cgggggggtc ccttagactc 60 

tcctgtgcgg cctctggatt cactttcagt aatgcctgga tgagctgggt ccgccaggct 120 

ccagggaagg ggctggagtg ggttggccgt attaaaaaca aaattgatgg tgagacaaca 180 

gactacgctg catccgtgaa aggcagattc atcatctcaa gagatgactc aaaaaacacg 240 

gtgtatctgc aaatgaacag cctgaaaacc gaggacacag ccgagtattg gtgcaccata 300 

tatttctatg atagaagtgg atacttcttt gaccactggg gccagggaac cctggtcacc 360 

gtctcctcag 370 

<210> 	22 
<211> 	319 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	10/63 4F-1_076 

<400> 	22 
gaaacgacac tcacgcagtc tccagccacc ctgtctttgt ctccagggca aagagccacc 60 

ctctcctgca gggccagtca gagtgttagc agctacttag cctggtatca acagaaacct 120 

ggccaggctc ccaggctcct catctttgat gcgtcccaca gggccactgg catcccagcc 180 

aggttcagtg gcagtgggtc tgggacagac ttcattctca ccatcagcag cctagagcct 240 

gaagattttg cagtttatta ctgtctgcag cgtggcaagt ggccttcctt cggccaaggg 300 

acacgactgg agattaaac 319 

<210> 	23 
<211> 	385 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	10/63 5A6_045.abl 

<400> 	23 
caggtgcagc tgcaggagtc ggggggaggc ctggttcagc cgggggggtc cctgagactc 60 

tcctgtgcag cctctggatt cacttttagt gactatgcca tgagctgggt ccgccaggct 120 

ccagggaagg ggctggagtg ggtctcaggt cttagtgaga gtggtcataa tacatactac 180 

gcagactccg tgctggaccg gtccgccatt tccagagaca attccaagag taccctgtat 240 

ctgcaaatga acagcctgac agccgaggac acggccgtat attactgtgc gagatgttgg 300 

aggggttacg atcctttgac tggctattat acgggatact actttgacta ctggggcccg 360 

ggaaccctgg tcaccgtctc ctcag 385 
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6 96ed 
ZZE DP VPD4P6E664 66PEDDE666 

00E 	p66D66D111 yeD1D146Du 11pp1pv11D 6eD6pD161D p11p11DyeD 61111e6EE6 

OVZ 	10D6eD61DD 6ED6ED4EDD ED1D1DE041 1v6eDv6661 Dle6616vD6 6D6eD3466p 

08T 	yp1yDDD166 6616vveD64 11appo1vD6 166111D1e6 1op4D67e1p DDD6uePe66 

OZT 	EDDEPEEED6 ED424664DD 6E111E146E D6E14ED666 ED46PDD666 DD61.10PD1P 
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<210> 	30 
<211> 	322 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	10/63 5D-2_070.ab1 

<400> 	30 
gaagttgtgc tgactcagtc tccatcctct ctgtctgcat ctgtaggaga cagagtcaca 60 

atcacttgcc gggcaagtga gagcattagc accaatttaa attggtttca gcagaaacca 120 

gggaaggccc ctacgctcct gatccatgct gcctccactt tgcaaactgg ggtcccatca 180 

aggttcattg gcagtggatc tgggacagat ttcactctca ccgtcagcag tctgctacct 240 

gaagattttg caacttactt ctgtcagcag acttacaata cccctaggac gttcggccaa 300 

gggaccaggg tggaaatcaa ac 322 

<210> 	31 
<211> 	376 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	10/63 5H3_044 

<400> 	31 
caggtgcagc tgcaggagtc cggcccagga ctggtgaagc cttcggagac cctgtccctc 60 

acctgcactg tctctggtgg ctccattaac aatagtaatt actactggag ctggatccgc 120 

cagtccccag ggagggggct ggagtggatt ggcggtatat attttagtgg gaccacctac 180 

tacaacccgt ccctccagag tcgagtcacc atatccatag acacgtccaa gaatcaattc 240 

tccctgaagc tgagctctgt gaccgccgca gacacggcta tatattactg tgtgagacag 300 

atgaattact atcatttggg gagttctgtc gggttcgacc cctggggcca gggagccctg 360 

gccaccgtct cctccg 376 

<210> 	32 
<211> 	322 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	10/63 5H-1_095 

<400> 	32 
gatgttgtga tgactcagtc tccagccacc ctgtctgtgt ctccagggga aagagccacc 60 

ctctcctgca gggccagtca gagtgttagt agcaacttag cctggtacca gcagaaacct 120 

ggccaggctc ccagtctcct catctatgaa gcatccacca gggccactgg tatcccagcc 180 

aggttcagtg gcagtgggtc tgggacagac ttcactctca ccatcagcag cctgcagtct 240 

gaagattttg caatttatta ctgtcagcag tataatgact ggctgtggac gttcggccaa 300 

gggaccaagg tggaaatcag ac 322 
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tcctcag 367 

<210> 	36 
<211> 	325 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	10/63 6E1_058 

<400> 	36 
gatgttgtga tgactcagtc tccatcctcc ctgtctgcat ctgtaggaga cagagtcacc 60 

atcacttgcc aggcgagtca ggacattagc aactatttaa attggtatca gcagaaagca 120 

gggaaaggcc ctaagctcct gatctacgat gcatccaatt tggagacagg ggtcccatca 180 

aggttcagtg gaagtggatc tgggacagat tttactttca ccatcagcag cctgcagcct 240 

gaagatgtcg caacatatta ctgtcaacag tatgataatc tccctcggca cacttttggc 300 

caggggacca agctggagat caaac 325 

<210> 	37 
<211> 	382 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	10/63 7E1_061 

<400> 	37 
gaggtgcagc tggtggagac cgggggaggc gtggtccagc ctgggaggtc tctgaaactc 60 

tcctgtgcag cgtctggatt caacttcaat gagtatggca tgcactgggt ccgccaggct 120 

ccaggcaagg ggctggagtg ggtggctgtc gtagcatatg atggaattaa taaatattat 180 

gaagactctg tgaagggccg attcaccatc tccagagaca attccaagaa cacactatct 240 

ctgcaaatga acagcctgca gcctgaggac acggctgtgt atttctgtgc gaaatcggca 300 

ggatctactt tgaaaacagt tattagtctt ctgcagcctt ttgatatctg gggccaaggg 360 

acaatggtca ccgtctcttc ag 382 

<210> 	38 
<211> 	325 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	10/63 7E-L087 

<400> 	38 
gatgttgtga tgactcagtc tccagccacc ctgtctgtgt ctccagggga aagagccacc 60 

ctctcctgca gggccagtca gagtgttagc agcaacttag gctggtacca gcagaaacct 120 

ggccaggctc ccaggctcct catctatgat gcatccacca gggccactgg,catcccaccc 180 

aggttcagtg gcagtgggtc tgggacagag ttcactctca ccatcagcag cctgcagtct 240 

gaggattttg cagtttatta ctgtcagcag tatcatgact ggcctccgta cacttttggc 300 
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gaagattttg caacttacta ttgtcaacag gctagcagtt tcccgtggac gttcggccag 300 

gggaccaagg tggagatcaa ac 322 

<210> 	45 
<211> 	366 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	10/50_161 

<400> 	45 
gaggtgcagc tggtggagtc cggcccagga ctggtgaagc cttcggagac cctgtctctc 60 

acgtgcagtg tctctggtga ctccatcact aattactact gggcctggat ccggcagccc 120 

ccagggaaga ggctggaatg gattgcgaat ctgtattaca ctgggggtac caattacaac 180 

ccctccctca aggctcgact caccacgtca gtagacacat ccaagaacac cttttccctc 240 

aaggtgaggt ctgcgaccgc tgcggacacg gccgtatatt attgtgcgag agtgacatca 300 

ttgagtggga gcgaggtcta cggtatggac gtctggggcc aagggatcac ggtcaccgtc 360 

tcctca 366 

<210> 	46 
<211> 	322 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	10/50_161 

<400> 	46 
gatgttgtga tgacgcagtc tccatcctcc ctgtctgcat ctgtaggaga cagagtcacc 60 

atcacttgcc aggcgagtca ggacattagt aactctttaa cttggtttca gcagaaacca 120 

gggaaagccc ctaggctcct gatgtacgct gcgtccaatt tgcaaacagg ggtcccatca 180 

aggttcagtg gaagtggatc tgggacagat tttactttca ccatcagcag cctgcagcct 240 

gaagacattg caacatatta ctgtcaacag tatgatagta tcccgatcac cttcggccag 300 

gggacacgac tggagcttaa ac 322 

<210> 	47 
<211> 	372 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	10/50_1D8 

<400> 	47 
gaggtccagc tggtgcagtc tgggggaggc ctggtcaagc ctggggggtc cctgagactc 60 

tcctgtgctg cctctggatt caccttcgct ccctttagcc tgacctgggt ccgccaggct 120 

ccagggaagg gactggagtg ggtctcatcc attactccta gtagtaatta catattctat 180 

gcagactcag tgaagggccg attcaccatc tccagagacg acggcaggaa gtcagtgtat 240 
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tccctgaagc tgaactctgt ggccgccgca gacacggctg tctattactg tgcggcctgg 300 

aacgcgggac catcgtacta ttttcactac tggggcctgg gaaccctggt caccgtttcc 360 

tc 362 

<210> 	54 
<211> 	319 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	10/50_4B1 

<400> 	54 
gaaattgtgc tgactcagtc tccagccacc ttgtctgtgt ctccagggga gagagccacc 60 

ctctcctgca gggccagtca gagtgttagc aacaacttag cctggtacca gcagagacct 120 

ggccaggctc ccaggctcct catctatggt gcatccacca gggccactgg tatcccagcc 180 

aggttcagtg gcagtgggtc tgggacagag ttcactctca ccatcagcag cctgcagtct 240 

gaagattttg cagtttatta ctgtcagcag tatgagtcct ggtggacgtt cggccaaggg 300 

accaaggtgg aagtcaaac 319 

<210> 	55 
<211> 	373 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	10/50_5A1 

<400> 	55 
caggtacagc tgcagcagtg gggcgcagga ctgttgaagc cttcggagac cctgtccctc 60 

acctgcgctg tttatgatgg gtccttcagt ggtttctcct ggacctggat ccgccagtcc 120 

ccagggaagg ggctggagtg gattggggaa atcaatcaca gtggaagcac caactacaac 180 

ccgtccctca agagtcgact caccattgca cttgacacat ccacgaacca gttctcactg 240 

aggctgacct ctgtgagcgc cgcggacacg gctatttatt attgtgcgct atctctgcaa 300 

actctggttc ggggacttgt ttatattaac tttgactact ggggccaggg aagtctggtc 360 

accgtctcct cag 373 

<210> 	56 
<211> 	322 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	10/50_5A1 

<400> 	56 
gacatccaga tgacccagtc tccagcctcc ctgtctgcat ctgtgggaga ccgagtcacc 60 

atcacttgcc gggcaagtca ggccattacc acctatttaa attggtatca acagaagcca 120 

gggaaagccc ctaacctcct gatctatgct gcatccagtt tgcaaagtgg ggtcccatca 180 
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gcagactccg tgaggggccg gttcaccatc tccagagata attccaagaa caccctgtat 	240 

gtgcaaatga acagcctgac agtcgacgac acggccgtat attactgtgc gggaggagga 	300 

atagtgtcaa cgatgggcgc ttttggtttc tggggccaag ggactatggt cgccgtctct 	360 

tcag 
	

364 

<210> 	66 
<211> 	310 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	10/50_6E1 

<400> 	66 
gaaacgacac tcacgcagtc tccatccttc ctgtctgcct ctgtgggaga cagagtcacc 60 

atcacttgcc gggccagtca ggagttcagc agttatgtag cctggtatca gcagaaacca 120 

gggaaagccc ctaaactcct gatttatggt gtatccactt tgcacagtgg ggtcccatta 180 

aggttcagcg gcggtggctc tgggacagaa ttcattctca cgatcagcgg cctgcagcct 240 

gaagatgtcg gaacttacta ctgtcaacag actgggacgt tcggccaagg gaccaaggtg 300 

gaaatcaaac 310 

<210> 	67 
<211> 	370 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	10/50_7A1 

<400> 	67 
caggtccagc tggtgcagtc tgggggaggg ttggtacagc ctggagggtc cctgagactc 60 

tcctgtgcag cctctggatt caccttcagt agttacgaaa tgaactgggt ccgccaggct 120 

ccagggaagg gcctggagtg gatttcatac attagtcgta gtggtaccgc cacatactac 180 

gcagactctg tgaagggccg attcaccatc tccagagaca acgccaagaa ctcactgtat 240 

ctgcaaatga acagcctgag ggccgaggac atggctgttt attactgtgc gggagaaggt 300 

tactttggtt cggccgccat caactacttt gccttctggg gccagggaac cctggtcacc 360 

gtctcctcag 370 

<210> 	68 
<211> 	322 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	10/50_7A1 

<400> 	68 
gaaacgacac tcacgcagtc tccatcctcc ctgtctgcct ctgtagggga cagagtcacc 60 

atcacttgcc gggcaagtca gaccattggc acctatttac attggtatca gcagaaacca 120 
Page 23 

SUBSTITUTE SHEET (RULE 26) 



(9z 31nu)1331-1S 31n111sens 

tz a6Ed 
OZT DDD6ED66Do 1E661D6E66 1DE13.2116E ZPEDZPDDZO 661.661D1.0. 61DPD613DP 

09 D1D331613D DE6E66)113 DEE-261664o E66EDDD663 D16eD6ED61 D6EDE166ED 
TL 	<00V> 

I3L—OVOT 	<EZZ> 
<OZZ> 

aDuanbas LePH-P-Jv 	<ETZ> 
VW 	<ZTZ> 
99E 	<TTZ> 
TL 	<0T Z> 

ZZE DP EuzlE6E661 DP6DEDP666 

00E Epoo6631.10 DEp1e6=1 D1EEDE61D1 62DEED161D E11E16DE6D 611E1e6ER6 

OVZ 1DD6ED61.3o 6PD6DD1EDD RD114DE111 De6Epe6664 D1y6616pE6 616Ep1166E 

08T PD1PDDD1.66 66PDPPPP61. I.VPPDD1DD6 1P6DPI.P1PE0 1DD466PPPD DDD6EvE666 

OZT PDDPPPDPD6 PD1P16614P EE111113EE e6E11EDE66 e316E6D66.2 1D611DED1e 

09 7DED16E6ED e6E66E161.D 1eD61Da61p DD1DD1PDD1 316Eplae61 E61.611.61.E6 
OL 	<00V> 

TL—OS/OT 	<EZZ> 
<OZZ> 

	

apuanbas LEPW-1JV 	<ETZ> 

	

vw 	<ZTZ> 
ZZE 	<TTZ> 
OL 	<OW> 

96E PDDDI. )16DDED166 1.DDDEE666e Dp66661DDD 

09E De6D446616 61.6D1.6EDE6 6DP6P6DDDD DDP6OPDP14 6E1E61E11E 11E1op6664 

00E E66666E6E6 p6161oE1.11 1E16DD66DE DE66e66DzE 6E6aDo6E36 E61.36E661.E 

OVZ De1146E3E3 6E6DEDD16D PDP666PDDP 61PDDPD1PP 6P7666PD31 16EE6E6ED6 

08T 16E16EED6D 6EE662666 31.DDDPPE1P E16e6661.E6 616r614D66 6EEDE661.DD 

OZT Dp66EDE6D6 466610PDP1 P1P1DP1DPP 36PD/1DDPD E1P661D1ED 66EED64Dp1 

09 1166EE616E 01pp66661) D6EE6EE616 6E61766661 316E661.661 D6ED6166E6 
69 	<00t> 

EDL—OVOT 	<EZZ> 
<OZZ> 

aDuanbas LPP4P-JV 	<ETZ> 
VNG 	<ZTZ> 
96E 	<TTZ> 

69 	<OTZ> 

ZZE DP PPD.P6P661 APPODP666 

00E 6EDD6611.11 DE3E16411.6 EI6EDE11DE 6EDE1D461.3 E1DP11DPED 67114P6PP6 

OVZ 1DDPE061.D1 6PD6PD1P3D PD1D1DPD11 1E6EDE6661 DE661.6ED6 616ED1.166E 

08T PDI.DDD1.66 6616PPED61. 116EDDIXD6 ZD6141DIX6 1.DDI.D6EE6) DDD6yEe666 

SZIS-6upsr1aDuanbaS 

CLOZ uer 81 
LL17000/ZI.OZOS/10d 



PCT/SG2012/000477 
18 Jan 2013 

SequenceListing_ST25 

ccagggaagg gactggagtg gattgggtat attcattaca gtgggagcac caactacaac 180 

ccctccctca agagtcgagt caccatatca gtagacacgt ccaagaacca cttctccctg 240 

aagctgaact ctgtgaccgc cgcagacacg gccgtctatt actgtgcgag acatgattgt 300 

agtgatacca cctgccgtga atacttccag cactggggcc agggcaccct ggtcaccgtc 360 

tcctca 366 

<210> 	72 
<211> 	322 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	10/50_7E1 

<400> 	72 
gaaacgacac tcacgcagtc tccatcctcc ctgtctgcat ctgtaggaga cagagtcacc 60 

atcacttgcc gggcaagtca gagcattagc acctttttaa attggtatca gaagaaacct 120 

gggaaagccc ctgagctcct gatctctgca gcatccactt tgcaaagtgg cgtcccatca 180 

aggttcagtg gcagtggatc tgggacagat ttcactctca ccatcaacag tctgcaaccc 240 

ggagactttg cgacttacta ctgtcaagag agttacagta tgatgtacac ttttggccag 300 

gggaccaagg tggagatcaa ac 322 

<210> 	73 
<211> 	370 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	10/50_7H1 

<400> 	73 
gaggtgcagc tggtggagac tgggggaggc ttggtccagc ctggggggtc cgtgagactc 60 

tcctgtgcag cctctggatt cacctttagt agatattgga tgagttgggt ccgccaggct 120 

ccaggaaagg ggctggagtg ggtggccaac ataaatcaag gtggaagtga gaggcactac 180 

gtggactctg tgaagggccg attcaccatc tccagagaca acgccaggaa ttcgttctac 240 

ttagaaatta ggaacctgag agtcgaggac acggccgtct actattgtgc gagagagggg 300 

atggtcgagg tgaccgcact ctccttcttg gactactggg gcgagggaaa cctggtcgcc 360 

gtctcctcag 370 

<210> 	74 
<211> 	322 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	10/50_7H1 

<400> 	74 
gaaactgcgt tcacgcagtc tccatcctcc ctgtctgcat ccgttggaga cacagtcacc 60 
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gtaactggtt ggcctggtat cagcagaaac cagggaaagc ccctaaactc ctgatctata 120 

aggcgtccac tttagaaagt ggggtcccat caaggttcag cggcagcgga tctgggacag 180 

aattcactct caccatcagc agcctgcagc ctgatgattt tgcaacttat tactgccaac 240 

agtctgggac attcggccaa gggaccaagg tggaaatcaa ac 282 

<210> 	81 
<211> 	370 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_973574_A3_3M2_D3_H_2_1146 

<400> 	81 
gaggtgcagc tggtggagtc tgggggaggc ttggtccggc cgggggggtc cctgagactc 60 

tcctgtgtgg gctctggatt caattttggg aggcattgga taagctgggt ccgccaggct 120 

ccagggaacg ggctggagtg ggtggccaat ataaaagaag acggaagtgc gaagtactat 180 

gtggagtctg tgaagggccg attcaccatc gtcagagaca acgccaaaaa ttcgctgttt 240 

ctgcaaatga gcagcctgag agccgaggac acggcagtat attactgtgc gagagagtct 300 

tgtactggtg ttacctgcca aggtttccta gacttctggg gccaaggaac cctggtcacc 360 

gtctcctcag 370 

<210> 	82 
<211> 	306 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BAsE_945681_A3-3m2-D3_Ck516  

<400> 	82 
agtctccatc ctccctgtct gcatctatag gagacagagt caccatcgct tgccgggcaa 60 

gtcagaacat tggcatcttt ttgaactggt atcaccacaa accaggggaa gcccctaaac 120 

tcctgatcta tgctgcatcc actttgcaaa ctggggtccc atcaaggttc agtggcagtg 180 

gatctgggac agagttcact ctcaccatca gcagtctgga acgtgaagat tttgcaactt 240 

actactgtca gcagacttac agtatgttct atagttttgg ccaggggacc aacctggtga 300 

tcaaac 306 

<210> 	83 
<211> 	363 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_892549_A3-3M2-F5_PWCgamma 

<400> 	83 
aggtgcagct gttggagtcg ggcccaggac tggtgaagcc tgcggggacc ctgtccctaa 60 

attgcgctgt gtctggtggc tccatcagca ccagtaactg gtggagttgg cttcgtcagt 120 
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ccccagggaa gggactggag tggattggag aaattcatca tagtgggaac accaactaca 180 

acccgtccct caagagtcga ctcaccatat cagtagacac ctccaagaac cagttctccc 240 

tgaaactgac gtctgtgacc gccgcggaca cggccgtcta ttactgtggg aggaccgggg 300 

tgatagcaac gcctggccag attgactact ggggccaggg aatcctggtc accgtctcct 360 

cag 363 

<210> 	84 
<211> 	306 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	lst_BASE_945687_A3-3M2-F5_Ck516 

<400> 	84 
agtctccatc ctccctgtct gcatctgtgg gagacagggt caccatcact tgccgggcaa 60 

gtcagagcat tagcagattt ttaaattggt atcagcagcg accagggaaa gcccctaacc 120 

tcctgatcta tgctgcatcc aatttgcaag gtggggtccc atcaagattc agtggctctg 180 

gatctgggac agatttcact ctcaccatta gtagtctgca acctgaagat tttgcaacct 240 

actactgtca acagacttac agttcccctc cgacgttcgg cctagggacc aaggtggaaa 300 

tcaaac 306 

<210> 	85 
<211> 	364 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_892571_A3-3m3-C4_Pwcgamma 

<400> 	85 
ggtgcagctg ttggagtctg ggggaggctt ggtacaacct ggagggtccc tgagactatc 60 

ctgtgcagcc tctggaatca ccctcaggaa ttatgaagtg aactgggtcc gccaggctcc 120 

aggaaagggg ctggagtggc tttcatacat cagtattaga ggtaatacca tatactatgc 180 

agactctgcg aagggccgat tcaccgtctc cagagacaac gccgagaact cagtgtttct 240 

acaaatgaat agcctgagag ccgaggacac ggctgtttat tactgtgcga gatggtcccg 300 

tggtaactcc gactctgggg gtatggacgt ctggggccaa gggaccacgg tcaccgtctc 360 

ctca 364 

<210> 	86 
<211> 	312 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_945760_A3-3M3-C4_Ck516 

<400> 	86 
agtctccagg caccctgtct ttgtctccag gggaaagagc caccctctcc tgcagggcca 60 
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gtcagagtgt taacagcagg ttcttagcct ggtaccaaca aaaacctggc caggctccca 120 

ggctcctcat ctatgctgca tcctacaggg ccactggcat cccagacagg ttcagtggca 180 

gtgggtctga gacagacttc acgctcacca tcaacagact ggagcctgaa gatgtcgcag 240 

tgtatttctg tcaccagtat gggttttcac ctccgtatgt ttttggccag gggaccaggc 300 

tggagatcaa gc 312 

<210> 	87 
<211> 	376 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_896204_A3-2M2-G8_PWCgamma 

<400> 	87 
ggtgcagctg ttggagtctg ggggacgctt ggtacggcca ggagggtccc agagactctc 60 

ctgtacagcc tctggattca gttttagtag ttatgaaatg agttgggtcc gccaggctcc 120 

agggaagggg ctggagtggg tttcatacat aagtagtagt gggactacca tatactacgc 180 

agactctgtg aagggccgat tcaccatctc cagagacaac gccaagaact cactgtatct 240 

gcaaatgaac agcctgagag ccgaggacac ggctgtttat tactgtgcga gactcctatt 300 

actatggttg ggggagacaa cggcaatgga cggtatggac gtctggggcc aagggaccac 360 

ggtcaccgtc tcctca 376 

<210> 	88 
<211> 	306 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_945551_A3-2M2-G8_Ck516 

<400> 	88 
agtctccatc ctccctgtct gcttctgtag gagacagagt caccatcact tgccgggcaa 60 

gtcagaagat taataggttt ttaaattggt atcagcaaaa accagggaaa gcccctaagc 120 

tcctgatcta tgctgcatcc agtttgcaaa gtggggtccc atcaaggttc agtggcagtg 180 

gatctgggac agagttcact ctcaccatca ccagtctgca acctgatgat tttgcgactt 240 

actactgtca gcagagttac acttccccgc tcactttcgg cggagggacc aaggtggaga 300 

tcaaac 306 

<210> 	89 
<211> 	381 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	1st_BASE_878754_A3-3M1-611_PWCgamma 

<400> 	89 
gaggtgcagc tgttggagtc tgggggaggc gtggtccagc ctgggaggtc cctgagactc 60 
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tcctgtgcag cctctgaatt caccttcagt agctatgcta tgcactgggt ccgccaggct 120 

ccaggcaagg ggctggagtg ggtggcagtt acatcatatg atggcattaa tacatactac 180 

gtagactccg tgaagggccg attcaccatc tccagagaca attccaagaa cacgctgtat 240 

ctgcaaatga acagcctgag agcggaggac acggctgtgt attactgtgc gagagccccc 300 

caggaacatg atagcagtgg taatcccctc gactacggta tggacctctg gggccagggg 360 

accacggtca ccgtctcctc a 381 

<210> 	90 
<211> 	300 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	lst_BASE_945644_A3-3M1-B11_Ck516 

<400> 	90 
agtctccatc cttcctgtct gcatctgtag gagacagagt caccatcact tgccgggcca 60 

gtcagggcat tagcagttct ttagcctggt atcagcaaag accaggggaa gcccctaagc 120 

tcctgatcta tgctgcatcc actttgcaaa gtggggtccc atcaaggttc agcggcagtg 180 

gatctgggac agaattcact ctcacaatca gcagcctgca gcctgaagat tttgcaactt 240 

attactgtca acagctgaat agttaccttt tcggcggagg gaccaaggtg gagatcaaac 300 

<210> 	91 
<211> 	380 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	1st_BASE_878760_A3-3M1-D1_PWCgamma 

<400> 	91 
aggtgcagct gttggagtct gggggaggct tggtacagcc agggcggtcc ctgagactct 60 

cctgtacagc ttctggattc acctttggtg attatgctat gagctgggtc cgccaggctc 120 

cagggaaggg gctggagtgg gtaggtttca ttagaagcaa agcttatggt gggacaacag 180 

aatacgccgc gtctgtgaaa ggcagattca ccatctcaag agatgattcc aaaagcatcg 240 

cctatctgca aatgaacagc ctgaaaaccg aggacacagc cgtgtattac tgtactagga 300 

cgcgcggcag cagctggtcc cactactact actacggtat ggacgtctgg ggccaaggga 360 

ccacggtcac cgtctcctca 380 

<210> 	92 
<211> 	306 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	1st_BASE_945652_A3-3M1-D1_Ck516 

<400> 	92 
agtctccatc ctccctgtct gcatctgtag gagacagagt caccatcact tgccgggcaa 60 
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gtcagagcat tagcagctat ttaaattggt atcagcagaa accagggaaa gcccctaagc 120 

tcctgatcta tgctgcatcc agtttgcaaa gtggggtccc atcaaggttc agtggcagtg 180 

gatctgggac agatttcact ctcaccatca gcagtctgca acctgaagat tttgcaactt 240 

actactgtca acagagttac agtaccccgt acacttttgg ccaggggacc aagctggaga 300 

tcaaac 306 

<210> 	93 
<211> 	361 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_892606_A3-3M3-G3_PWCgamma 

<400> 	93 
caggtgcagc tggtggagac tgggcctgag gtgaagaagc ctgggacctc agtgaaggtc 60 

tcctgcaagg cttctgggtt cacctttact agttctggta tacagtgggt tcgacaggct 120 

cgtggacaaa gccttgagtg gataggatgg atcgtcgtcg gcagtgacat gacaaactac 180 

gcacggaagt tgcagggaag ggtcaccatc acctgggaca tgtccacaag cacagcctac 240 

atggaactaa acagcctgcg atccgaggac tcggccattt attactgtgc ggcagtggga 300 

acttcgcctc cgccatactt tgaccactgg ggccagggaa ccctggtcac cgtctcctca 360 

g 361 

<210> 	94 
<211> 	303 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	1st_BASE_945781_A3-3m3-G3_Ck516 

<400> 	94  
agtctccatc cttcctgtct gcatctgtag gagacagagt caccatcact tgccgggcca 60 

gtcagggcat ttacagttat ttagcctggt ttcagcaaaa accagggaaa gcccctaaac 120 

tcctgatcta ttctgtttcc actttgcaaa gtggggtccc atcaaggttc agcggcagtg 180 

gatctgggac agacttcact ctcaccatca acagcctgca gcctgaggat tttgcaactt 240 

attattgtca acagcttaat ggttacccct ccttcggcca agggacacga ctggaaatta 300 

gac 303 

<210> 	95 
<211> 	358 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_904578_A3-2M1-A5_PWCgamma 

<400> 	95 
ggtgcagctg ttggagtctg ggggagcctt ggtacagcct ggagggtccc tgagactctc 60 
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ctgtacagcc tctgatttca ccttcagtga ttatgacatg aactgggtcc gccaggctcc 120 

agggaagggg ctggaatggc tttcatacat taattctagg ggtgttacaa aatactacgc 180 

agactctgtg aagggccggt tcaccatctc cagagacaac gccaagaact cactttatct 240 

gcaaatgaac agcctgagag ccgaggacac ggctctttat tactgtgccc gaggactcag 300 

agggcacgat tacggtatgg acgtctgggg ccaagggacc acggtcaccg tctcctca 358 

<210> 	96 
<211> 	312 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_945500_A3-2M1-A5_Ck516 

<400> 	96 
agtctccagg caccctgtct ttgtctccag gggaaagagc caccctctcc tgcagggcca 60 

gccagagtgt tagcagcagg ttcttagcct ggtaccagca gaaaccaggc caggctccca 120 

ggctcctcat ctacggtgca tccagcaggg cctctggcat cccagatagg ttcagtggca 180 

gtgggtctga gacagacttc actctcagca tcagcagact ggagcctgaa gattttgcag 240 

tgtatttctg tctgcagtat ggtttctcac ccccgtacac ttttggccag gggaccaaac 300 

tggagatcaa ac 312 

<210> 	97 
<211> 	359 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	1st_BAsB_896206_A3-2m2-N5_Pwcgamma 

<400> 	97 
ggtgcagctg ttggagtctg ggggaggctt ggttcagcct ggggggtccc tgagactctc 60 

ctgtgcagcc tctggattca cctttagcaa ctatgccatg agctgggtcc gccaggctcc 120 

agggaagggg ctggagtggg tctcagttat ttataacggt ggcagtagca catactatgc 180 

agactccgtg aagggccgct tcaccatctc cagagataac tccaagaaca cactgtatct 240 

gcgaatgaac agtctgcgag tcgaagacac 
I 

ggccgtatat tactgcgcga aattcctcgt 300 

gttgccagca gctgctgccg actactgggg ccagggaacc ctggtcaccg tctcctcag 359 

<210> 	98 
<211> 	292 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BAsE_945554_A3-2M2-N5_Ck516 

<400> 	98 
agtctccatc cttcctgtct gcatctgtag gagacagagt caccatcact tgccgggcca 60 

gtcagggcat tagcagtcat ttagcctggt atcagcagaa accagggaaa gcccctaaac 120 
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tcctgatcta tgctgcatcc actctgcaca ctggagtccc atcaaggttc agcggcagtg 180 

gatctgggac agagttcact ctcacaatca ccagccttca gcctgaagat tttgcgactt 240 

attactgtca gcagccgggt gctttcggcc ctgggaccag actggatatc as 292 

<210> 	99 	, 
<211> 	388 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	lst_BASE_897923_A3-2m3-C9_PWCgamma 

<400> 	99 
ggtgcagctg ttggagtctg ggggaggctt ggtacagcct ggaaggtccc tgagactctc 60 

ctgtgcagcc tctggattcc ccttcagtag ctatgaaatg aactgggtcc gccaagctcc 120 

agggaagggg ctggagtgga tttcatatat cagtagtact ggtagtccca tccactacgc 180 

agactctgtg aggggccgat tcaccatctc cagagacaac gccaagaact cactctatct 240 

gcacatgaac agcctgagag ccgaggacac ggctatttat tactgtgcgg gggatttgct 300 

gctctgggtc cccgaagcaa caggtgctac agctggtacc ggcggtttgg acgtctgggg 360 

ccaagggacc acggtcaccg tctcctca 388 

<210> 	100 
<211> 	306 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	lst_BASE_949089_43-2M3-C9_Ck516 

<400> 	100 
agtctccatc cttcctgtat gcatctgtag gagacagagt caccatcact tgccgggcaa 60 

gtcagaccat cagtaaatat ttaaattggt accaccagaa gccagggaaa gcccctaatc 120 

tcctgatcta tgctgcatca agtttgcaga gtggagtccc atcgaggttc agcggcagtg 180 

gatctgggac agatttcact ctcaccatca gcagtctgca gcctgaagac tttgcaactt 240 

actactgtca acagagttac agtatccctc ggacgttcgg ccaagggacc aaggtggaaa 300 

tcaaac 306 

<210> 	101 
<211> 	382 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	1st_BASE_992133_A3-2M3-E9-H-l_Resend_1146_Resend 

<400> 	101 
gaggtgcagc tggtacagtc tgaaacagag gtgaaagagc ccgggcagtc tctgaagatc 60 

tcctgtaagg gttctggata cacctttacc aactactgga tcggctgggt gtgccaaatg 120 

cccgggaaag gcctggagtg gatggggatc atctatcctg gtgactctga aaccagatac 180 
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agcccgtcct ttcaaggcca ggtcaccatc tcagtcgaca agtccatcag caccgcctac 240 

ctgcagtgga gtagcctgaa ggcctcggac accgccatgt attactgtgc gagactcaaa 300 

aattactata cttcggggaa ttatgttccg gtgggaggta tggacgtctg gggccaaggg 360 

atcacggtca ccgtctcctc ag 382 

<210> 	102 
<211> 	309 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_949097_A3-2M3-E9_Ck516 

<400> 	102 
agtctccatc ctccctgtct gcatctgtag gagacagagt caccatcact tgccgggcaa 60 

gtcagagcgt tagcaactat ttaaattggt atcagcagaa accagggaaa gcccctaaac 120 

tcctgatcta tgctgcttcc actttgcaaa gtggggtccc atcaagattc agtggcagtg 180 

gatctgggac agatttcact ctctccatca gcagtctgca acctgaagac tttgcaatat 240 

actactgtca acagacttac agtccccctc agaacacttt tggccagggg accaagctgg 300 

agatcaaac 309 

<210> 	103 
<211> 	379 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BAsE_988416_A3-2M3-F9-N-2_1146 

<400> 	103 
ggccaggtgg agctggtgga gtcgggccca ggactggtga agccttcggg gtccctgtcc 60 

ctcacctgcg ctgtctctgg tggctccatc accagtagta actggtggag ttgggtccgc 120 

cagcccccag ggaaggggct ggaatggatt ggagaaatct atcatagtgg gagcgccgac 180 

tacaacccgt ccctcaagag tcgagtcacc atatcagtag acacctccaa gaaccagttc 240 

tccctgaagc tgaggtctgt gaccgccgcg gacacggccg tgtattactg tgcgagggtt 300 

gaggttatga ttaagtttgg gggagttatc cgatactttg actactgggg cctgggaacc 360 

ctggtcaccg tctcctcag 379 

<210> 	104 
<211> 	312 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_949101_A3-2M3-F9_Ck516 

<400> 	104 
agtctccatc ctccctgtct gcatctgtag gagacagagt caccatcact tgccaggcga 60 

gtcaggacat tagcaactat ttaaattggt atcagcagaa accagggaaa gcccctaagc 120 
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tcctgatcta ctatgcatcc aatttggaaa caggggtccc atcaaggttc agtggaagtg 180 

gatctgggac agattttact ttcaccatca gcagcctgca gcctgaagat tttgcaacat 240 

actactgtca acagtatgat aatctccctc cgcggtacac ttttggccag gggaccaagc 300 

tggagatcaa ac 312 

<210> 	105 
<211> 	385 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	1st_BASE_897935_A3-2M3-G3_PWCgamma 

<400> 	105 
ggtgcagctg ttggagtctg ggggagcctt ggtacagcca gggcggtccc tgagactctc 60 

ctgtacagct tctggattca cctttgggga ttttgctttg agctgggtcc gccaggctcc 120 

agggaagggg ctggagtggg taggtgtcat cagaagcaaa ggctatggtg ggacaacaga 180 

gtacgccgcg tctgtgaaag gcagattcag tatctcaaga gatgattcca aattcatcgc 240 

ctatctgcaa atgaacagcc tggaaaccga ggacactgcc gtgtacttct gtaccagcac 300 

aaccttatat tattttgttt cggggagggc aaaagactac gggatggacg tctggggcca 360 

agggactacg gtcaccgtct cctca 385 

<210> 	106 
<211> 	306 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_949103..A3-2M3-G3_Ck516 

<400> 	106 
agtctccatc ctccctgtct gcatctgttg gagacagtgt caccatcact tgccgggcaa 60 

gtcagggcat tagaaatgat ttaggctggt atcagcagaa agcaggtaaa gcccctaagg 120 

ccgtgatcta tgctgtatcc actttacaaa gtggggtccc atcgaggttc agcggcagtg 180 

gatctggcac agatttcact ctcaccatca gcagcctgca gcctgaagat tttgcaactt 240 

attactgtct gcaagattac aguttccgt ggacgttcgg ccaagggacc aaggtggaaa 300 

tcaaac 306 

<210> 	107 
<211> 	385 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	lst_BASE_988406_A3-2M3-C2-N-3_1146 

<400> 	107 
gaggtgcagc tgcaggagtc gggcccagga ctggtgaagc cttcggagac cctgtccctc 60 

acctgcactg tctctggtgg ctccatcacc agtagtagtt actactgggc ctggctccgc 120 
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cagcccccag ggaaggggct ggagtggatt gggaatatct attacagtgg gaacaccgac 180 

tacaacccgt ccctcaagag tcgagtcacc atatccgcag acacgtccat ggaccaattc 240 

tccctgaggc tgaggtctat ggccgcctca gacacggctg tttattattg tgcgagcggg 300 

ctacagacct gggacgtgac tacgggtggt gcgtgggcct ccctcgacta ctggggccag 360 

ggaaccctgg tcaccgtcgc ctcag 385 

<210> 	108 
<211> 	315 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_949084_A3-2M3-C2_Ck516 

<400> 	108 
agtctccagg caccctgtct ttgtctccag gggaaagagc caccctctcc tgcagggcca 60 

gtcagagtgt tagcagcagt ttcttagcct ggtaccagca caaacctggc caggctccca 120 

ggctcctcat ctatggtgca tccatcaggg ccactggcat cccagacagg ttcagtggca 180 

gtgggtctgg gacagacttc attctcacca tcagcaggct ggagcctgaa gattttgcag 240 

tgtattactg tcagcagttt ggtagaacac ctccaatgta cacttttggc caggggacca 300 

agctggagat caaac 315 

<210> 	109 
<211> 	120 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/50 11E-H1L1; Heavy chain; 10/50_11E1 

<400> 	109 

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly 
1 	 5 	 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Thr Tyr 
20 	 25 30 

Pro Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 	 40 45 

Ser Val Ile Phe Asn Gly Gly Ser Ser Thr Tyr Tyr Ala Asp Ser Val 
50 	 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 	 70 	 75 80 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 	 90 95 
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Ala Lys Phe Ala Ala Pro Pro Ser Gly Trp Cys Asp Tyr Trp Gly Gln 

100 	 105 110 

Gly Thr Leu val Thr val ser ser 
115 	 120 

<210> 	110 
<211> 	94 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/50 11E-H1L1; light chain; 10/50_11E1 

<220> 
<221> 	misc_feature 
<222> 	(1)—(1) 
<223> 	Xaa can be any naturally occurring amino acid 

<400> 	110 

Xaa Leu Ser Ala Ser Val Gly Asp Arg Val Thr Ile Thr Cys Arg Ala 
1 	 5 10 15 

Ser Gln ser val Ser Asn Trp Leu Ala Trp Tyr Gln Gln Lys Pro Gly 
20 	 25 30 

Lys Ala Pro Lys Leu Leu Ile Tyr Lys Ala Ser Thr Leu Glu Ser Gly 
35 	 40 45 

Val Pro Ser Arg Phe Ser Gly Ser,Gly Ser Gly Thr Glu Phe Thr Leu 
50 	 55 60 

Thr Ile Ser Ser Leu Gln Pro Asp Asp Phe Ala Thr Tyr Tyr Cys Gln 
65 	 70 75 80 

Gln Ser Gly Thr Phe Gly Gin Gly Thr Lys Val Glu Ile Lys 
85 90 

<210> 	111 
<211> 	122 
<212> 	PRT 
<213> 	Artificial. Sequence 

<220> 
<223> 	Ab 10/50 16-H1L1; heavy chain; 10/50_161 

<400> 	111 

Glu Val Gln Leu Val Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 
1 	 5 10 15 

Thr Leu Ser Leu Thr Cys Ser Val Ser Gly Asp Ser Ile Thr Asn Tyr 
20 	 25 30 

Tyr Trp Ala Trp Ile Arg Gln Pro Pro Gly Lys Arg Leu Glu Trp Ile 
35 	 40 45 
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Ala Asn Leu Tyr Tyr Thr Gly Gly Thr Asn Tyr Asn Pro Ser Leu Lys 
50 	 55 60 

Ala Arg Leu Thr Thr Ser Val Asp Thr Ser Lys Asn Thr Phe Ser Leu 
65 	 70 75 80 

Lys val Arg ser Ala Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala 
85 90 95 

Arg Val Thr Ser Leu Ser Gly Ser Glu Val Tyr Gly Met Asp val Trp 
100 	 105 110 

Gly Gln Gly Ile Thr Val Thr Val ser Ser 
115 	 120 

<210> 	112 
<211> 	107 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/50 1B-H1L1; light chain; 10/50_1B1 

<400> 	112 

Asp Val Val Met Thr Gln Ser Pro Ser ser Leu Ser Ala Ser val Gly 
1 	 5 10 15 

Asp Arg Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Ser Asn Ser 
20 	 25 30 

Leu Thr Trp Phe Gln Gln Lys Pro Gly Lys Ala Pro Arg Leu Leu Met 
35 	 40 45 

Tyr Ala Ala ser Asn Leu Gin Thr Gly Val Pro Ser Arg Phe Ser Gly 
50 	 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Gln Pro.  
65 	 70 75 80 

Glu Asp Ile Ala Thr Tyr Tyr Cys Gln Gln Tyr Asp Ser Ile Pro Ile 
85 90 95 

Thr Phe Gly Gln Gly Thr Arg Leu Glu Leu Lys 
100 105 

<210> 	113 
<211> 	127 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/50 3H-H1L1; heavy chain; 10/50_3H1 
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<400> 	113 

Gln Val Gln Leu Gln Glu Ser Gly Gly GIN( Leu Val Gin Pro Gly Gly 
1 	 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Asn Phe Gly Asp Tyr 
20 	 25 30 

val Met Ala Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp val 
35 	 40 45 

ser Val Ile Tyr Asn Gly Gly Ser Ser Thr Tyr Tyr Ala Asp Ser val 
50 	 55 60 

Lys Gly Arg Phe Thr Val Ser Arg Asp Asn Ser Arg Asn Thr Val Ser 
65 	 70 75 80 

Leu His Met Ser Ser Leu Ser Ala Glu Asp Thr Ala Arg Tyr Tyr Cys 
85 90 95 

Ala Lys Asp Arg Gln ser Leu His Asp Pro Gly Ser Gly Ser Tyr val 
100 	 105 110 

Ala Leu Asp His Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser 
115 120 125 

<210> 	114 
<211> 	103 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/50 3H-H1L1; light chain; 	10/50_3H1 

<400> 	114 

Glu Ile Val Met Thr Gin Ser Pro Ser Ser Leu Pro Ala Ser Leu Gly 
1 	 5 10 15 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Gly Ser 
20 	 25 30 

Leu Asn Trp Tyr Gln Gin Arg Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 	 40 45 

Phe Ala Ala Ser Arg Leu His Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 	 55 60 

Ser Gly Ser Gly Pro Asp Phe Thr Leu Ser Ile Ser ser Leu Gln Pro 
65 	 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Gly Ser Thr Phe Gly Gly 
85 90 95 
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Gly Thr Lys val Glu Phe Lys 

100 

<210> 	115 
<211> 	124 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/50 5A-H1L1; heavy chain; 10/50_5A1 

<400> 	115 

Gln Val Gin Leu Gln Gin Trp Gly Ala Gly Leu Leu Lys Pro Ser Glu 
1 	 5 10 15 

Thr Leu Ser Leu Thr Cys Ala Val Tyr Asp Gly Ser Phe Ser Gly Phe 
20 25 30 

Ser Trp Thr Trp Ile Arg Gln Ser Pro Gly Lys Gly Leu Glu Trp Ile 
35 40 45 

Gly Glu Ile Asn His ser Gly Ser Thr Asn Tyr Asn Pro ser Leu Lys 
50 55 60 

Ser Arg Leu Thr Ile Ala Leu Asp Thr Ser Thr Asn Gln Phe Ser Leu 
65 	 70 75 80 

Arg Leu Thr Ser val Ser Ala Ala Asp Thr Ala Ile Tyr Tyr Cys Ala 
85 90 95 

Leu Ser Leu Gln Thr Leu Val Arg Gly Leu Val Tyr Ile Asn Phe Asp 
100 105 110 

Tyr Trp Gly Gln Gly Ser Leu Val Thr Val Ser Ser 
115 120 

<210> 	116 
<211> 	107 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/50 5A-H1L1; light chain; 10/50_5A1 

<400> 	116 

Asp Ile Gln Met Thr Gln Ser Pro Ala Ser Leu Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Arg val Thr Ile Thr Cys Arg Ala Ser Gin Ala Ile Thr Thr Tyr 
20 25 30 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Asn Leu Leu Ile 
35 40 45 
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Tyr Ala Ala Ser Ser Leu Gln ser Gly Val Pro Ser Arg Phe Thr Gly 

50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 
65 	 70 75 80 

Gly Asp Phe Ala Thr Tyr Tyrcys Gln Gln Ser Tyr Asn Leu Pro Arg 
85 

Thr Phe Gly His Gly Thr Lys val Glu 

90 

Ile Lys 

95 

100 105 

<210> 	117 
<211> 	120 
<212> 	PRT  
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/50 5D-H6L2; heavy chain; 10/50_5D6 

<400> 	117 

Glu val Gln Leu val Gln Ser Gly Gly Gly Leu val Gln Pro Gly Gly 
1 	 5 10 15 

Ser Leu Arg His Ser Cys Val Ala Ser Gly Phe Thr Phe Thr Thr His 
20 25 30 

Ala Met Gly Trp val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp val 
35 40 45 

Ser Ala Ile Ser Ala Ser Gly Asp Gly Thr Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe 
65 	 70 75 80 

Leu Gln met Asn Ser Leu Thr Ala Ala Asp Thr Ala Phe Tyr Tyr cys 
85 90 95 

Ala Thr Ile Asp Trp Ser Asp Lys Gly Val Phe Asp Tyr Trp Gly Gln 
100 105 110 

Gly Ile Pro Val Thr val Ser Ser 
115 120 

<210> 	118 
<211> 	107 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/50 50-H6L2, light chain; 10/50_5D2 

<400> 118 
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Glu Ile Val Leu Thr Gln Ser Pro Ser Ser Val Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ala Val Gly Ser Leu 
20 25 30 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Pro Pro Arg Leu Leu Val 
35 40 45 

Tyr Thr Ala Ser Thr Leu Gln Ser Gly val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser-Gly Thr Asp Phe Thr Leu Thr Ile Thr Ser Leu Gln Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Ser Cys Gln Gln Ala Phe Ser Phe Pro Trp 
85 90 95 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Arg 
100 105 

<210> 	119 
<211> 	121 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/50 6E-H1L1; heavy chain; 10/50_6E1 

<400> 	119 

Glu Val Gln Leu Val Gln Ser Gly Gly Gly Leu Val Gln Pro Gly Gly 
1 	 5 10 15 

Ser Leu Arg Leu Ser Cys Val Ala Ser Glu Phe Ser Phe Ser Thr Tyr 
20 25 30 

Ala met Gly Trp Ala Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp val 
35 40 45 

Ser Val Ile Tyr Thr Gly Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val 
50 55 60 

Arg Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Val Gln Met Asn Ser Leu Thr Val Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Gly Gly Gly Ile Val Ser Thr Met Gly Ala Phe Gly Phe Trp Gly 
100 105 110 

Gln Gly Thr Met val Ala val Ser Ser 
115 120 
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<210> 	120 
<211> 	103 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/50 6E-H1L1; light chain; 10/50_6E1 

<400> 	120 

Glu Thr Thr Leu Thr Gln Ser Pro Ser Phe Leu Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Glu Phe Ser Ser Tyr 
20 25 30 

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Tyr Gly Val Ser Thr Leu His ser Gly Val Pro Leu Arg Phe Ser Gly 
50 	 55 60 

Gly Gly Ser Gly Thr Glu Phe Ile Leu Thr Ile Ser Gly Leu Gln Pro 
65 	 70 75 80 

Glu Asp val Gly Thr Tyr Tyr Cys Gln Gln Thr Gly Thr Phe Gly Gln 
85 90 95 

Gly Thr Lys Val Glu Ile Lys 
100 

<210> 	121 
<211> 	123 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/50 7A-H1L1; heavy chain; 10/50_7A1 

<400> 	121 

Gln Val Gln Leu Val Gln Ser Gly Gly Gly Leu Val Gln Pro Gly Gly 
1 	 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala ser Gly Phe Thr Phe Ser Ser Tyr 
20 25 30 

Glu met Asn Trp val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Ile 
35 40 45 

Ser Tyr Ile ser Arg Ser Gly Thr Ala Thr Tyr Tyr Ala Asp Ser Val 
50 	 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr 
65 	 70 75 80 
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Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Met Ala val Tyr Tyr Cys 
85 90 95 

Ala Gly Glu Gly Tyr Phe Gly Ser Ala Ala Ile Asn Tyr Phe Ala Phe 
100 105 110 

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser 
115 120 

<210> 	122 
<211> 	107 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/50 7A-H1L1; light chain; 10/50_7A1 

<400> 	122 

Glu Thr Thr Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Thr Ile Gly Thr Tyr 
20 25 30 

Leu His Trp Tyr Gin Gln Lys Pro Gly Lys Ala Pro LyS Leu Leu Ile 
35 40 45 

Phe Ala Ala Ser Ser Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 	 55 60 

ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 
65 	 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gin Thr Tyr Ser Ser Leu Tyr 
85 90 95 

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys 
100 105 

<210> 	123 
<211> 	123 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/50 7H-H1L1; heavy chain; 10/50_7H1 

<400> 	123 

Glu Val Gln Leu Val Glu Thr Gly Gly Gly Leu Val Gln Pro Gly Gly 
1 	 5 10 15 

Ser val Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Arg Tyr 
20 25 30 
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Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Asn Ile Asn Gln Gly Gly Ser Glu Arg His Tyr-Val Asp Ser val 
50 	 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Arg Asn Ser Phe Tyr 
65 	 70 75 80 

Leu Glu Ile Arg Asn Leu Arg Val Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Glu Gly Met Val Glu Val Thr Ala Leu Ser Phe Leu Asp Tyr 
100 105 110 

Trp Gly Glu Gly Asn Leu Val Ala val Ser Ser 
115 120 

<210> 	124 
<211> 	107 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/50 7H-H1L1; light chain; 10/50_7H1 

<400> 	124 

Glu Thr Ala Phe Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Thr val Thr Ile Thr Cys Arg Ala ser Gln Thr Ile Gly Thr Phe 
20 25 30 

Leu Asn Trp Tyr Gln Leu Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Phe Ala Thr Ser Asn Leu Gln Gly Gly Val Pro ser Arg Phe Ser Gly 
50 	 55 60 

ser Gly ser Gly Gly Asp Phe Thr Leu Thr Ile Thr ser Leu Gln Pro 
65 	 70 75 - 80 

Glu Asp Phe Gly Thr Tyr Tyr Cys Gln Gln Thr Tyr Ser Met Ile Tyr 
85 90 95 

Thr Phe Gly Gln Gly Thr Arg Val Asp Ile Lys 
100 105 

<210> 	125 
<211> 	120 
<212> 	PRT 
<213> 	Artificial Sequence 
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<220> 
<223> Ab 10/50 9B-H1L1; heavy chain; 10/50_961 

<400> 125 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Glu 
1 5 10 15 

Ser Leu Lys Ile Ser Cys Lys Ala Ser Gly Tyr Ile Phe Thr Ser Tyr 
20 25 30 

Trp Ile Ala Trp Val Arg Gln Met Pro Gly Lys Gly Leu Glu Trp Met 
35 40 45 

Gly Ile Ile Tyr Pro Gly Asn Ser Asp Pro Arg Tyr Ser Pro Ser Phe 
50 55 60 

Gln Gly Gln Val Thr Ile Ser Ala Asp Lys Ser Ser Ser Thr Ala Tyr 
65 70 75 80 

Leu Gln Trp Ser Ser Leu Lys Ala Ser Asp Thr Ala Ile Tyr Tyr Cys 
85 90 95 

Ser Arg Leu Asp His Tyr Phe Tyr Tyr Gly Met Asp Leu Trp Gly Gln 
100 105 110 

Gly Thr Thr Val Thr val Ser Ser 
115 120 

<210> 126 
<211> 108 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> Ab 10/50 9B-H1L1; light chain; 10/50_9B1 

<400> 126 

Asp Val val Met Thr Gln Ser Pro Gly Ala Leu Ser Leu Ser Pro Gly 
1 5 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Thr Phe ser ser Ile 
20 25 30 

Tyr Leu Ser Trp Phe Gin Gln Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

Ile Tyr Gly Ala ser Asn Arg Ala ASp Gly Ile Pro ASp Arg Phe Ser 
50 55 60 

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Ile Ile Ser Arg Leu Glu 
65 70 75 80 
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Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln His Tyr Asp Asn Ser Phe 

85 90 95 

Phe Thr Phe Gly Pro Gly Thr Lys Val Asp Ile Lys 
100 105 

<210> 	127 
<211> 	124 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/50 1D-H8L1; heavy chain; 10/50_1D8 

<400> 	127 

Glu val Gln LeU val Gln Ser Gly Gly Gly Leu Val Lys Pro Gly Gly 
1 	 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ala Pro Phe 
20 25 30 

Ser Leu Thr Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ser Ser Ile Thr Pro Ser Ser Asn Tyr Ile Phe Tyr Ala.  Asp ser Val •  
50 55 60 

Lys Gly Arg Phe. Thr Ile Ser Arg Asp Asp Gly Arg Lys Ser Val Tyr 
65 	 70 75 80 

Leu Gln met Asn ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Pro Ser Gly Thr Tyr Asp Tyr Asn Tyr Tyr Ala Met Asp 
100 105 110 

Val Trp Gly Pro Gly Thr Thr val Thr val Ser ser 
115 120 

<210> 	128 
<211> 	109 
<212> 	•PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/50 1D-H8L1; light chain; 10/50_1D1 

<400> 	128 

Glu Ile val Leu Thr Gln ser Pro Gly Thr Lela Ser Leu Ser Pro Gly 
1 	 5 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Thr Val Gly Ser Ser 
20 25 30 
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Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu 

35 40 45 

Ile Tyr Gly Thr Ser Thr Arg Ala Thr Gly Ile Ala Asp Arg Phe Ser 
50 	 55 60 

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu 
65 	 70 75 80 

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Gly Ser Pro 
85 90 95 

Pro Ile Thr Phe Gly Gln Gly Thr Arg Leu Glu Thr Lys 
100 105 

<210> 	129 
<211> 	119 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/50 2F-H3L1; heavy chain; 10/50_2F1 

<400> 	129 

Gln Leu Val Glu Thr Gly Ala Glu Val Lys Lys Pro Gly Ala Ser Val 
1 	 5 10 15 

Lys Val Ser Cys Lys Ala Ser Gly Ser Gly Tyr Pro Phe Ser Ser His 
20 25 30 

Gly Phe Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Thr Thr Ala Tyr Asn Gly Glu Thr Gln Tyr Ala Gln Lys Phe 
50 	 55 60 

Leu Gly Arg val Thr met Thr Thr Asp Thr ser Thr Asn Thr Ala Tyr 
65 	 70 75 80 

Met Glu Leu Arg Ser Leu Arg Ser Asp Asp Thr Ala Ile Tyr Tyr Cys 
85 90 95 

Tyr Ser ser Gly Pro Arg Trp Gly His Phe Asp Ile Trp Gly Gln Gly 
100 105 110 

Thr Val Val Thr val Ser Ser 
115 

<210> 	130 
<211> 	105 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
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<223> 	Ab 10/50 2F-H3L1; light chain; 10/50_2F3 

<400> 	130 

Asp Ile Gln Met Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
1 	 5 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Asp Leu Ala 
20 25 30 

Trp Phe Gin Gin Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly 
35 40 45 

Thr Ser Ser Arg Ala Thr Gly Ile Pro Glu Arg Phe Ser Gly Ser Gly 
SO 55 60 

Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp 
65 70 75 80 

Phe Ala Val Tyr Tyr Cys His Gln Tyr Asp Ser Ser Pro Trp Thr Phe 
85 90 95 

Gly Gln Gly Thr Arg Val Glu Phe Lys 
100 105 

<210> 	131 
<211> 	121 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/50 4B-H2L1; heavy chain; 10/50_4132 

<220> 
<221> 	misc_feature 
<222> 	(121)..(121) 
<223> 	Xaa can be any naturally occurring amino acid 

<400> 	131 

Glu Val Gln Leu Val Gln Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 
1 	 5 10 15 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly ser Leu ser Ser Asp 
20 25 30 

Gly His Ser Trp Gly Trp Leu Arg Gln Pro Pro Gly Lys Gly Leu Glu 
35 40 45 

Trp Ile Gly Asn Ile Tyr Tyr Thr Gly Thr Thr Tyr Tyr Asn Pro Ser 
50 55 60 

Leu Glu Ser Arg Ile Thr Val Ser Val Asp Thr Ser Lys Asn Gln Phe 
65 70 75 80 
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Ser Leu Lys Leu Asn Ser Val Ala Ala Ala Asp Thr Ala Val Tyr Tyr 

85 90 95 

Cys Ala Ala Trp Asn Ala Gly Pro ser Tyr Tyr Phe His Tyr Trp Gly 
100 	 105 110 

Leu Gly Thr Leu Val Thr Val Ser Xaa 
115 	 120 

<210> 	132 
<211> 	106 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/50 4B-H2L1; light chain; 10/50_461 

<400> 	132 

Glu Ile Val Leu Thr Gln ser Pro Ala Thr.  Leu Ser Val Ser Pro Gly 
1 	 5 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala ser Gin ser Val ser Asn Asn 
20 	 25 30 

Leu Ala Trp Tyr Gln Gln Arg Pro Gly Gln Ala Pro Arg Leu Leu Ile 
35 	 40 45 

Tyr Gly Ala Ser Thr Arg Ala Thr Gly Ile Pro Ala -Arg Phe ser Gly 
50 	 55 60 

ser Gly ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser 
65 	 70 75 80 

Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Glu Ser Trp Trp Thr 
85 90 95 

Phe Gly Gln Gly Thr Lys val Glu Val Lys 
100 105 

<210> 	133 
<211> 	131 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/50 5C-H6L1; heavy chain; 10/50_5C6 

<400> 	133 

Glu Val Gln Leu Val Glu ser Gly Ala Glu val Arg Arg Pro Gly Ala 
1 	 5 10 15 

Ser Met Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Ser Tyr 
20 25 30 
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Tyr Ile His Trp Val Arg Gin Ala Pro Gly Gln Gly Leu Glu Trp Val 

35 40 45 

Gly Ile Ile Asn Pro Arg Gly Gly Ser Ala Ser Val Ala Gln Lys Phe 
50 	 55 60 

Gln Gly Arg Val Thr Leu Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr 
65 	 70 75 80 

met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Leu Tyr Phe Cys 
85 90 95 

Ala Arg Ala Gly Val Ala Leu Phe Tyr Asp Ser Ser Gly Tyr Asp Pro 
100 105 110 

Thr Pro Tyr ASp Ala Phe Glu val Trp Gly Gln Gly Thr met val Thr 
115 120 125 

Val ser Ser 
130 

<210> 	134 
<211> 	107 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/50 5C-H6L1; light chain; 10/50_5C1 

<400> 	134 

Glu Ile Val Met Thr Gln Ser Pro Ala Thr Leu Ser Val Ser Pro Gly 
1 	 5 10 15 

Glu Arg Ala Thr Leu ser Cys Arg Ala Ser Gln ser Val Arg Ser Tyr 
20 25 30 

Leu Ala Trp Tyr Gin Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile 
35 40 45 

Phe Gly Ala Ser Thr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly 
50 	 55 60 

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser 
65 	 70 75 80 

Glu Asp Phe Ala Val Tyr Tyr Cys His Gln Tyr Asn His Trp PrO Arg 
85 90 95 

Thr Phe Gly Gin Gly Thr Lys val Glu Ile Lys 
100 105 

<210> 	135 
<211> 	132 
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<212> PRT 
<213> Artificial sequence 

<220> 
<223> Ab 10/50 6B-H1L2, heavy chain; 10/50_6B1 

<400> 135 

Glu Val. Gln Leu Val Gln Ser Gly Ala Glu Val Glu Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ala Asn Asn 
20 25 30 

Tyr Ile His Trp Val Arg Gln Ala Pro Gly Gin Gly Leu Gln Trp Met 
35 40 45 

Gly Val Ile Asn Pro Arg Gly Gly Ser Ala Ala Ser Ala Gln Met Phe 
50 55 60 

Gln Gly Arg Ile Thr Met Thr Arg Asp Thr Ser Thr Ser Thr Val Tyr 
65 70 75 80 

Leu Asp Leu Arg Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Gly Gly Arg Ala Tyr Tyr Tyr Asp Ser Tyr Thr Thr Pro Arg 
100 105 110 

Asp Gly Glu Ser Trp Trp Phe Asp Pro Trp Gly Gln Gly Thr Leu Val 
115 120 125 

Thr Val Ser Ser 
130 

<210> 136 
<211> 107 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> Ab 10/50 6B-H1L2; light chain; 10/50_682 

<400> 136 

Glu Thr Thr Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 5 10 15 

Asp Arg Val Thr ile Thr Cys Gln Ala Ser Gln Asp Ile Arg Lys Tyr 
20 25 30 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Val Leu Ile 
35 40 45 

Tyr Asp Ala Ser Asn Leu Lys Thr Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 
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Gly Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Gin Pro 
65 	 70 75 80 

Gly Asp Ile Ala Thr Tyr Tyr Cys Gln His Ser Asp Tyr Leu Pro Ile 
85 90 95 

Thr Phe Gly Gln Gly Thr Arg Leu Glu Ile Glu 
100 105 

<210> 	137 
<211> 	131 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/50 6D-H3L1, heavy chain; 10/50_6D3 

<400> 	137 

Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val His Leu Ser Cys Lys Ala ser Gly Tyr Ser Phe Thr Ser Asn 
20 	 25 30 

Tyr Met His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 	 40 45  

Gly Ile Ile Asn Pro Arg Gly Gly Ser Thr Ser Ile Ala Gln Gln Phe 
50 	 55 60 

Gln Gly Arg Ile Thr Met Thr Arg Asp Thr ser Thr ser Thr val Tyr 
65 	 70 75 80 

Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Ala Gly Pro Ala Leu Tyr Tyr Asp Ser Ser Gly Tyr Asp Pro 
100 	 105 110 

Thr Thr Tyr Asp Ser Phe Glu Val Trp Gly Gin Gly Thr Met Val Thr 
115 120 125 

Val Ser Ser 
130 

<210> 	138 
<211> 	107 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/50 6D-H3L1; light chain; 	10/50_6D1 
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<400> 138 

Asp Val Val Met Thr Gln Ser Pro Ala Thr Leu Ser Val Ser Pro Gly 
1 5 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala ser Gln Gly val Arg ser Tyr 
20 25 30 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile 
35 40 45 

Tyr Gly Ala ser Thr Arg Ala Thr Gly Ile Pro Ala Arg Phe ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Asn Ser Leu Arg ser 
65 70 75 80 

Glu Asp Ser Ala Val Tyr Tyr Cys Gln Gln Tyr Asn His Trp Pro Arg 
85 90 95 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys 
100 105 

<210> 139 
<211> 132 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Ab 10/50 7C-H3L1; heavy chain; 10/50_7c3 

<400> 139 

Glu val Gin Leu val Glu ser Gly Ala Glu val Lys Lys Pro Gly Ala 
1 5 10 15 

ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Asn Tyr 
20 25 30 

Tyr Ile His Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Val Ile Asn Pro Arg Gly Gly Ser Ala Ser Ser Ala Glu Lys Phe 
50 55 60 

Gln Gly Arg Ile Thr Met Thr Arg Asp Thr Ser Thr ser Thr val Tyr 
65 70 75 80 

Met Glu Leu ser ser Leu Arg Ser Glu Asp Thr Ala val Phe Tyr Cys 
85 90 95 

Ala Arg Gly Gly Trp Ala Tyr r Tyr 
Tyr 

Asp Ser Tyr Thr Thr Pro Arg 
100 1 110 
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Asp Gly Gln Ser Trp Trp Phe Asp Pro Trp Gly Gin Gly Thr Leu Val 

115 120 125 

Thr val Ser Ser 
130 

<210> 	140 
<211> 	107 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/50 7C-H3L1; light chain; 10/50_7c1 

<400> 	140 

Asp val Val Met Thr Gin Ser Pro ser Ser Leu Ser Ala Ser val Gly 
1 	 5 10 15 

Asp Arg Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Arg Asn Phe 
20 25 30 

Leu Asn Trp Tyr Gln His Lys Pro Gly Lys Ala Pro Lys Val Leu Ile 
35 40 45 

Tyr Asp Ala Ser Lys Leu Lys Thr Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Arg Ser Leu Gln Pro 
65 	 70 75 80 

Glu Asp Ile Ala Thr Tyr Tyr Cys Gin Gln Ser Asp Asn Leu Pro Ile 
85 90 95 

Thr Phe Gly Gin Gly Thr Arg Leu Glu Ile Lys 
100 105 

<210> 	141 
<211> 	122 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/50 7E-H1L1; heavy chain; 10/50_7E1 

<400> 	141 

Gln Val Gin Leu Gln Gln Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 
1 	 5 10 15 

Thr Leu Ser Leu Thr Cys Thr val Ser Gly Gly Ser Ile Asn Ser Tyr 
20 25 30 

Tyr Trp Ser Trp Ile Arg Gln Pro Gly Lys 
45

ro Gly Leu Glu Trp Ile 
35 4

P
0 
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Gly Tyr Ile His Tyr Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys 

50 	 55 60 

Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn His Phe Ser Leu 
65 	 70 75 80 

Lys Leu Asn Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala 
85 90 95 

Arg His Asp Cys Ser Asp Thr Thr Cys Arg Glu Tyr Phe Gln His Trp 
100 	 105 110 

Gly Gln Gly Thr Leu Val Thr Val Ser Ser 
115 120 

<210> 	142 
<211> 	107 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/50 7E-H1L1; light chain; 10/50_7E1 

<400> 	142 

Glu Thr Thr Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Thr Phe 
20 	 25 30 

Leu Asn Trp Tyr Gln Lys Lys Pro Gly Lys Ala Pro Glu Leu Leu Ile 
35 	 40 45 

Ser Ala Ala Ser Thr Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 	 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Asn ser Leu Gln Pro 
65 	 70 75 80 

Gly Asp Phe Ala Thr Tyr Tyr Cys Gln Glu Ser Tyr Ser Met Met Tyr 
85 90 95 

Thr Phe Gly Gln Gly Thr Lys val Glu Ile Lys 
100 105 

<210> 	143 
<211> 	123 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/50 9E-H2L2; heavy chain; 10/50_9E2 

<400> 143 
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Gln Val Gln Leu Val Gin Ser Gly Gly Gly Leu Val Gln Pro Gly Gly 
1 	 5 10 15 

Ser Leu Arg Leu ser Cys val Ala Ser Gly Phe Thr Leu Arg Ser Tyr 
20 25 30 

Ala Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ser Ser Ile Ser Asp Ser Asp Asp Ser Thr Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gln Met Ser Ser Leu Arg Ala Glu Asp Thr Ala Val Phe Phe Cys 
85 90 95 

Ala Thr Thr Asn Trp Gly Val Ser Val Lys Pro Gly Thr Phe Asp Ile 
100 105 110 

Trp Gly Gln Gly Thr Val Ile Thr Val Ser Ser 
115 120 

<210> 	144 
<211> 	107 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/50 9E-H2L2; light chain; 	10/50_9E2 

<400> 	144 

Asp Ile Gln Leu Thr Gin Ser Pro Ser Ser Val Ser Ala Ser val Gly 
1 	 5 10 15 

Asp Arg val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Tyr 
20 25 30 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Phe Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile ser Ser Leu Gln Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ala Asn Ser Phe Pro Trp 
85 90 95 

Thr Phe Gly Pro Gly Thr Lys Val Glu Ile Lys 
100 105 

Page 58 

SUBSTITUTE SHEET (RULE 26) 



PCT/SG2012/000477 
18 Jan 2013 

SequenceListing_ST25 

<210> 	145 
<211> 	120 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/63 1D-H4L1; heavy chain; 10/63 1D4_001.abl 

<400> 	145 

Gln val Thr Leu Lys Glu ser Gly Pro Pro Leu Val Lys Pro Thr Gln 
1 	 5 10 15 

Thr Leu Thr Leu Thr Cys Thr Phe Ser Gly Phe Ser Leu Ser Thr Ser 
20 25 30 

Gly Val Asn Val Gly Trp Ile Arg Gln Pro Pro Gly Lys Ala Leu Glu 
35 40 45 

Trp Leu Ala Leu Leu Tyr Trp Asp Asp Asp Arg Arg Tyr Ser Pro Ser 
50 	 55 60 

Leu Arg Ser Arg Leu Thr Ile Thr Lys Asp Thr Ser Lys Asn Gln val 
65 	 70 75 80 

val Leu Thr Met Thr Asn Met Asp Pro Val Asp Thr Ala Thr Tyr Tyr 
85 90 95 

Cys Ala His Arg Arg Trp Glu Asp Ser Thr Phe Gin His Trp Gly Gln 
100 105 110 

Gly Thr Leu Val Thr Val Ser Ser 
115 120 

<210> 	146 
<211> 	106 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/63 1D-H4L1; light chain; 	10/63 1D-1_055 

<400> 	146 

Asp val Val Met Thr Gin Ser Pro Ala Thr Leu ser Val Ser Pro Gly 
1 	 5 10 15 

Glu Arg Ala Thr Leu ser Cys Arg Ala ser Gln ser Val Asn Ser Asn 
20 25 30 

Leu Ala Trp Tyr Gin Gln Lys Pro Gly Gin Ala Pro Arg Leu Leu Ile 
35 40 45 

Tyr Gly Ala ser Thr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly 
50 	 55 60 
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Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser 
65 70 75 80 

Glu Asp Phe Ala Val Tyr Tyr Cys Gln His Tyr His Asn Trp Gly Thr 
85 90 95 

Phe Gly Gln Gly Thr Lys val Glu Ile Lys 
100 105 

<210> 	147 
<211> 	122 
<212> 	PRT 
<213> 	Artificial sequence.  

<220> 
<223> 	Ab 10/63 1E-H3L1; heavy chain; 10/63 1E3_061 

<400> 	147 

Glu Val Gln Leu Val Gln Ser Gly Ser Glu Leu Lys Lys Pro Gly Ala 
1 	 5 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Pro Thr Tyr 
20 25 30 

Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Asn Thr Gly Asn Pro Met Tyr Ala Gln Gly Phe 
50 55 60 

Thr Arg Arg Phe val Phe Ser Trp Asp Thr Ser val Ser Thr Ala Tyr 
65 70 75 80 

Leu Gln Ile Ser Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Gly Arg Gly Gly Phe Ala Ala.  Thr Ala Gly Thr Asp Tyr Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val ser ser 
115 120 

<210> 	148 
<211> 	107 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/63 1E-H3L1; light chain; 	10/63 1E-1_053 

<400> 	148 

Glu Ile val Leu Thr Gln Ser Pro Ser Ser val Ser Ala Ser val Gly 
1 	 5 10 15 
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Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Pro Ile Ser Ser Trp 
20 25 30 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val PrO Ser Arg Phe Ser Gly 
50 	 55 60 

Ser Gly Ser Gly Thr Asn Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 
65 	 70 75 80 

Asp Asp Phe val Thr Tyr Tyr Cys Gin Gin Ala Asn ser Phe Pro Tyr 
85 90 95 

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys 
100 105 

<210> 	149 
<211> 	119 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/63 5D-H1L2, heavy chain; 	10/63 5D1_037 

<400> 	149 

Glu Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 
1 	 5 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe ser ser Asp 
20 25 30 

Ser Ile Ser Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Ser Ile Ile Pro Ile Phe Ser Arg Ala Asn Tyr Ala Gln Lys Phe 
50 	 55 60 

Gln Gly Arg Val Thr Ile. Asn Ala Asp Glu Ser Thr Ser Thr Val Tyr 
65 	 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Asp Asp Thr Ala Leu Tyr Phe Cys 
85 90 95 

Ala Arg Thr Pro Val Thr Gly Pro Asp Leu Asp Tyr Trp Gly Gln Gly 
100 105 110 

Thr Leu Ile Thr Val Ser Ser 
115 
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<210> 	150 
<211> 	107 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	10/63 5D-2_070.abl 

<400> 	150 

Glu Val Val Leu Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Glu Ser Ile Ser Thr Asn 
20 25 30 

Leu Asn Trp Phe Gln Gln Lys Pro Gly Lys Ala Pro Thr Leu Leu Ile 
35 40 45 

His. Ala Ala ser Thr Leu Gln Thr Gly val Pro Ser Arg Phe Ile Gly 
50 	 55 60 

Ser Gly ser Gly Thr Asp Phe Thr Leu Thr val Ser Ser Leu Leu Pro 
65 	 70 75 80 

Glu Asp -Phe Ala Thr Tyr Phe Cys Gln Gln Thr Tyr Asn Thr Pro Arg 
85 90 95 

Thr Phe Gly Gln Gly Thr Arg Val Glu Ile Lys 
100 105 

<210> 	151 
<211> 	122 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/63 2A-H5L4; heavy chain; 10/63 2A5_014 

<400> 	151 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 
1 	 5 10 15 

Ser val Lys val ser Cys Lys Ala ser Gly Gly Ser Phe Asn Asn Tyr 
20 25 30 

Ala Ile Gly Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Gly Ile Ile Thr val Phe Gly Arg Gly Asn Tyr Ala Gln Lys Phe 
50 	 55 60 

Gln Gly Arg Val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr 
65 	 70 75 80 
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Met Glu Leu Ser Ser Leu Arg Pro Glu Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 

val Arg Asp Tyr Thr Phe val Arg Gly val Ala Ser Trp Glu Tyr Trp 
100 105 110 

Gly Gln Gly Thr Leu Val Thr Val Ser Ser 
115 120 

<210> 	152 
<211> 	107 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/63 2A-H5L4; light chain; 	10/63 2A-4_049 

<400> 	152 

Glu Ile Val Leu Thr Gln Ser Pro Ser Ser Val Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Pro Ile Ser Ser Trp 
20 25 30 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Tyr Ala Ala Ser Ser Leu Gln Ser Gly val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gl•y Thr Asn Phe Thr Leu Thr Ile Ser Ser Leu Gln Leu 
65 	 70 75 80 

Asp Asp Phe Val Thr Tyr Tyr Cys Gln Gln Ala Asn Ser Phe Pro Tyr 
85 90 95 

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys 
100 105 

<210> 	153 
<211> 	122 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/63 2C-H3L2; heavy chain; 10/63 2C3_006.abl 

<400> 	153 

Gln Val Gin Leu Gln Gln Ser Gly Ala Glu val Thr Arg Pro Gly Ser 
1 	 5 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Ala Ser Ile Gly Ser Tyr 
20 25 30 
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Thr Val His Trp Val Arg Gin Ala Pro Gly Gln Gly Leu Glu Trp Ile 

35 40 45 

Gly Gly Ile Asn Pro Ile Phe Gly Thr Val Asn Tyr Ala Gln Arg Phe 
50 	 55 60 

Gln Gly Arg Leu Thr Ile Ser Ala Asp Asp Ser Thr Ser Ser Ala Tyr 
65 	 70 75 80 

Met Glu Met Ser Ser Leu Lys Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Ser Gln Arg His Ile Leu Thr Gly His Tyr Thr Asp Tyr Trp 
100 105 110 

Gly Pro Gly Thr LeU val Thr Val ser ser 
115 120 

<210> 	154 
<211> 	108 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/63 2C-H3L2; light chain; 10/63 2C-2_058 

<400> 	154 

Asp Val val Met Thr Gln Ser Pro Ser ser Leu Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Arg Val Ser Ile Thr Cys Gln Ala Ser Gln Asp Ile Lys Asn Tyr 
20 25 30 

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Tyr Asp Ala Ser Asn Leu Glu Thr Gly val Pro Ser Arg Phe Ser Gly 	 - 
50 	 55 60 

Ser Gly Ser Gly Thr Asp Phe Ser Phe Thr Ile Ser Ser Leu Gln Pro 
65 	 70 75 80 

Glu Asp Ile Ala Thr Tyr Tyr Cys Gln His Tyr Glu Asn Leu Pro Ala 
85 90 95 

Leu Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Arg 
100 105 

<210> 	155 
<211> 	122 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
Page 64 

SUBSTITUTE SHEET (RULE 26) 



PCT/SG2012/000477 
18 Jan 2013 

SequenceListing_ST25 
<223> Ab 10/63 2E-H2L2; heavy chain; 10/63 2E2_004 

<400> 155 

Glu val Gln Leu val Glu Thr Gly Gly Gly val val Gln Pro Gly Lys 
1 5 10 15 

Ser Leu Thr Leu Ser Cys Ala Ala ser Gly Phe Thr Phe Ser Asn Tyr 
20 25 30 

Gly Met val Trp val Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp val 
35 40 45 

Ala Val Ile Ser Tyr Asp Ala Lys Lys Gln Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr Val Ser Arg Asp Asp Ser Glu Gly Lys Val Tyr 
65 70 75 80 

Leu Gln Met Asn Ser Leu Arg Gly Asp Asp Ala Ala Val Tyr Phe Cys 
85 90 95 

Ala Lys Leu Gln Arg Pro Asp Ser Thr Val Trp Pro Phe Asp Gln Trp 
100 105 110 

Gly Gln Gly Ile Leu Val Ile val ser Pro 
115 120 

<210> 156 
<211> 106 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Ab 10/63 2E-H2L2; light chain; 	10/63 2E-2_050 

<220> 
<221> misc_feature 
<222> (106)—(106) 
<223> Xaa can be any naturally occurring amino acid 

<400> 156  

Glu Thr Thr LeU Thr Gln Ser Pro ser Thr Leu Ser Ala Ser Val Gly 
1 5 10 15 

Asp Thr Val Thr Ile Thr Cys Arg Ala Ser Gin Ser Ile Ser Met Trp 
20 25 30 

Leu Ala Trp Tyr Gin Gln Lys Pro Gly Lys Ala Pro Arg Leu Leu Ile 
35 40 45 

Tyr Thr Thr Ser Asn Leu Arg Thr Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 
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Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser ser Leu Gln Pro 
65 	 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Gln Tyr Lys Thr Ser Trp Thr 
85 90 95 

Phe Gly Gin Gly Thr Lys Val Asp Ile Xaa 
100 105 

<210> 	157 
<211> 	123 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/63 2F-H1L1; heavy chain; 10/63 2F1_031 

<400> 	157 

Glu val Gln Leu Val Glu Ser Gly Gly Ala Leu Val Gln Pro Gly Gly 
1 	 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asn Asn Phe 
20 25 30 

Glu Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp val 
35 40 45 

Ser Ala Ile Ser Val Ser Asp Gly Asn Thr Tyr Tyr Ala Asp ser val 
50 	 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Thr Ser Arg Asn Thr Leu Tyr 
65 	 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Leu Tyr Tyr Cys 
85 90 95 

Ala Asn Val Leu Gly Tyr Cys Thr Pro Thr Thr Cys Tyr Glu Asp His 
100 	 105 110 

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser 
115 120 

<210> 	158 
<211> 	107 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/63 2F-H1L1; heavy chain; 10/63 2F1_059 

<400> 	158 

Asp Val Val Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
1 	 5 10 15 
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Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gin Gly Ile Arg Asn Asp 

20 25 30 

Leu Gly Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Arg Leu Ile 
35 40 45 

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Ser Ser Arg Phe Ser Ala 
50 	 55 60 

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 
65 	 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gln His Asn Ser Phe Pro Gly 
85 90 95 

Ser Phe Gly Gln Gly Thr Lys Val Glu Ile Lys 
100 105 

<210> 	159 
<211> 	121 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/63 2G-H2L1; heavy chain; 10/63 2G2_027.abl 

<400> 	159 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Ala Gly Glu 
1 	 5 10 15 

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Thr Phe Thr Thr Tyr 
20 25 30 

Trp Ile Ala Trp Val Arg Gln Val Pro Gly Lys Gly Leu Glu Trp Met 
35 40 45 

Gly Ile Ile Tyr Pro Ser Asp Ser Asp Thr Arg Tyr Ser Pro Ser Phe 
SO 	 55 60 

Gln Gly Gln Ile Thr Ile Ser Ala Asp Lys Ser Ile Asn Thr Ala Tyr 
65 	 70 75 80 

Leu Gln Trp Thr Ser Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys 
85 90 95 

Ala Arg Pro Asp Asp Ser Ser Gly Leu Glu Ala Phe Asp Ile Trp Gly 
100 105 110 

Gln Gly Thr Met Val Thr Val ser Ser 
115 120 

<210> 	160 
<211> 	107 
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<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/63 2G-H2L1; light chain; 10/63 2G-1_079.abl 

<400> 	160 

Glu Ile Val Leu Thr Gln ser Pro Ser Ser Val Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Pro Ile Ser Ser Trp 
20 25 30 

Leu Ala Trp Tyr Gin Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asn Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 
65 70 75 80 

Asp Asp Phe Val Thr Tyr Tyr Cys Gln Gln Ala Asn Ser Phe.  Pro Tyr 
85 90 95 

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys 
100 105 

<210> 	161 
<211> 	124 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/63 3E-H1L2; heavy chain; 	10/63 3E1_030 

<400> 	161 

Gln Val His Leu Val Gin Ser Gly Gly Gly Leu Val Gln Pro Gly Gly 
1 	 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Thr Tyr 
20 25 30 

Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Asn Ile Lys Ala Asp Gly Arg Gln Glu Tyr Tyr Leu Gln Ser Val 
50 55 60 

Thr Gly Arg Phe Thr Val Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr 
65 70 75 80 

Leu Glu Met Ser Ser Leu Arg Ala Glu Asp Thr Ala Met Tyr Tyr Cys 
85 90 95 
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Val Arg Asp Val Ser Ser Tyr Ser Ile Ile Trp Ser Asp Ala Phe Glu 
100 105 110 

Ile Trp Gly Gln Gly Thr Met val Thr val Ser Pro 
115 120 

<210> 	162 
<211> 	107 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/63 3E-H1L2; light chain; 	10/63 3E-2_069 

<400> 	162 

Glu Thr Thr Leu Thr Gln Ser Pro ser Ser Leu Ser Ala Ser val Gly 
1 	 5 10 15 

Asp Thr Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Arg Asn Asp 
20 25 30 

Leu Gly Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Arg Leu Ile 
35 40 45 

Tyr Ala Ala Ser Ser Leu Gln Ser Gly val Pro Ser Arg Phe Ser Gly 
50 55 60 

ser Gly Ser Gly Thr Glu Phe Thr Leu Thr Ile Thr Ser Leu Gln Pro 
65 	 70 75 80 

Glu Asp Leu Ala Thr Tyr Tyr Cys Val His His Asn Asp Tyr Pro Arg 
85 90 95 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys 
100 105 

<210> 	163 
<211> 	123 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/63 3F-H1L2; heavy chain; 	10/63 3F1_026 

<400> 	163 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 
1 	 5 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Gly Thr Phe Ser Thr His 
20 25 30 

Ser Ile Asn Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 
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Gly Gly Asn Ile Pro Ile Phe Gly Lys Ala Ser Tyr Ala Glu Lys Phe 
50 	 55 60 

Gln Asp Arg val Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr 
65 	 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Phe Phe Val Lys Tyr Ser Gly ser His Tyr Tyr Phe Asp Ser 
100 105 110 

Trp Gly Gln Gly Thr Leu val Thr val ser ser 
115 120 

<210> 	164 
<211> 	107 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/63 3F-H1L2; light chain; 	10/63 3F-2_065 

<400> 	164 

Asp Val val met Thr Gln ser Pro Ser ser val ser Ala Ser val Gly 
1 	 5 10 15 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Pro Ile Ser Ser Trp 
20 	 25 30 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Tyr Ala Ala Ser Ser Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 	 55 60 

Ser Gly Ser Gly Thr Asn Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 
65 	 70 75 80 

Asp Asp Phe Val Thr Tyr Tyr Cys Gin Gln Ala Asn Ser Phe Pro Tyr 
85 90 95 

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys 
100 105 

<210> 	165 
<211> 	123 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/63 4F-H6L1; heavy chain; 10/63 4F6_020.ab1 
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<400> 	165 

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Ala Lys Pro Gly Gly 
1 	 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asn Ala 
20 25 30 

Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Gly Arg Ile Lys Asn Lys Ile Asp Gly Glu Thr Thr Asp Tyr Ala Ala 
50 	 55 60 

Ser Val Lys Gly Arg Phe Ile Ile Ser Arg Asp Asp Ser Lys Asn Thr 
65 	 70 75 80 

Val Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Glu Tyr 
85 90 95 

Trp Cys Thr Ile Tyr Phe Tyr Asp Arg ser Gly Tyr Phe Phe Asp His 
100 105 110 

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser 
115 120 

<210> 	166 
<211> 	106 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/63 4F-H6L1; light chain; 10/63 4F-1_076 

<400> 	166 

Glu Thr Thr Leu Thr Gin Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly 
1 	 5 10 15 

Gln Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val ser Ser Tyr 
20 25 30 

Leu Ala Trp Tyr Gln Gin Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile 
35 40 45 

Phe Asp Ala Ser HiS Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly 
50 	 55 60 

Ser Gly Ser Gly Thr Asp Phe Ile Leu Thr Ile Ser Ser Leu Glu Pro 
65 	 70 75 80 

Glu Asp Phe Ala Val Tyr Tyr Cys Leu Gln Arg Gly Lys Trp Pro Ser 
85 90 95 
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Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys 

100 105 

<210> 	167 
<211> 	128 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/63 5A-H6L1; heavy chain; 10/63 5A6_045.ab1 

<400> 	167 

Gln val Gln Leu Gln Glu Ser Gly Gly Gly Leu val Gln Pro Gly Gly 
1 	 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Tyr 
20 25 30 

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ser Gly Leu Ser Glu Ser Gly His Asn Thr Tyr Tyr Ala Asp Ser val 
50 55 60 

Leu Asp Arg Ser Ala Ile Ser Arg Asp Asn Ser Lys Ser Thr Leu Tyr 
65 70 75 80 

Leu Gln Met Asn ser Leu Thr Ala Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Cys Trp Arg Gly Tyr Asp Pro Leu Thr Gly Tyr Tyr Thr Gly 
100 105 110 

Tyr Tyr Phe Asp Tyr Trp Gly Pro Gly Thr Leu Val Thr val ser Ser 
115 120 125 

<210> 	168 
<211> 	107 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/63 5A-H6L1; light chain; 10/63 5A-1_074 

<400> 	168 

Glu Ile val Leu Thr Gln ser Pro Ser Ser Leu Ser Ala Ser Ile Gly 
1 	 5 10 15 

Asp Arg val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile ser Asn Tyr 
20 25 30 

Leu Ala Trp Tyr Gln Gln Arg Pro Gly Lys Val Pro Lys Leu Leu Ile 
35 40 45 
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Tyr Ala Ala Ser Thr Leu Gin Ser Gly Val Ser Ser Arg Phe ser Gly 

50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 
65 70 75 80 

Glu Asp Val Ala Thr Tyr Tyr Cys Gln Lys Tyr Asn Asn Ala Pro Val 
85 90 95 

Thr Phe Gly Gly Gly Thr Lys val Glu Ile Lys 
100 105 

<210> 	169 
<211> 	120 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/63 5B-H1L1, heavy chain; 10/63 561_043 

<400> 	169 

Gln val Gin Leu Gln Gln ser Gly Pro Gly Leu val Arg Pro ser Glu 
1 	 5 10 15 

Thr Leu Ser Leu Thr Cys Ser val Ser Gly Gly Ser Ile Ser Ser Ile 
20 25 30 

Thr Pro Tyr Trp Gly Trp -Ile Arg Gin Pro Pro Gly Lys Gly Leu Glu 
35 40 45 

Trp Ile Gly Ser Leu Ala Tyr Ser Gly Asp Thr Tyr Tyr Asn Pro Ser 
50 55 60 

Leu Lys Ser Arg Val Thr Ile Ser Leu Asp Thr ser Glu Thr Gln Phe 
65 70 75 80 

ser Leu Lys val Asn ser Val Thr Ala Ala Asp Thr Ala Leu Tyr Phe 
85 90 95 

Cys Ala Arg His His Ser Ser Gly Asn Ala Leu Asp Tyr Trp Gly Gln 
100 105 110 

Gly Ile Leu val Thr val Ser ser 
115 120 

<210> 	170 
<211> 	107 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/63 56-H1L1; light chain; 	10/63 561_053 

<400> 170 
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Glu Thr Thr Leu Thr Gln Ser Pro Ser Ser Leu ser Ala ser val Gly 
1 	 5 10 15 

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Tyr 
20 25 30 

Leu Ala Trp Tyr Gln Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Phe Gly Ala ser Thr Leu Gln ser Gly Val Pro Ser Arg Phe Ser Gly 
50 	 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 
65 	 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Leu Asn Asn Tyr val Leu 
85 90 95 

Thr Phe Gly Gly Gly Thr Lys Val Glu Ile Lys 
100 105 

<210> 	171 
<211> 	125 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/63 5C-H2L1, heavy chain; 10/63 502_041 

<400> 	171 

Glu Val Gln Leu Val Gln Ser Gly Ala Glu Met Glu Lys Pro Gly Ser 
1 	 5 10 15 

Ser Val Lys Val Ser Cys Lys Ser Ser Gly Gly Thr Phe Asn Asn Tyr 
20 25 30 

Ala Ile Ser Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met 
35 40 45 

Gly Gly Ile Asn Pro Leu Phe Arg Thr Val Asn Tyr Ala Gin Lys Phe 
50 	 55 60 

Gln Gly Arg val Thr Ile Thr Ala Asp Glu Ser Thr ser Thr Ala Tyr 
65 	 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Gly Ala Tyr Cys Ser Ala Thr Ser Cys Ser Ser Gly Gln Trp Leu 
100 105 110 

val Tyr Trp Gly Gln Gly Thr Leu val Thr val ser Ser 
115 120 125 

Page 74 

SUBSTITUTE SHEET (RULE 26) 



PCT/SG2012/000477 
18 Jan 2013 

SequenceListing_ST25 

<210> 	172 
<211> 	115 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/63 5C-H2L1; light chain; 10/63 5C1_049.abl 

<400> 	172 

Asp Val Val Met Thr Gln Ser Pro Asp Ser Leu Ala val Ser Leu Gly 
1 	 5 10 15 

Glu Arg Ala Thr Ile Asn Cys Lys Ser Ser Gln Ser Val Phe His Ser 
20 25 30 

ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln 
35 40 45 

Pro Pro Arg Leu Leu Ile Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr 
65 70 75 80 

Ile Ser Ser Leu Gln Ala Glu Asp Val Ala Val Tyr Tyr Cys Gln Gln 
85 90 95 

Tyr Tyr Ser Ser Pro Pro Val Phe Thr Phe Gly Pro Gly Thr Lys Val 
100 105 110 

Asp val Lys 
115 

<210> 	173 
<211> 	125 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/63 5H-H3L1; heavy chain; 	10/63 5H3_044 

<400> 	173 

Gln val Gln Leu Gln Glu ser Gly Pro Gly Leu Val Lys Pro Ser Glu 
1 	 5 10 15 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Asn Asn Ser 
20 25 30 

Asn Tyr Tyr Trp Ser Trp Ile Arg Gln Ser Pro Gly Arg Gly Leu Glu 
35 40 45 

Trp Ile Gly Gly Ile Tyr Phe Ser Gly Thr Thr Tyr Tyr.  Asn Pro Ser 
50 55 60 
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Leu Gln Ser Arg Val Thr Ile Ser Ile Asp Thr Ser Lys Asn Gln Phe 
65 	 70 75 80 

Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Ile Tyr Tyr 
85 90 95 

Cys Val Arg Gln Met Asn Tyr Tyr His Leu Gly Ser Ser Val Gly Phe 
100 	 105 110 

Asp Pro Trp Gly Gln Gly Ala Leu Ala Thr Val ser Ser 
115 120 125 

<210> 	174 
<211> 	107 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/63 5H-H3L1; light chain; 	10/63 5H-1_095 

<400> 	174 

Asp Val Val Met Thr Gln Ser Pro Ala Thr Leu Ser Val Ser Pro Gly 
1 	 5 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin ser val Ser Ser Asn 
20 	 25 30 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro ser Leu Leu Ile 
35 	 40 45 

Tyr Glu Ala ser Thr Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly 
50 	 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Ser 
65 	 70 75 80 

Glu Asp Phe Ala Ile Tyr Tyr Cys Gln.  Gln Tyr Asn Asp Trp Leu Trp 
85 90 95 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Arg 
100 105 

<210> 	175 
<211> 	122 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/63 6c-H8L1; heavy chain; 10/63 6c8_036 

<400> 	175 

Gln Val Gln Leu Gln Glu Ser Gly Ala Glu val Lys Lys Pro Gly Ser 
1 	 5 10 15 
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Asp Thr Leu Asn Thr Tyr 
20 25 30 

Thr Leu ser Trp val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Leu 
35 40 45 

Gly Gly Ile Ile His Pro Phe Gly Thr Glu Asn Tyr Ala Gin Lys Phe 
50 	 55 60 

Gln Gly Arg Leu Thr Ile Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr 
65 	 70 75 80 

Met Glu Leu Arg Ser Leu Thr Ser Glu Asp Met Ala Val Tyr Phe Cys 
85 90 95 

Ala Arg His His Arg His Ile Leu Thr Gly Glu Arg Thr Asp Tyr Trp 
100 105 110 

Gly Gln Gly Thr Leu Val Thr val ser ser 
115 120 

<210> 	176 
<211> 	108 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/63 6C-H8L1, light chain; 	10/63 6C-1_091 

<400> 	176 

Glu Ile Val Leu Thr Gln ser Pro ser Ser Leu Ser Ala Ser val Gly 
1 	 5 10 15 

Asp Arg Val Thr Ile Thr Cys Gin Ala Ser Gln Asp Ile Arg Asn Ser 
20 25 30 

Leu Asn Trp Tyr Gln Gln Lys. Pro Gly Lys Ala Pro Ile Leu Leu Ile 
35 40 45 

Tyr Asp Ala ser Asn Leu Lys Thr Gly Val Pro ser Arg Phe ser Gly 
50 	 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Gln Pro 
65 	 70 75 80 

Glu Asp Ile Ala Thr Tyr Phe Cys Gln His Tyr Asp Asn Leu Pro Leu 
85 90 95 

Phe Thr Phe Gly Pro Gly Thr Lys val Asp Ile Lys 
100 105 
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<210> 	177 
<211> 	122 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/63 6E-H6L1; heavy chain; 10/63 6E6_034 

<400> 	177 

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser 
1 	 5 10 15 

ser val Lys Val ser Cys Lys ser Ser Gly Gly Thr Leu Asn ser Tyr 
20 	 25 30 

Thr Ile Ser Trp Val Arg Gln Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Gly Ile Asn Pro Ile Phe Gly Thr Thr Asn Asn Ala Gln Lys Phe 
50 	 55 60 

Gln Gly Arg Val Thr Ile Thr Ala Asp Lys Ser Thr Asn Thr Val Tyr 
65 	 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Gly Gly His His Ile Leu Thr Gly Arg Tyr ile Asp Asp Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val ser Ser 
115 120 

<210> 	178 
<211> 	108 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/63 6E-H6L1; heavy chain; 10/63 6E1_058 

<400> 	178 

Asp Val Val Met Thr Gln Ser Pro Ser ser Leu Ser Ala Ser Val Gly 
1 	 5 10 15 

Asp Arg Val Thr Ile Thr Cys Gln Ala Ser Gln Asp Ile Ser Asn Tyr 
20 	 25 30 

Leu Asn Trp Tyr Gln Gln Lys Ala Gly Lys Gly Pro Lys Leu Leu Ile 
35 	 40 45 

Tyr Asp Ala Ser Asn Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly 
50 	 55 60 
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Ser Gly Ser Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser Leu Gln Pro 
65 70 75 80 

Glu Asp Val Ala Thr Tyr Tyr Cys Gln Gln Tyr Asp Asn Leu Pro Arg 
85 90 95 

His Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys 
100 105 

<210> 	179 
<211> 	127 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/63 7E-H1L1; heavy chain; 10/63 7E1_061 

<400> 	179 

Glu val Gln Leu Val Glu Thr Gly Gly Gly Val Val Gln Pro Gly Arg 
1 	 5 10 15 

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Asn Phe Asn Glu Tyr 
20 25 30 

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala val val Ala Tyr Asp Gly Ile Asn Lys Tyr Tyr Glu Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Ser 
65 70 75 80 

Leu Gln Met Asn Ser Leu Gln Pro Glu Asp Thr. Ala val Tyr Phe Cys 
85 90 95 

Ala Lys Ser Ala Gly Ser Thr Leu Lys Thr Val Ile Ser Leu Leu Gln 
100 105 110 

Pro Phe Asp Ile Trp Gly Gln Gly Thr Met Val Thr Val Ser Ser 
115 120 125 

<210> 	180 
<211> 	108 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/63 7E-H1L1; light chain; 10/63 7E-1_087 

<400> 	180 

Asp Val Val Met Thr Gln Ser Pro Ala Thr Leu Ser Val Ser Pro Gly 
1 	 5 10 15 
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Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Asn _ 	

20 25 30 

Leu Gly Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile 
35 40 45 

Tyr Asp Ala Ser Thr Arg Ala Thr Gly Ile Pro Pro Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr. Ile Ser ser Leu Gln Ser 
65 70 75 80 

Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gin Tyr His Asp Trp Pro Pro 
85 90 95 

Tyr Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys 
100 105 

<210> 	181 
<211> 	123 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/63 7G-H1L1; heavy chain; 10/63 7G1_055 

<400> 	181 

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Ala Lys Pro Gly Gly 
1 	 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asn Ala 
20 25 30 

Trp Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Gly Arg Ile Lys Asn Lys Ile Asp Gly Glu Thr Thr Asp Tyr Ala Ala 
50 55 60 

Ser Val Lys Gly Arg Phe Ile Ile Ser Arg Asp Asp Ser Lys Asn Thr 
65 70 75 80 

val Tyr Leu Gin Met Asn ser Leu Lys Thr Glu Asp Thr Ala Glu Tyr 
85 90 95 

Trp Cys Thr Ile Tyr Phe Tyr Asp Arg Ser Gly Tyr Phe Phe Asp His 
100 105 110 

Trp Gly Gln Gly Thr Leu Val Thr val Ser Ser 
115 120 

<210> 	182 
<211> 	106 
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<212> PRT 
<213> Artificial sequence 

<220> 
<223> Ab 10/63 7G-H1L1; light chaiii; 10/63 7G-1_081 - 

<400> 182 

Asp Val Val Met Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly 
1 5 10 15 

Gln Arg Ala Thr Phe Ser Cys Arg Ala ser Gln Ser val ser ser Tyr 
20 25 30 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gin Ala Pro Arg Leu Leu Ile 
35 40 45 

Phe Asp Ala Ser His Arg Ala Thr Gly Ile Pro Ala Arg Phe ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Ile Leu Thr Ile Ser Ser Leu Glu Pro 
65 70 75 80 

Glu Asp Phe Ala Val Tyr Tyr Cys Leu Gln Arg Gly Lys Trp Pro ser 
85 90 95 

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys 
100 105 

<210> 183 
<211> 123 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Ab 10/63 7H-H1L1; heavy chain; 	10/63 7H-L060 

<400> 183 

Gln Val Gln Leu val Gln Ser Gly Gly Gly Leu Ala Lys Pro Gly Gly 
1 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asn Ala 
20 25 30 

Trp Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp val 
35 40 45 

Gly Arg Ile Lys Asn Lys Ile Asp Gly Glu Thr Thr Asp Tyr Ala Ala 
50 55 60 

Ser Val Lys Gly Arg Phe Ile Ile Ser Arg Asp Asp Ser Lys Asn Thr 
65 70 75 80 

Val Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Glu Tyr 
85 90 95 
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Trp Cys Thr Ile Tyr Phe Tyr Asp Arg Ser Gly Tyr Phe Phe Asp His 
100 105 110 

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser 
115 120 

<210> 	184 
<211> 	106 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/63 7H-H1L1; light chain; 10/63 7H-L038 

<400> 	184 

Glu Ile Val Leu Thr Gln ser Pro Ala Thr Leu ser Leu Ser Pro Gly 
1 	 5 10 15 

Gln Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Tyr 
20 25 30 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile 
35 40 45 

Phe Asp Ala Ser His Lys Thr Thr Gly Ile Pro Ala Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Ile Leu Thr Ile Ser Ser Leu Glu Pro 
65 	 70 75 80 

Glu Asp Phe Ala val Tyr Tyr Cys Leu Gln Arg Gly Lys Trp Pro Ser 
85 90 95 

Phe Gly Gln Gly Thr Arg Leu Glu Ile Lys 
100 105 

<210> 	185 
<211> 	127 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/63 8F-H1L1; heavy chain; 10/63 8F1_051 

<400> 	185 

Glu Val Gln Leu Val Gln Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 
1 	 5 10 15 

Thr Leu Ser Leu Thr Cys Thr Val ser Gly Gly Ser Ile Ser Ser Ser 
20 25 30 

Ser Tyr Tyr Trp Gly Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu 
35 40 45 
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Trp Ile Gly Gly Ile Tyr Tyr Thr Gly Thr Thr Tyr Tyr Asn Pro Ser 
50 55 60 

Leu Asn Ser Pro Val Thr Ile Ser Ile Asp Met Ser Lys Asn His Phe 
65 70 75 80 

Ser Leu Glu Leu Thr Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr 
85 90 95 

cys Ala Arg Gln Ala val Phe Ala Glu Ala Thr Gly Thr Thr Ile Gly 
100 105 110 

,Ala Ile Asp Tyr Trp Gly Gin Gly Thr Leu val val val Ser ser 
115 120 125 

<210> 	186 
<211> 	107 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	Ab 10/63 8F-H1L1; light chain; 10/63 8F-1_036 

<400> 	186 

Asp val val Met Thr Gin ser Pro ser Ser val ser Ala Ser val Gly 
1 	 5 10 15 

Asp Arg Val Ile Ile Thr Cys Arg Ala Ser Gln Ser Phe Asn Asn Trp 
20 25 30 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Tyr Gly Ala Ser Thr Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 55 60 

Ser Gly ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Tyr Cys Gln Gln Ala ser Ser Phe Pro Trp 
85 90 95 

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys 
100 105 

<210> 	187 
<211> 	117 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/63 3D-H2L2; heavy chain; 	10/63 3D 
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<400> 	187 

Gly Thr His Ile Glu Trp Leu Val Leu Arg Leu Ser Cys Ala Ala Ser 
1 	 5 10 15 

Gly Phe Thr Phe Ser Ser Tyr Gly Met His Trp Val Arg Gln Ala PrO 
20 25 30 

Gly Lys Gly Leu Glu Trp Val Ala Val Ile Ala Tyr Asp Gly Ile Asn 
35 40 45 

Lys Tyr Tyr Ala Asp Phe Val Lys Gly Arg Phe Thr Ile Ser Arg Asp 
50 	 55 60 

Asn Ser Lys Asn Thr Val Tyr Leu Gln Met Ile Ser Leu Gly Pro Glu 
65 	 70 75 80 

Asp Thr Ala val Tyr Tyr Cys Ala Arg Glu Tyr Cys Ser Ser Thr Thr 
85 90 95 

Cys Ile Asn ser Phe Leu Thr Pro Asp Tyr Trp Gly Gln Gly Thr Leu 
100 105 110 

Val Ile Val Ser Ser 
115 

<210> 	188 
<211> 	107 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	Ab 10/63 3D-H2L2; light chain; 10/63 3D-2_071.abl 

<400> 	188 

Glu Ile Val Leu Thr Gin Ser Pro Ser Ser Val Ser Ala Ser val Gly 
1 	 5 10 15 

Asp Arg val Thr Ile Thr Cys Arg Ala Ser Gln Pro Ile Ser Ser Trp 
20 25 30 

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile 
35 40 45 

Tyr Ala Ala Ser Ser Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly 
50 	 55 60 

Ser Gly ser Gly Thr Asn Phe Thr Leu Thr Ile ser ser Leu Gln Pro 
65 	 70 75 80 

Asp Asp Phe Val Thr Tyr Tyr Cys Gin Gln Ala Asn Ser Phe Pro Tyr 
85 90 95 
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Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys 

100 	 105 

<210> 189 
<211> 100 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> lst_BASE_945644_A3-3M1-611_Ck516 

<220> 
<221> misc_feature 
<222> (1)..(1) 
<223> 	Xaa can be any naturally occurring amino acid 

<400> 189 

xaa ser Pro ser Phe Leu ser Ala Ser val Gly Asp Arg val Thr Ile 
1 5 	 10 15 

Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Ser Leu Ala Trp Tyr Gln 
20 	 25 30 

Gln Arg Pro Gly Glu Ala Pro Lys Leu Leu Ile Tyr Ala Ala Ser Thr 
35 	 40 45 

Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr 
50 55 60 

Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Glu Asp Phe Ala Thr 
65 70 75 80 

Tyr Tyr cys Gln Gln Leu Asn ser Tyr Leu Phe Gly Gly Gly Thr Lys 
85 	 90 95 

Val Glu Ile Lys 
100 

<210> 190 
<211> 100 
<212> PRT 
<213> 	Artificial Sequence 

<220> 
<223> lst_BASE_945644_A3-3M1-611_Ck516 

<220> 
<221> misc_feature 
<222> (1)..(1) 
<223> xaa can be any naturally occurring amino acid 

<400> 190 

Xaa Ser Pro Ser Phe Leu Ser Ala Ser Val Gly Asp Arg Val Thr Ile 
1 5 	 10 15 
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Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser Ser Leu Ala Trp Tyr Gln 

20 25 30 

Gln Arg Pro Gly Glu Ala Pro Lys Leu Leu Ile Tyr Ala Ala Ser Thr 
35 40 45 

Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr 
50 	 55 60 

Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Glu Asp Phe Ala Thr 
65 	 70 75 80 

Tyr Tyr Cys Gin Gin Leu Asn Ser Tyr Leu Phe Gly Gly Gly Thr Lys 
85 

val Glu Ile Lys 
100 

90 95 

<210> 	191 
<211> 	127 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	1st_BASE_878760_A3-3M1-D1_PWCgamma 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	Xaa can be any naturally occurring amino acid 

<400> 	191 

xaa val Gln Leu Leu Glu ser Gly Gly Gly Leu val Gin Pro Gly Arg 
1 	 5 10 15 

Ser Leu Arg Leu Ser Cys Thr Ala Ser Gly Phe Thr Phe Gly Asp Tyr 
20 '25 30 

Ala Met Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Gly Phe Ile Arg Ser Lys Ala Tyr Gly Gly Thr Thr Glu Tyr Ala Ala 
50 	 55 60 

Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Ser Ile 
65 	 70 75 80 

Ala Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr 
85 90 95 

Tyr Cys Thr Arg Thr Arg Gly ser Ser Trp Ser His Tyr Tyr Tyr Tyr 
100 105 110 
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Gly Met Asp Val Trp Gly Gin Gly Thr Thr Val Thr val ser Ser 

115 	 120 125 

<210> 	192 
<211> 	102 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_945652_A3-3M1-Dl_Ck516 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	Xaa can be any naturally occurring amino acid 

<400> 	192 

xaa Ser Pro Ser ser Leu Ser Ala Ser Val Gly Asp Arg Val Thr Ile 
1 	 5 10 15 

Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr Leu Asn Trp Tyr Gln 
20 25 30 

Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr Ala Ala Ser ser 
35 	 40 45 

Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr 
50 	 55 60 

Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Glu Asp Phe Ala Thr 
65 	 70 75 80 

Tyr Tyr Cys Gln Gln Ser Tyr Ser Thr Pro Tyr Thr Phe Gly Gln Gly 
85 90 95 

Thr Lys Leu Glu Ile Lys 
100 

<210> 	193 
<211> 	123 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	lst_BASE_973574_A3_3M2_D3_H_2_1146 

<400> 	193 

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Arg Pro Gly Gly 
1 	 5 10 15 

Ser Leu Arg Leu Ser Cys Val Gly Ser Gly Phe Asn Phe Gly Arg His 
20 25 30 

Trp Ile Ser Trp Val Arg Gln Ala Pro Gly Asn Gly Leu Glu Trp Val 
35 	 40 45 
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Ala Asn Ile Lys Glu Asp Gly Ser Ala Lys Tyr Tyr Val Glu Ser Val 
50 55 60 

Lys Gly Arg Phe Thr Ile val Arg Asp Asn Ala Lys Asn Ser Leu Phe 
65 70 75 80 

Leu Gln Met Ser Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Glu Ser Cys Thr Gly Val Thr Cys Gln Gly Phe Leu Asp Phe 
100 105 110 

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser 
115 120 

<210> 	194 
<211> 	102 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_945681_A3-3M2-D3_Ck516 

<220> 
<221> 	misc_feature 
<222> 	(1)—(1) 
<223> 	Xaa can be any - naturally occurring amino acid 

<400> 	194 

Xaa Ser Pro Ser Ser Leu Ser Ala Ser Ile Gly Asp Arg Val Thr Ile 
1 	 5 10 15 

Ala Cys Arg Ala Ser Gln Asn Ile Gly Ile Phe Leu Asn Trp Tyr His 
20 25 30 

His Lys Pro Gly Glu Ala Pro Lys Leu Leu Ile Tyr Ala Ala ser Thr 
35 40 45 

Leu Gln Thr Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr 
50 55 60 

Glu Phe Thr Leu Thr Ile ser Ser Leu Glu Arg Glu Asp Phe Ala Thr 
65 70 75 80 

Tyr Tyr Cys Gln Gln Thr Tyr Ser Met Phe Tyr Ser Phe Gly Gln Gly 
85 90 95 

Thr Asn Leu Val Ile Lys 
100 

<210> 	195 
<211> 	121 
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<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_892549_A3-3M2-F5_PWCgamma 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	xaa can be any naturally occurring amino acid 

<400> 	195 

xaa val Gln Leu Leu Glu Ser Gly Pro Gly Leu Val Lys Pro Ala Gly 
1 	 5 10 15 

Thr Leu Ser Leu Asn Cys Ala Val Ser Gly Gly Ser Ile Ser Thr Ser 
20 25 30 

Asn Trp Trp Ser Trp Leu Arg Gln Ser Pro Gly Lys Gly Leu Glu Trp 
35 40 45 

Ile Gly Glu Ile His His Ser Gly Asn Thr Asn Tyr Asn Pro Ser Leu 
50 55 60 

Lys Ser Arg Leu Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser 
65 70 75 80 

Leu Lys Leu Thr Ser val Thr Ala Ala Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Gly Arg Thr Gly Val Ile Ala Thr Pro Gly Gin Ile Asp Tyr Trp Gly 
100 105 110 

Gln Gly Ile Leu Val Thr val Ser Ser 
115 120 

<210> 	196 
<211> 	102 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	lst_BASE_945687_A3-3M2-F5_Ck516 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	Xaa can be any naturally occurring amino acid 

<400> 	196 

Xaa Ser Pro Ser Ser Leu Ser Ala Ser val Gly Asp Arg Val Thr Ile 
1 	 5 10 15 

Thr Cys Arg Ala Ser Gln Ser Ile Ser Arg Phe Leu Asn Trp Tyr Gln 
20 25 30 
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Gln Arg Pro Gly Lys Ala Pro Asn Leu Leu Ile Tyr Ala Ala Ser Asn 
35 40 45 

Leu Gln Gly Gly Val Pro ser Arg Phe ser Gly ser Gly ser Gly Thr 
50 55 60 

Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Glu Asp Phe Ala Thr 
65 70 75 80 

Tyr Tyr Cys Gln Gln Thr Tyr Ser Ser Pro Pro Thr Phe Gly LeU Gly 
85 90 95 

Thr Lys val Glu Ile Lys 
100 

<210> 	197 
<211> 	122 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	lst_BAsE_892571_A3-3m3-c4_Pwcgamma 

<220> 
<221> 	misc_feature 
<222> 	(1)—(1) 
<223> 	Xaa can be any naturally occurring amino acid 

<400> 	197 

Xaa Val Gln Leu Leu Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly 
1 	 5 10 15 

ser Leu Arg Leu ser Cys Ala Ala Ser Gly Ile Thr Leu Arg Asn Tyr 
20 25 30 

Glu val Asn Trp val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Leu 
35 40 45 

Ser Tyr Ile Ser Ile Arg Gly Asn Thr Ile Tyr Tyr Ala Asp Ser Ala 
50 55 60 

Lys Gly Arg Phe Thr val ser Arg Asp Asn Ala Glu Asn Ser val Phe 
65 70 75 80 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Trp ser Arg Gly Asn Ser Asp Ser Gly Gly Met Asp Val Trp 
100 105 110 

Gly Gln Gly Thr Thr val Thr val Ser Ser 
115 120 
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<210> 	198 
<211> 	104 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	1st_BASE_945760_A3-3M3-C4_Ck516 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	Xaa can be any naturally occurring amino acid 

<400> 	198 

Xaa Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu 
1 	 5 10 15 

Ser Cys Arg Ala Ser Gln Ser Val Asn Ser Arg Phe Leu Ala Trp Tyr 
20 25 30 

Gln Gin Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr Ala Ala Ser 
35 40 45 

Tyr Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Glu 
50 55 60 

Thr Asp Phe Thr Leu Thr Ile Asn Arg Leu Glu Pro Glu Asp Val Ala 
65 70 75 80 

val Tyr Phe Cys His Gln Tyr Gly Phe Ser Pro Pro Tyr Val Phe Gly 
85 90 95 

Gln Gly Thr Arg Leu Glu Ile Lys 
100 

<210> 	199 
<211> 	120 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_892606_A3-3M3-G3_PWCgamma 

<400> 	199 

Gln val Gln Leu val Glu Thr Gly Pro Glu Val Lys Lys Pro Gly Thr 
1 	 5 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Phe Thr Phe Thr Ser Ser 
20 25 30 

Gly Ile Gln Trp Val Arg Gln Ala Arg Gly Gln Ser Leu Glu Trp Ile 
35 40 45 
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Gly Trp Ile Val Val Gly ser Asp Met Thr Asn Tyr Ala Arg Lys Leu 

50 	 55 60 

Gln Gly Arg Val Thr Ile Thr Trp Asp Met Ser Thr Ser Thr Ala Tyr 
65 	 70 75 80 

Met Glu Leu Asn Ser Leu Arg Ser Glu Asp Ser Ala Ile Tyr Tyr Cys 
85 90 95 

Ala Ala Val Gly Thr Ser Pro Pro Pro Tyr Phe Asp His Trp Gly Gln 
100 105 110 

Gly Thr Leu val Thr val Ser Ser 
115 120 

<210> 	200 
<211> 	101 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_945781_A3-3m3-G3_Ck516 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	Xaa can be any naturally occurring amino acid 

<400> 	200 

Xaa Ser Pro Ser Phe Leu Ser Ala Ser Val Gly Asp Arg Val Thr Ile 
1 	 5 10 15 

Thr Cys Arg Ala Ser Gln Gly Ile Tyr Ser Tyr Leu. Ala Trp Phe Gln 
20 25 30 

Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr Ser Val Ser Thr 
35 40 4S 

Leu Gln Ser Gly Val Pro ser Arg,  Phe ser Gly Ser Gly Ser Gly Thr 
50 	 55 60 

Asp Phe Thr Leu Thr Ile Asn ser Leu Gln Pro Glu Asp Phe Ala Thr 
65 	 70 75 80 

Tyr Tyr Cys Gln Gln Leu Asn Gly Tyr Pro Ser Phe Gly Gln Gly Thr 
85 90 95 

Arg Leu Glu Ile Arg 
100 

<210> 	201 
<211> 	120 
<212> 	PRT 
<213> 	Artificial Sequence 
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<220> 
<223> 	lst_BASE_904578_A3-2M1-A5_PWCgamma 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	xaa can be any naturally occurring amino acid 

<400> 	201 

xaa val Gln Leu Leu Glu Ser Gly Gly Ala Leu val Gln Pro Gly Gly 
1 	 5 10 15 

Ser Leu Arg Leu Ser Cys Thr Ala Ser Asp Phe Thr Phe Ser Asp Tyr 
20 25 30 

Asp Met Asn Trp val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Leu 
35 40 45 

Ser Tyr Ile Asn Ser Arg Gly Val Thr Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr 
65 70 	 75 80 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Leu Tyr Tyr Cys 
85 90 95 

Ala Arg Gly Leu Arg Gly His Asp Tyr Gly Met Asp Val Trp Gly Gln 
100 

Gly Thr Thr val Thr 

105 

val Ser ser 

110 

115 120 

<210> 	202 
<211> 	104 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_945500_A3-2M1-A5_Ck516 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	xaa can be any naturally occurring amino acid 

<400> 	202 

xaa ser Pro Gly Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu 
1 	 5 10 15 

Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Arg Phe Leu Ala Trp Tyr 
20 25 30 
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Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser 

35 40 45 

Ser Arg Ala Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Glu 
50 55 60 

Thr Asp Phe Thr Leu Ser Ile ser Arg Leu Glu Pro Glu Asp Phe Ala 
65 70 75 80 

val Tyr Phe Cys Leu Gln Tyr Gly Phe Ser Pro Pro Tyr Thr Phe Gly 
85 90 95 

Gln Gly Thr Lys Leu Glu Ile Lys 
100 

<210> 	203 
<211> 	126 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_896204_A3-2M2-G8_PWCgamma 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	Xaa can be any naturally occurring amino acid 

<400> 	203 

xaa Val Gln Leu Leu Glu ser Gly Gly Arg Leu val Arg Pro Gly Gly 
1 	 5 10 15 

Ser Gln Arg Leu Ser Cys Thr Ala Ser Gly Phe Ser Phe Ser Ser Tyr 
20 25 30 

Glu Met Ser Trp val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp val 
35 40 45 

Ser Tyr Ile ser ser ser Gly Thr Thr Ile Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr Ile Ser Arg ASp Asn Ala Lys Asn Ser Leu Tyr 
65 70 75 80 

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys 
85 90 95 

Ala Arg Leu Leu Leu Leu Trp Leu Gly Glu Thr Thr Ala Met Asp Gly 
100 105 110 

Met Asp Val Trp Gly Gln Gly Thr Thr val Thr val Ser ser 
115 120 125 
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<210> 	204 
<211> 	102 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	lst_BASE_945551_A3-2M2-G8_Ck516 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	xaa can be any naturally occurring amino acid 

<400> 	204 

Xaa Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg val Thr Ile 
1 	 5 	 10 15 

Thr Cys Arg Ala Ser Gln Lys Ile Asn Arg Phe Leu Asn Trp Tyr Gln 
20 	 25 30 

Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr Ala Ala Ser Ser 
35 	 40 45 

Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr 
SO 	 55 60 

Glu Phe Thr Leu Thr Ile Thr Ser Leu Gin Pro Asp Asp Phe Ala Thr 
65 	 70 	 75 80 

Tyr Tyr Cys Gln Gln Ser Tyr Thr Ser Pro Leu Thr Phe Gly Gly Gly 
85 	 90 95 

Thr Lys val Glu Ile Lys 
100 

<210> 	205 
<211> 	120 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 	- 
<223> 	lst_BASE_896206_A3-2M2-H5_PWCgamma 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	Xaa can be any naturally occurring amino acid 

<400> 	205 

Xaa val Gln Leu Leu Glu ser Gly Gly Gly Leu Val Gln Pro Gly Gly 
1 	 5 	 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asn Tyr 
20 	 25 30 
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Ala met ser Trp val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp val 

35 40 45 

Ser Val Ile Tyr Asn Gly Gly ser Ser Thr Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr Ile ser Arg Asp Asn ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Arg Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Lys Phe Leu val Leu Pro Ala Ala Ala Ala Asp Tyr Trp Gly Gln 
100 105 110 

Gly Thr Leu Val Thr Val Ser ser 
115 120 

<210> 	206 
<211> 	98 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	lst_BASE_945554_A3-2M2-H5_Ck516 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	Xaa can be any naturally occurring amino acid 

<220> 
<221> 	misc_feature 
<222> 	(98)..(98) 
<223> 	Xaa can be any naturally occurring amino acid 

<400> 	206 

Xaa ser Pro ser Phe Leu ser Ala Ser val Gly Asp Arg val Thr Ile 
1 	 5 10 15 

Thr Cys Arg Ala Ser Gln Gly Ile Ser Ser His Leu Ala Trp Tyr Gln 
20 25 30 

Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr Ala Ala Ser Thr 
35 40 45 

Leu His Thr Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr 
50 55 60 

Glu Phe Thr Leu Thr Ile Thr Ser Leu Gln Pro Glu Asp Phe Ala Thr 
65 70 75 80 

Tyr Tyr Cys Gln Gln Pro Gly Ala Phe Gly Pro Gly Thr Arg Leu Asp 
85 90 95 
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Ile Xaa 

<210> 	207 
<211> 	130 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	lst_BASE_897923_A3-2M3-C9_PWCgamma 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	Xaa can be any naturally occurring amino acid 

<400> 	207 

Xaa Val Gin Leu Leu Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Arg 
1 	 5 10 15 

ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Pro Phe Ser Ser Tyr 
20 25 30 

Glu Met Asn Trp val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Ile 
35 40 45 

Ser Tyr Ile Ser Ser Thr Gly Ser Pro Ile His Tyr Ala Asp Ser Val 
50 55 60 

Arg Gly Arg Phe Thr Ile Ser Arg. Asp Asn Ala Lys Asn Ser Leu Tyr 
65 70 75-  80 

Leu His Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Ile Tyr Tyr Cys 
85 90 95 

Ala Gly Asp Leu Leu Leu Trp Val Pro Glu Ala Thr Gly Ala Thr Ala 
100 105 110 

Gly Thr Gly Gly Leu Asp val Trp Gly Gln Gly Thr Thr Val Thr val 
115 120 125 

Ser Ser 
130 

<210> 	208 
<211> 	102 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	1st_JBASE_949089_A3-2M3-C9_Ck516 

<220> 
<221> 	misc_feature 

Page 97 

SUBSTITUTE SHEET (RULE 26) 



PCT/SG2012/000477 
18 Jan 2013 

SequenceListing_ST25 
<222> 	(1)..(1) 
<223> 	Xaa can be any naturally occurring amino acid 

<400> 	208 

Xaa Ser Pro Ser Phe Leu Tyr Ala Ser Val Gly Asp Arg Val Thr Ile 
1 	 5 10 15 

Thr Cys Arg Ala Ser Gln Thr Ile Ser Lys Tyr Leu Asn Trp Tyr His 
20 25 30 

Gln Lys Pro Gly Lys Ala Pro Asn Leu Leu Ile Tyr Ala Ala Ser Ser 
35 40 45 

Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly ser Gly Thr 
50 55 60 

Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Glu Asp Phe Ala Thr 
65 70 75 80 

Tyr Tyr Cys Gin Gln ser Tyr Ser Ile Pro Arg Thr Phe Gly Gln Gly 
85 90 95 

Thr Lys Val Glu Ile Lys 
100 

<210> 	209 
<211> 	98 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_992133_A3-2M3-E9-H-l_Resend_1146_Resend 

<400> 	209 

Glu Val Gln Leu Val Gin Ser Glu Thr Glu Val Lys Glu Pro Gly Gin 
1 	 5 10 15 

Ser Leu Lys Ile Ser Cys Lys Gly Ser Gly Tyr Thr Phe Thr Asn Tyr 
20 25 30 

Trp Ile Gly Trp Val Cys Gln Met Pro Gly Lys Gly Leu Glu Trp Met 
35 40 45 

Gly Ile Ile Tyr Pro Gly Asp ser Glu Thr Arg Tyr Ser Pro Ser Phe 
50 55 60 

Gin Gly Gln Val Thr Ile Ser Val Asp Lys Ser Ile Ser Thr Ala Tyr 
65 70 75 80 

Leu Gln Trp ser Ser Leu Lys Ala ser Asp Thr Ala Met Tyr Tyr Cys 
85 90 95 

Ala Arg 
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<210> 	210 
<211> 	103 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	1st_BAsE_949097_A3-2m3-E9_Ck516 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	Xaa can be any naturally occurring amino acid 

<400> 	210 

Xaa Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg Val Thr Ile 
1 	 5 10 15 

Thr Cys Arg Ala Ser Gln Ser Val Ser Asn Tyr Leu Asn Trp Tyr Gln 
20 25 30 

Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr Ala Ala Ser Thr 
35 	 40 45 

Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr 
50 	 55 60 

Asp Phe Thr Leu ser Ile ser ser Leu Gln Pro Glu Asp Phe Ala Ile 
65 	 70 75 80 

Tyr Tyr Cys Gln Gln Thr Tyr Ser Pro Pro Gln Asn Thr Phe Gly Gln 
85 90 95 

Gly Thr Lys Leu Glu Ile Lys 
100 

<210> 	211 
<211> 	126 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	lst_BASE_988416_A3-2M3-F9-H-2_1146 

<400> 	211 

Gly Gln val Glu Leu val Glu Ser Gly Pro Gly Leu Val Lys Pro Ser 
1 	 5 10 15 

Gly Ser Leu Ser Leu Thr Cys Ala val Ser Gly Gly Ser Ile Thr Ser 
20 25 30 

Ser Asn Trp Trp Ser Trp val Arg Gln Pro Pro Gly Lys Gly Leu Glu 
35 	 40 45 
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Trp Ile Gly Glu Ile Tyr His Ser Gly Ser Ala Asp Tyr Asn Pro Ser 
50 55 60 

Leu Lys Ser Arg val Thr Ile Ser Val Asp Thr Ser Lys Asn Gin Phe 
65 70 75 80 

Ser Leu Lys Leu Arg Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr 
85 90 95 

Cys Ala Arg val Glu Val Met Ile Lys Phe Gly Gly val Ile Arg Tyr 
100 105 110 

Phe Asp Tyr Trp Gly Leu Gly Thr Leu Val Thr Val Ser Ser 
115 120 125 

<210> 	212 
<211> 	104 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	lst_BASE_949101_A3-2M3-F9_Ck516 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	xaa can be any naturally occurring amino acid 

<400> 	212 

xaa Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg Val Thr Ile 
1 	 5 10 15 

Thr Cys Gln Ala Ser Gln Asp Ile Ser Asn Tyr Leu Asn Trp Tyr Gln 
20 25 30 

Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile Tyr Tyr Ala Ser Asn 
35 40 45 

Leu Glu Thr Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr 
50 55 60 

Asp Phe Thr Phe Thr Ile Ser Ser Leu Gln Pro Glu Asp Phe Ala Thr 
65 70 75 80 

Tyr Tyr Cys Gln Gln Tyr Asp Asn Leu Pro Pro Arg Tyr Thr Phe Gly 
85 90 95 

Gln Gly Thr Lys Leu Glu Ile Lys 
100 

<210> 	213 
<211> 	129 
<212> 	PRT 
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<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_897935_A3-2m3-G3_PwCgamma 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	Xaa can be any naturally occurring amino acid 

<400> 	213 

Xaa Val Gln Leu Leu Glu Ser Gly Gly Ala Leu Val Gln Pro Gly Arg 
1 	 5 10 15 

Ser Leu Arg Leu Ser Cys Thr Ala Ser Gly Phe Thr Phe Gly Asp Phe 
20 25 30 

Ala Leu Ser Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Gly Val Ile Arg ser Lys Gly Tyr Gly Gly Thr Thr Glu Tyr Ala Ala 
50 55 60 

Ser Val Lys Gly Arg Phe Ser Ile Ser Arg Asp Asp Ser Lys Phe Ile 
65 70 75 80 

Ala Tyr Leu Gln Met Asn Ser Leu Glu Thr Glu Asp Thr Ala Val Tyr 
85 90 95 

Phe Cys Thr Ser Thr Thr Leu Tyr Tyr Phe Val ser Gly Arg Ala Lys 
100 105 110 

Asp Tyr Gly Met Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser 
115 120 125 

Ser 

<210> 	214 
<211> 	102 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_949103_A3-2M3-G3_Ck516 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	Xaa can be any naturally occurring amino acid 

<400> 	214 

Xaa Ser Pro Ser Ser Leu Ser Ala Ser val Gly Asp Ser Val Thr Ile 
1 	 5 10. 15 
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Thr Cys Arg Ala Ser Gln Gly Ile Arg Asn Asp Leu Gly Trp Tyr Gln 
20 25 30 

Gln Lys Ala Gly Lys Ala Pro Lys Ala Val Ile Tyr Ala Val Ser Thr 
35 40 45 

Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr 
50 	 55 60 

Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro Glu Asp Phe Ala Thr 
65 	 70 75 80 

Tyr Tyr Cys Leu Gln Asp Tyr Ser Phe Pro Trp Thr Phe Gly Gln Gly 
85 90 95 

Thr Lys Val Glu Ile Lys 
100 

<210> 	215 
<211> 	128 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	lst_BASE_988406_A3-2M3-C2-H-3_1146 

<400> 	215 

Glu Val Gin Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 
1 	 5 10 15 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Ile Thr Ser Ser 
20 25 30 

ser Tyr Tyr Trp Ala Trp Leu Arg Gln Pro Pro Gly Lys Gly Leu Glu 
35 40 45 

Trp Ile Gly Asn. Ile Tyr Tyr Ser Gly Asn Thr Asp Tyr Asn Pro Ser 
50 	 55 60 

Leu Lys Ser Arg Val Thr Ile Ser Ala Asp Thr ser Met Asp Gln Phe 
65 	 70 75 80 

Ser Leu Arg Leu Arg Ser Met Ala Ala Ser Asp Thr Ala Val Tyr Tyr 
85 90 95 

Cys Ala Ser Gly Leu Gln Thr Trp Asp Val Thr Thr Gly Gly Ala Trp 
100 105 110 

Ala Ser Leu Asp Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ala Ser 
115 120 125 

<210> 	216 
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<211> 	105 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	1st_BASE_949084_A3-2M3-C2_Ck516 

<220> 
<221> 	misc_feature 
<222> 	(1)..(1) 
<223> 	Xaa can be any naturally occurring amino acid 

<400> 	216 

Xaa Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly Glu Arg Ala Thr Leu 
1 	 5 	 10 15 

Ser Cys Arg Ala Ser Gln Ser Val Ser Ser Ser Phe Leu Ala Trp Tyr 
20 	 25 30 

Gln His Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile Tyr Gly Ala Ser 
35 	 40 45 

Ile Arg Ala Thr Gly Ile Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly 
50 	 55 60 

Thr Asp Phe Ile Leu Thr Ile Ser Arg Leu Glu Pro Glu Asp Phe Ala 
65 	 70 75 80 

Val Tyr Tyr Cys Gln Gln Phe Gly Arg Thr Pro Pro Met Tyr Thr Phe 
85 	 90 95 

Gly Gln Gly Thr Lys Leu Glu Ile Lys 
100 	 105 

<210> 	217 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3_3M2_D3_H_2_1146; heavy chain; CDR1-IMGT 

<400> 	217 

Gly Phe Asn Phe Gly Arg His Trp 
1 	 5 

<210> 	218 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3_3m2_D3_H_2_1146; heavy chain; CDR2-IMGT 

<400> 	218 

Ile Lys Glu Asp Gly Ser Ala Lys 
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1 	 5 

<210> 	219 
<211> 	16 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3_3M2_D3_H_2_1146; heavy chain; CDR3-IMGT 

<400> 	219 

Ala Arg Glu Ser Cys Thr Gly Val Thr Cys Gln Gly Phe Leu Asp Phe 
1 	 5 10 15 

<210> 	220 
<211> 	6 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	A3-3M2-D3_Ck516; light chain; CDR1-IMGT 

<400> 	220 

Gin Asn Ile Gly Ile Phe 
1 	 5 

<210> 	221 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-3M2-D3_Ck516; light chain; CDR3-IMGT 

<400> 	221 

Gln Gln Thr Tyr Ser Met Phe Tyr Ser 
1 	 5 

<210> 	222 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-2M1-A5_PWCgamma; heavy chain; CDR1-IMGT 

<400> 	222 

Asp Phe Thr Phe Ser Asp Tyr Asp 
1 	 5 

<210> 	223 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-2M1-A5_PWCgamma; heavy chain; CDR2-IMGT 

<400> 	223 
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Ile Asn ser Arg Gly val Thr Lys 
1 5 

<210> 224 
<211> 13 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> A3-2m1-A5_Pwcgamma; heavy chain; CDR3-IMGT 

<400> 224 

Ala Arg Gly Leu Arg Gly His Asp Tyr Gly Met Asp Val 
1 5 	 10 

<210> 225 
<211> 7 
<212> PRT 
<213> 	Artificial sequence 

<220> 
<223> 	A3-2M1-A5_Ck516; light chain; CDR1-IMGT 

<400> 225 

Gln Ser Val Ser Ser Arg Phe 
1 5 

<210> 226 
<211> 10 
<212> PRT 
<213> 	Artificial sequence 

<220> 
<223> 	A3-2M1-A5_Ck516; light chain; coR3-ImGT 

<400> 	226 

Leu Gln Tyr Gly Phe ser Pro Pro Tyr Thr 
1 5 	 10 

<210> 	227 
<211> 	8 
<212> PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-2M2-G8_PWCgamma; heay chain; CDR1-IMGT 

<400> 	227 

Gly Phe Ser Phe Ser Ser Tyr Glu 
1 5 

<210> 	228 
<211> 	8 
<212> PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-2M2-G8_PWCgamma; heavy chain; CDR2-IMGT 
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<400> 228 

Ile Ser Ser Ser Gly Thr Thr Ile 
1 5 

<210> 229 
<211> 19 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> A3-2M2-G8_PWCgamma; heavy chain; CDR3-IMGT 

<400> 229 

Ala Arg Leu Leu Leu Leu Trp Leu Gly Glu Thr Thr Ala Met Asp Gly 
1 5 	 10 15 

Met Asp Val 

<210> 230 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> A3-2M2-G8_Ck516; light chain; CDR1-IMGT 

<400> 230 

Gln Lys Ile Asn Arg Phe 
1 5 

<210> 231 
<211> 9 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> A3-2M2-G8_Ck516; light chain; CDR3-IMGT 

<400> 231 

Gln Gln Ser Tyr Thr Ser Pro Leu Thr 
1 5 

<210> 232 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> A3-2m2-H5_PWCgamma; heavy chain; CDR1-IMGT 

<400> 232 

Gly Phe Thr Phe Ser Asn Tyr Ala 
1 5 

<210> 233 
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<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-2M2-H5_PwCgamma; heavy chain; CDR2-IMGT 

<400> 	233 

Ile Tyr Asn Gly Gly Ser Ser Thr 
1 	 5 

<210> 	234 
<211> 	13 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	A3-2M2-H5_PWCgamma; heavy chain; CDR3-IMGT 

<400> 	234 

Ala Lys Phe Leu val Leu Pro Ala Ala Ala Ala Asp Tyr 
1 	 5 	 10 

<210> 	235 
<211> 	6 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-2M2-H5_Ck516; light chain; CDR1-IMGT 

<400> 	235 

Gln Gly Ile Ser Ser His 
1 	 5 

<210> 	236 
<211> 	5 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	A3-2M2-H5_Ck516; light chain; CDR3-IMGT 

<400> 	236 

Gln Gln Pro Gly Ala 
1 	 5 

<210> 	237 
<211> 	10 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	A3-2M3-C2-H-3_1146; heavy chain; CDR1-IMGT 

<400> 	237 

Gly Gly Ser Ile Thr Ser Ser Ser Tyr Tyr 
1 	 5 	 10 
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<210> 	238 
<211> 	7 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	A3-2M3-C2-H-3_1146; heavy chain; CDR2-IMGT 

<400> 	238 

Ile Tyr Tyr Ser Gly Asn Thr 
1 	 5 

<210> 	239 
<211> 	20 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	A3-2M3-C2-H-3_1146; heavy chain; CDR3-IMGT 

<400> 	239 

Ala Ser Gly Leu Gln Thr Trp Asp Val Thr Thr Gly Gly Ala Trp Ala 
1 	 5 	 10 15 

Ser Leu Asp Tyr 
20 

<210> 	240 
<211> 	7 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	A3-2M3-C2_Ck516; light chain; CDR1-IMGT 

<400> 	240 

Gln Ser val Ser Ser Ser Phe 
1 	 5 

<210> 	241 
<211> 	11 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	A3-2M3-C2_Ck516; light chain; CDR3-IMGT 

<400> 	241 

Gln Gln Phe Gly Arg Thr Pro Pro Met Tyr Thr 
1 	 5 	 10 

<210> 	242 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	A3-2M3-C9_PwCgamma; heavy chain; CDR1-IMGT 

Page 108 

SUBSTITUTE SHEET (RULE 26) 



PCT/SG2012/000477 
18 Jan 2013 

SequenceListing_ST25 

<400> 242 

Gly Phe Pro Phe Ser Ser Tyr Glu 
1 5 

<210> 243 
<211> 8 
<212> PRT 
<213> Artificial. Sequence 

<220> 
<223> A3-2M3-C9_PWCgamma, heavy chain; CDR2-IMGT 

<400> 243 

Ile Ser Ser Thr Gly Ser Pro Ile 
1 5 

<210> 244 
<211> 23 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> A3-2M3-C9_PwCgamma; heavy chain; CDR3-IMGT 

<400> 244 

Ala Gly Asp Leu Leu Leu Trp val Pro Glu Ala Thr Gly Ala Thr Ala 
1 5 	 10 15 

Gly Thr Gly Gly Leu Asp Val 
20 

<210> 245 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> A3-2M3-C9_Ck516; light chain; CDR1-IMGT 

<400> 245 

Gln Thr Ile Ser Lys Tyr 
1 5 

<210> 246 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> A3-2m3-c9_ck516; light chain; CDR3-IMGT 

<400> 246 

Gln Gln Ser Tyr Ser Ile Pro Arg Thr 
1 5_ 

<210> 247 
Page 109 

SUBSTITUTE SHEET (RULE 26) 



PCT/SG2012/000477 
18 Jan 2013 

SequenceListing_ST25 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-2M3-E9-H-l_Resend_1146_Resend; heavy chain; CDR1-IMGT 

<400> 	247 

Gly Tyr Thr Phe Thr Asn Tyr Trp 
1 	 5 

<210> 	248 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-2M3-E9-H-l_Resend_1146_Resend; heavy chain; CDR2-IMGT 

<400> 	248 

Ile Tyr Pro Gly Asp Ser Glu Thr 
1 	 5 

<210> 	249 
<211> 	20 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-2M3-E9-H-l_Resend_1146_Resend; heavy chain; CDR3-IMGT 

<400> 	249 

Ala Arg Leu Lys Asn Tyr Tyr Thr Ser Gly Asn Tyr Val Pro val Gly 
1 	 5 	 10 15' 

Gly Met Asp Val 
20 

<210> 	250 
<211> 	6 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-2M3-E9_Ck516; light chain; CDR1-IMGT 

<400> 	250 

Gln Ser Val Ser Asn Tyr 
1 	 5 

<210> 	251 
<211> 	10 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	A3-2M3-E9_Ck516; light chain; CDR3-IMGT 

<400> 	251 
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Gln Gln Thr Tyr Ser Pro Pro Gln Asn Thr 
1 	 5 	 10 

<210> 	252 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-2M3-F9-H-2_1146; heavy chain; CDR1-IMGT 

<400> 	252 

Gly Gly Ser Ile Thr Ser Ser Asn Trp 
1 	 5 

<210> 	253 
<211> 	7 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-2M3-F9-H-2_1146; heavy chain; CDR2-IMGT 

<400> 	253 

Ile Tyr His Ser Gly Ser Ala 
1 	 5 

<210> 	254 
<211> 	18 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-2M3-F9-H-2_1146; heavy chain; CDR3-IMGT 

<400> 	254 

Ala Arg val Glu val Met Ile Lys Phe Gly Gly val Ile Arg Tyr Phe 
1 	 5 	 10 15 

Asp Tyr 

<210> 	255 
<211> 	6 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-2m3-F9_Ck516, light chain; CDR1-IMGT 

<400> 	255 

Gln Asp Ile Ser Asn Tyr 
1 	 5 

<210> 	256 
<211> 	11 
<212> 	PRT 
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<213> 	Artificial sequence 

<220> 
<223> 	A3-2m3-F9_Ck516; light chain; CDR3-IMGT 

<400> 	256 

Gln Gln Tyr Asp Asn Leu Pro Pro Arg Tyr Thr 
1 	 5 	 10 

<210> 	257 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	A3-2m3-G3_Pwcgamma; heavy chain; CDR1-IMGT 

<400> 	257 

Gly Phe Thr Phe Gly Asp Phe Ala 
1 	 5 

<210> 	258 
<211> 	10 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	A3-2M3-G3_PWCgamma; heavy chain; CDR2-IMGT 

<400> 	258 

Ile Arg Ser Lys Gly Tyr Gly Gly Thr Thr 
1 	 5 	 10 

<210> 	259 
<211> 	20 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-2M3-G3_PwCgamma; heavy chain; CDR3-IMGT 

<400> 	259 

Thr Ser Thr Thr Leu Tyr Tyr Phe Val Ser Gly Arg Ala Lys Asp Tyr 
1 	 5 	 10 15 

Gly Met Asp Val 
20 

<210> 	260 
<211> 	6 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	A3-2m3-G3_Ck516; light chain; CDR1-IMGT 

<400> 	260 

Gin Gly Ile Arg Asn Asp 
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1 	 5 

<210> 	261 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-2M3-G3_Ck516; light chain; CDR3-IMGT 

<400> 	261 

Leu Gln Asp Tyr Ser Phe Pro Trp Thr 
1 	 5 

<210> 	262 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-3m1-811_PwCgamma; heavy chain; CDR1-IMGT 

<400> 	262 

Glu Phe Thr Phe Ser Ser Tyr Ala 
1 	 5 

<210> 	263 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	A3-3m1-611_PwCgamma; heavy chain; CDR2-IMGT 

<400> 	263 

Thr Ser Tyr Asp Gly Ile Asn Thr 
1 	 5 

<210> 	264 
<211> 	20 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-3m1-611_PwCgamma; heavy chain; CDR3-IMGT 

<400> 	264 

Ala Arg Ala Pro Gln Glu His Asp Ser Ser Gly Asn Pro Leu Asp Tyr 
1 	 5 10 15 

Gly Met Asp Leu 
20 

<210> 	265 
<211> 	6 
<212> 	PRT 
<213> 	Artificial sequence 
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<220> 
<223> A3-3m1-611_Ck516; light chain; CDR1-IMGT 

<400> 265 

Gln Gly Ile Ser Ser Ser 
1 5 

<210> 266 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> A3-3m1-611_ck516; light chain; CDR3-IMGT 

<400> 266 

Gln Gln Leu Asn Ser Tyr Leu 
1 5 

<210> 267 
<211> 8 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> A3-3M1-D1_PWCgamma, heavy chain; CDR1-IMGT 

<400> 267 

Gly Phe Thr Phe Gly Asp Tyr Ala 
1 5 

<210> 268 
<211> 10 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> A3-3M1-Dl_PWCgamma; heavy chain; CDR2-IMGT 

<400> 268 

Ile Arg Ser Lys Ala Tyr Gly Gly Thr Thr 
1 5 	 10 

<210> 269 
<211> 18 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> A3-3M1-Dl_PWCgamma; heavy chain; CDR3-IMGT 

<400> 269 

Thr Arg Thr Arg Gly Ser Ser Trp Ser His Tyr Tyr Tyr Tyr Gly Met 
1 5 	 10 15 

Asp val 
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<210> 	270 
<211> 	6 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-3M1-Dl_ck516; light chain; cDR1-IMGT 

<400> 	270 

Gln Ser Ile Ser Ser Tyr 
1 	 5 

<210> 	271 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-3M1-pl_Ck516; light chain; CDR3-IMGT 

<400> 	271 

Gln Gln Ser Tyr Ser Thr Pro Tyr Thr 
1 	 5 

<210> 	272 
<211> 	9 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	A3-3M2-F5_PWCgamma; heavy chain; CDR1-IMGT 

<400> 	272 

Gly Gly Ser Ile Ser Thr Ser Asn Trp 
1 	 5 

<210> 	273 
<211> 	7 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-3m2-P5_Pwcgamma; heavy chain; CDR2-IMGT 

<400> 	273 

Ile His His Ser Gly Asn Thr 
1 	 5 

<210> 	274 
<211> 	14 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	A3-3M2-F5_PWCgamma; heavy chain; CDR3-IMGT 

<400> 	274 

Gly Arg Thr Gly Val Ile Ala Thr Pro Gly Gin Ile Asp Tyr 
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1 	 5 10 

<210> 	275 
<211> 	6 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-3M2-F5_Ck516; light chain; CDR1-IMGT 

<400> 	275 

Gln Ser Ile Ser Arg Phe 
1 	 5 

<210> 	276 
<211> 	9 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	A3-3M2-F5_Ck516; light chain; CDR3-IMGT 

<400> 	276 

Gln Gln Thr Tyr Ser Ser Pro Pro Thr 
1 	 5 

<210> 	277 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-3M3-C4_Pwcgamma; heavy chain; CDR1-IMGT 

<400> 	277 

Gly Ile Thr Leu Arg Asn Tyr Glu 
1 	 5 

<210> 	278 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-3m3-C4_PWCgamma; heavy chain; CDR2-IMGT 

<400> 	278 

Ile Ser Ile Arg Gly Asn Thr Ile 
1 	 5 

<210> 	279 
<211> 	15 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	A3-3M3-C4_PWCgamma; heavy chain; CDR3-IMGT 

<400> 	279  
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Ala Arg Trp Ser Arg Gly Asn Ser Asp Ser Gly Gly Met Asp Val 
1 5 	 10 15 

<210> 280 
<211> 7 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> A3-3M3-C4_Ck516; light chain; CDR1-IMGT 

<400> 280 

Gln Ser Val Asn Ser Arg Phe 
1 5 

<210> 281 
<211> 10 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> A3-3M3-C4_Ck516; light chain; CDR3-IMGT 

<400> 281 

His Gln Tyr Gly Phe Ser Pro Pro Tyr Val 
1 5 	 10 

<210> 282 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> A3-3M3-G3_PWCgamma; light chain; CDR1-IMGT 

<400> 282 

Gly Phe Thr Phe Thr Ser Ser Gly 
1 5 

<210> 283 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> A3-3M3-G3_PWCgamma; heavy chain; CDR2-IMGT 

<400> 283 

Ile val val Gly Ser Asp Met Thr 
1 5 

<210> 284 
<211> 13 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> A3-3M3-G3_PWCgamma; heavy chain; CDR3-IMGT 
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<400> 	284 

Ala Ala Val Gly Thr Ser Pro Pro Pro Tyr Phe Asp His 
1 	 5 	 10 

<210> 	285 
<211> 	6 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-3M3-G3_Ck516; light chain; CDR1-IMGT 

<400> 	285 

Gln Gly Ile Tyr Ser Tyr 
1 	 5 

<210> 	286 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	A3-3M3-G3_Ck516; light chain; CDR3-IMGT 

<400> 	286 

Gln Gin Leu Asn Gly Tyr Pro Ser 
1 	 5 

<210> 	287 
<211> 	10 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	1D-H4L1; 10/63_1D4_001.abl; heavy chain; CDR1-IMGT 

<400> 	287 

Gly Phe Ser Leu Ser Thr Ser Gly Val Asn 
1 	 5 	 10 

<210> 	288 
<211> 	7 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	1D-H4L1; 10/63_1D4_001.abl; heavy chain; CDR2-IMGT 

<400> 	288 

Leu Tyr Trp Asp Asp Asp Arg 
1 	 5 

<210> 	289 
<211> 	12 
<212> 	PRT 
<213> 	Artificial Sequence 
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<220> 
<223> 1D-H4L1; 10/63_1D4_001.abl; heavy chain; CDR3-IMGT 

<400> 289 

Ala His Arg Arg Trp Glu Asp Ser Thr Phe Gln His 
1 5 10 

<210> 290 
<211> 6 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> 1D-H4L1; 10/63_1D-1_055; light chain; CDR1-IMGT 

<400> 290 

Gln Ser Val Asn Ser Asn 
1 5 

<210> 291 
<211> 8 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> 1D-H4L1; 10/63_10-1_055; light chain; CDR3-IMGT 

<400> 291 

Gln His Tyr His Asn Trp Gly Thr 
1 5 

<210> 292 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 1E-H3L1; 10/63_1E3_061; heavy chain; CDR1-IMGT 

<400> 292 

Gly Tyr Thr Phe Pro Thr Tyr Ala 
1 5 

<210> 293 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 1E-H3L1; 10/63_1E3_061; heavy chain; CDR2-IMGT 

<400> 293 

Ile Asn Thr Asn Thr Gly Asn Pro 
1 5 

<210> 294 
<211> 15 
<212> PRT 
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<213> 	Artificial sequence 

<220> 
<223> 	1E-H3L1; 10/63_1E3_061; heavy chain; CDR3-IMGT 

<400> 	294 

Ala Arg Gly Arg Gly Gly Phe Ala Ala Thr Ala Gly Thr Asp Tyr 
1 	 5 10 15 

<210> 	295 
<211> 	6 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	1E-H3L1; 10/63_1E-1_053; light chain; CDR1-IMGT 

<400> 	295 

Gln Pro Ile Ser Ser Trp 
1 	 5 

<210> 	296 
<211> 	9 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	1E-H3L1; 10/63_1E-1_053; light chain; CDR3-IMGT 

<400> 	296 

Gln Gln Ala Asn Ser Phe Pro Tyr Thr 
1 	 5 

<210> 	297 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	2A-H3L1; 10/63_2A5_014; heavy chain; CDR1-IMGT 

<400> 	297 

Gly Gly Ser Phe Asn Asn Tyr Ala 
1 	 5 

<210> 	298 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	2A-H3L1; 10/63_2A5_014; heavy chain; CDR2-IMGT 

<400> 	298 

Ile Ile Thr val Phe Gly Arg Gly 
1 	 5 

<210> 	299 
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<211> 	15 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	2A-H3L1; 10/63_2A5_014; heavy chain; CDR3-IMGT 

<400> 	299 

val Arg Asp Tyr Thr Phe Val Arg Gly Val Ala Ser Trp Glu Tyr 
1 5 10 	 15 

<210> 	300 
<211> 	6 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	2A-H3L1; 10/63_2A-4_049; light chain; CDR1-IMGT 

<400> 	300 

Gln Pro Ile Ser ser Trp 
1 5 

<210> 	301 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	2A-H3L1; 10/63_2A-4_049; light chain; CDR3-IMGT 

<400> 	301 

Gln Gln Ala Asn ser Phe Pro Tyr Thr 
1 5 

<210> 	302 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	2C-H3L2; 10/63_2C3_006.abl; heavy chain; CDR1-IMGT 

<400> 	302 

Gly Ala Ser Ile Gly Ser Tyr Thr 
1 5 

<210> 	303 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	2C-H3L2; 10/63_2C3_006.abl; heavy chain; CDR2-IMGT 

<400> 	303 

Ile Asn Pro Ile Phe Gly Thr val 
1 5 
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<210> 	304 
<211> 	15 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	2C-H3L2; 10/63_2C3_006.abl; heavy chain; CDR3-IMGT 

<400> 	304 

Ala Arg Ser Gln Arg His Ile Leu Thr Gly His Tyr Thr Asp Tyr 
1 	 5 	 10 	 15 

<210> 	305 
<211> 	6 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	2C-H3L2; 10/63_2C-2_058; light chain; CDR1-IMGT 

<400> 	305 

Gin Asp Ile Lys Asn Tyr 
1 	 5 

<210> 	306 
<211> 	10 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	2C-H3L2; 10/63_2C-2_058; light chain; CDR3-IMGT 

<400> 	306 

Gln His Tyr Glu Asn Leu Pro Ala Leu Thr 
1 	 5 	 10 

<210> 	307 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	2E-H2L2; 10/63_2E2_004; heavy chain; CDR1-IMGT 

<400> 	307 

Gly Phe Thr Phe Ser Asn Tyr Gly 
1 	 5 

<210> 	308 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	2E-H2L2; 10/63_2E2_004; heavy chain; CDR2-ImGT 

<400> 	308 

Ile Ser Tyr Asp Ala Lys Lys Gln 
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1 

<210> 	309 
<211> 	15 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	2E-H2L2; 10/63_2E2_004; heavy chain; CDR3-IMGT 

<400> 	309 

Ala Lys Leu Gln Arg Pro Asp Ser Thr Val Trp Pro Phe Asp Gln 
1 	 5 10 15 

<210> 	310 
<211> 	6 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	2E-H2L2; 10/63_2E-2_050; light chain; CDR1-IMGT 

<400> 	310 

Gln Ser Ile Ser Met Trp 
1 	 5 

<210> 	311 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	2E-H2L2; 10/63_2E-2_050; light chain; CDR3-IMGT 

<400> 	311 

Gln Gln Tyr Lys Thr Ser Trp Thr 
1 	 5 

<210> 	312 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	2F-H1L1; 10/63_2F1_031; heavy chain; CDR1-IMGT 

<400> 	312 

Gly Phe Thr Phe Asn Asn Phe Glu 
1 	 5 

<210> 	313 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	2F-H1L1; 10/63_2F1_031; heavy chain; CDR2-IMGT 

<400> 	313 
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Ile Ser Val ser Asp Gly Asn Thr 
1 5 

<210> 314 
<211> 16 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 2F-H1L1; 10/63_2F1_031; heavy chain; CDR3-IMGT 

<400> 314 

Ala Asn Val Leu Gly Tyr Cys Thr Pro Thr Thr Cys Tyr Glu Asp His 
1 5 	 10 	 15 

<210> 315 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 2F-H1L1; 10/63_2F1_059; light chain; CDR1-IMGT 

<400> 315 

Gln Gly Ile Arg Asn Asp 
1 5 

<210> 316 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 2F-H1L1; 10/63_2F1_059; light chain; CDR3-IMGT 

<400> 316 

Leu Gln His Asn ser Phe Pro Gly ser 
1 5 

<210> 317 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 2G-H2L1; 10/63_2G2_027.abl; heavy chain; CDR1-IMGT 

<400> 317 

Gly Tyr Thr Phe Thr Thr Tyr Trp 
1 5 

<210> 318 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 2G-H2L1; 10/63_2G2_027.abl; heavy chain; CDR2-IMGT 
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<400> 318 

Ile Tyr Pro Ser Asp Ser Asp Thr 
1 5 

<210> 319 
<211> 14 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 2G-H2L1; 10/63_2G2_027.ab1; heavy chain; CDR3-IMGT 

<400> 319 

Ala Arg Pro Asp Asp ser Ser Gly Leu Glu Ala Phe Asp Ile 
1 5 	 10 

<210> 320 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 2G-H2L1; 10/63_2G-1_079.abl; light chain; CDR1-IMGT 

<400> 320 

Gln Pro Ile ser Ser Trp 
1 5 

<210> 321 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 2G-H2L1; 10/63_2G-L079.abl; light chain; CDR3-IMGT 

<400> 321 

Gin Gin Ala Asn Ser Phe Pro Tyr Thr 
1 5 

<210> 322 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 3D-H2L2; 10/63_3D; heavy chain; CDR1-IMGT 

<400> 322 

Gly Phe Thr Phe Ser Ser Tyr Gly 
1 5 

<210> 323 
<211> 8 
<212> PRT 
<213> Artificial Sequence 
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<220> 
<223> 3D-H2L2; 10/63_3D; heavy chain; CDR2-IMGT 

<400> 323 

Ile Ala Tyr Asp Gly Ile Asn Lys 
1 5 

<210> 324 
<211> 19 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 3D-H2L2; 10/63_3D; heavy chain; CDR3-IMGT 

<400> 324 

Ala Arg Glu Tyr Cys Ser Ser Thr Thr Cys Ile Asn ser Phe Leu Thr 
1 5 	 10 	 15 

Pro Asp Tyr 

<210> 325 
<211> 6 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> 3D-H2L2; 10/63_3D-2_071.abl; light chain; CDR1-IMGT 

<400> 325 

Gln Pro Ile Ser Ser Trp 
1 5 

<210> 326 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 3D-H2L2; 10/63_3D-2_071.abl; light chain; CDR3-IMGT 

<400> 326 

Gln Gln Ala Asn ser Phe Pro Tyr Thr 
1 5 

<210> 327 
<211> 8 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> 3E-H1L2; 10/63_3E1_030; heavy chain; CDR1-IMGT 

<400> 327 

Gly Phe Thr Phe Ser Thr Tyr Trp 
1 5 
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<210> 	328 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	3E-H1L2; 10/63_3E1_030; heavy chain; CDR2-IMGT 

<400> 	328 

Ile Lys Ala Asp Gly Arg Gln Glu 
1 	 .5 

<210> 	329 
<211> 	17 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	3E-H1L2; 10/63_3E1_030; heavy chain; CDR3-IMGT 

<400> 	329 

Val Arg Asp.  Val Ser Ser Tyr Ser Ile Ile Trp Ser Asp Ala Phe Glu 
1 	 5 10 15 

Ile 

<210> 	330 
<211> 	6 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	3E-H1L2; 10/63_3E-2_069; light chain; CDR1-IMGT 

<400> 	330 

Gln Gly Ile Arg Asn Asp 
1 	 5 

<210> 	331 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	3E-H1L2; 10/63_3E-2_069; light chain; CDR3-IMGT 

<400> 	331 

Val His His Asn Asp Tyr Pro Arg Thr 
1 	 5 

<210> 	332 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	3F-H1L2; 10/63_3F1_026; heavy chain; CDR1-IMGT 
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<400> 	332 

Gly Gly Thr Phe Ser Thr His Ser 
1 	 5 

<210> 	333 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	3F-H1L2; 10/63_3F1_026; heavy chain; CDR2-IMGT 

<400> 	333 

Asn Ile Pro Ile Phe Gly Lys Ala 
1 	 5 

<210> 	334 
<211> 	16 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	3F-H1L2; 10/63_3F1_026; heavy chain; CDR3-IMGT 

<400> 	334 

Ala Arg Phe Phe Val Lys Tyr Ser Gly Ser His Tyr Tyr Phe Asp Ser 
1 	 5 10 15 

<210> 	335 
<211> 	6 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	3F-H1L2; 10/63_3F-2_065; light chain; CDR1-IMGT 

<400> 	335 

Gin Pro Ile Ser Ser Trp 
1 	 5 

<210> 	336 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	3F-H1L2; 10/63_3F-2_065; light chain; CDR3-IMGT 

<400> 	336 

Gln Gln Ala Asn Ser Phe Pro Tyr Thr 
1 	 5 

<210> 	337 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 
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<220> 
<223> 4F-H6L1; 10/63_4F6_020.ab1; heavy chain; CDR1-IMGT 

<400> 337 

Gly Phe Thr Phe Ser Asn Ala Trp 
1 5 

<210> 338 
<211> 10 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> 4F-H6L1; 10/63_4F6_020.abl; heavy chain; CDR2-IMGT 

<400>.  338 

Ile Lys Asn Lys Ile Asp Gly Glu Thr Thr 
1 5 	 10 

<210> 339 
<211> 14 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 4F-H6L1; 10/63_4F6_020.abl; heavy chain; CDR3-IMGT 

<400> 339 

Thr Ile Tyr Phe Tyr Asp Arg Ser Gly Tyr Phe Phe Asp His 
1 5 	 10 

<210> 340 
<211> 6 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> 4F-H6L1; 10/63_4F-1_076; light chain; CDR1-IMGT 

<400> 340 

Gin Ser val Ser Ser Tyr 
1 5 

<210> 341 
<211> 8 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> 4F-H6L1; 10/63_4F-1_076; light chain; CDR3-IMGT 

<400> 341 

Leu Gln Arg Gly Lys Trp Pro Ser 
1 5 

<210> 342 
<211> 8 
<212> PRT 
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<213> Artificial Sequence 

<220> 
<223> 5A-H6L1; 10/63_5A6_045.abl; heavy chain; CDR1-IMGT 

<400> 342 

Gly Phe Thr Phe Ser Asp Tyr Ala 
1 5 

<210> 343 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 5A-H6L1; 10/63_5A6_045.abl; heavy chain; CDR2-IMGT 

<400> 343 

Leu Ser Glu Ser Gly His Asn Thr 
1 5 

<210> 344 
<211> 21 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 5A-H6L1; 10/63_5A6_045.abl; heavy chain; CDR3-IMGT 

<400> 344 

Ala Arg Cys Trp Arg Gly Tyr Asp Pro Leu Thr Gly Tyr Tyr Thr Gly 
1 5 	 10 	 15 

Tyr Tyr Phe Asp Tyr 
20 

<210> 345 
<211> 6 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> 5A-H6L1; 10/63_5A-1_074; light chain; CDR1-IMGT 

<400> 345 

Gln Asp Ile Ser Asn Tyr 
1 5 

<210> 346 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 5A-H6L1; 10/63_5A-1_074; light chain; CDR3-ImGT 

<400> 346 

Gin Lys Tyr Asn Asn Ala Pro Val Thr 
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1 

<210> 	347 
<211> 	10 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	5B-H1L1; 10/63_561_043; heavy chain; CDR1-IMGT 

<400> 	347 

Gly Gly Ser Ile Ser Ser Ile Thr Pro Tyr 
1 	 5 10 

<210> 	348 
<211> 	7 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	5B-H1L1; 10/63_561_043; heavy chain; CDR2-IMGT 

<400> 	348 

Leu Ala Tyr Ser Gly Asp Thr  
1 	 5 

<210> 	349 
<211> 	12 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	56-H1L1; 10/63_561_043; heavy chain; CDR3-IMGT 

<400> 	349 

Ala Arg His His Ser Ser Gly Asn Ala Leu Asp Tyr 
1 	 5 10 

<210> 	350 
<211> 	6 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	56-H1L1; 10/63_561_053; light chain; CDR1-IMGT 

<400> 	350 

Gln Gly. Ile Ser Ser Tyr 
1 	 5 

<210> 	351 
<211> 	9 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	56-H1L1; 	10/63_561_053; light chain; CDR3-IMGT 

<400> 	351 
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Gin Gln Leu Asn Asn Tyr val Leu Thr 
1 	 5 

<210> 	352 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	5C-H2L1; 10/63_5C2_041; heavy chain; CDR1-IMGT 

<400> 	352 

Gly Gly Thr Phe Asn Asn Tyr Ala 
1 	 5 

<210> 	353 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	5C-H2L1; 10/63_5[2_041; heavy chain; CDR2-IMGT 

<400> 	353 

Ile Asn Pro Leu Phe Arg Thr val 
1 	 5 

<210> 	354 
<211> 	18 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	5C-H2L1; 10/63_5C2_041; heavy chain; CDR3-IMGT 

<400> 	354 

Ala Gly Ala Tyr Cys Ser Ala Thr Ser Cys ser Ser Gly Gln Trp Leu 
1 	 5 	 10 	 15 

Val Tyr 

<210> 	355 
<211> 	12 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	5C-H2L1; 10/63_5C1_049.ab1; light chain; CDR1-IMGT 

<400> 	355 

Gln Ser Val Phe His Ser Ser Asn Asn Lys Asn Tyr 
1 	 5 	 10 

<210> 	356 
<211> 	11 
<212> 	PRT 
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<213> 	Artificial Sequence 

<220> 
<223> 	5C-H2L1; 10/63_5C1_049.abl; light chain; CDR3-IMGT 

<400> 	356 

Gln Gln Tyr Tyr Ser Ser Pro Pro Val Phe Thr 
1 	 5 	 10 

<210> 	357 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	5D-H1L2; 10/63_501_037; heavy chain; CDR1-IMGT 

<400> 	357 

Gly Gly Thr Phe Ser Ser Asp Ser 
1 	 5 

<210> 	358 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	5D-H1L2; 10/63_5D1_037; heavy chain; CDR2-IMGT 

<400> 	358 

Ile Ile Pro Ile Phe Ser Arg Ala 
1 	 5 

<210> 	359 
<211> 	12 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	5D-H1L2; 10/63_501_037; heavy chain; CDR3-IMGT 

<400> 	359 

Ala Arg Thr Pro Val Thr Gly Pro Asp Leu Asp Tyr 
1 	 5 	 10 

<210> 	360 
<211> 	6 
<212> 	'PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	5D-H1L2; 10/63_50-2_070.abl; light chain; CDR1-IMGT 

<400> 	360 

Glu Ser Ile Ser Thr Asn 
1 	 5 

<210> 	361 
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<211> 	9 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	5D-H1L2; 10/63_5D-2_070-abl; light chain; CDR3-IMGT 

<400> 	361 

Gln Gin Thr Tyr Asn Thr Pro Arg Thr 
1 	 5 

<210> 	362 
<211> 	10 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	5H-H3L1; 10/63_5H3_044; heavy chain; CDR1-IMGT 

<400> 	362 

Gly Gly Ser Ile Asn Asn Ser Asn Tyr Tyr 
1 	 5 	 10 

<210> 	363 
<211> 	7 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	5H-H3L1; 10/63_5H3_044; heavy chain; CDR2-IMGT 

<400> 	363 

Ile Tyr Phe Ser Gly Thr Thr 
1 	 5 

<210> 	364 
<211> 	17 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	5H-H3L1; 10/63_5H3_044; heavy chain; CDR3-IMGT 

<400> 	364 

val Arg Gln Met Asn Tyr Tyr His Leu Gly Ser Ser Val Gly Phe Asp 
1 	 5 	 10 	 15 

Pro 

<210> 	365 
<211> 	6 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	5H-H3L1; 10/63_5H-1_095; light chain; CDR1-IMGT 

<400> 	365 
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Gln Ser Val Ser Ser Asn 
1 5 

<210> 366 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 5H-H3L1; 	10/63_5H-1_095; light chain; CDR3-IMGT 

<400> 366 

Gln Gln Tyr Asn Asp Trp Leu Trp Thr 
1 5 

<210> 367 
<211> 8 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> 6C-H8L1; 10/63_608_036; heavy chain; CDR1-IMGT 

<400> 367 

Gly Asp Thr Leu Asn Thr Tyr Thr 
1 5 

<210> 368 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 6C-H8L1; 10/63_6C8_036; heavy chain; CDR2-IMGT 

<400> 368 

Ile Ile His Pro Phe Gly Thr Glu 
1 5 

<210> 369 
<211> 15 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 6C-H8L1; 10/63_608_036; heavy chain; CDR3-IMGT 

<400> 369 

Ala Arg His His Arg His Ile Leu Thr Gly Glu Arg Thr Asp Tyr 
1 5 10 15 

<210> 370 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 6C-H8L1; 10/63_6C-1_091; light chain; CDR1-IMGT 
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<400> 370 

Gln Asp Ile Arg Asn Ser 
1 5 

<210> 371 
<211> 10 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 6C-H8L1; 10/63_6C-1_091; light chain; CDR3-IMGT 

<400> 371 

Gln His Tyr Asp Asn Leu Pro Leu Phe Thr 
1 5 10 

<210> 372 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 6E-H6L1; 10/61_6E6_034; heavy chain; CDR1-IMGT 

<400> 372 

Gly Gly Thr Leu Asn Ser Tyr Thr 
1 5 

<210> 373 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 6E-H6L1; 10/63_6E6_034; heavy chain; CDR2-IMGT 

<400> 373 

Ile Asn Pro Ile Phe Gly Thr Thr 
1 5 

<210> 374 
<211> 15 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 6E-H6L1; 10/63_6E6_034; heavy chain; CDR3-IMGT 

<400> 374 

Ala Arg Gly Gly His His Ile Leu Thr Gly Arg Tyr Ile Asp Asp 
1 5 10 15 

<210> 375 
<211> 6 
<212> PRT 
<213> Artificial Sequence 
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<220> 
<223> 6E-H6L1; 10/63_6E1_058; light chain; CDR1-IMGT 

<400> 375 

Gin Asp Ile Ser Asn Tyr 
1 5 

<210> 376 
<211> 10 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> 6E-H6L1; 10/63_6E1_058; light chain; CDR3-IMGT 

<400> 376 

Gin Gln Tyr Asp Asn Leu Pro Arg His Thr 
1 5 10 

<210> 377 
<211> 8 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> 7E-H1L1; 10/63_7E1_061; heavy chain; CDR1-IMGT 

<400> 377 

Gly Phe Asn Phe Asn Glu Tyr Gly 
1 5 

<210> 378 
<211> 8 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> 7E-H1L1; 10/63_7E1_061; heavy chain; CDR2-IMGT 

<400> 378 

Val Ala Tyr Asp Gly Ile Asn Lys 
1- 5 

<210> 379 
<211> 20 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 7E-H1L1; 10/63_7E1_061; heavy chain; CDR3-IMGT 

<400> 379 

Ala Lys Ser Ala Gly Ser Thr Leu Lys Thr Val Ile Ser Leu Leu Gln 
1 5 10 15 

Pro Phe Asp Ile 
20 
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<210> 	380 
<211> 	6 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	7E-H1L1; 10/63_7E-1_087; light chain; CDR1-IMGT 

<400> 	380 

Gln Ser Val Ser Ser Asn 
1 5 

<210> 	381 
<211> 	10 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	7E-H1L1; 10/63_7E-1_087; light chain; CDR3-IMGT 

<400> 	381 

Gln Gln Tyr His Asp Trp Pro Pro Tyr Thr 
1 5 10 

<210> 	382 
<211> 	8 
<212): 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	7G-H1L1; 10/63_7G1_055; heavy chain; CDR1-IMGT 

<400> 	382 

Gly Phe Thr Phe Ser Asn Ala Trp 
1 5 

<210> 	383 
<211> 	10 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	7G-H1L1; 10/63_7G1_055; heavy chain; CDR2-IMGT 

<400> 	383 

Ile Lys Asn Lys Ile Asp Gly Glu Thr Thr 
1 5 10 

<210> 	384 
<211> 	14 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	7G-H1L1; 10/63_7G1_055; heavy chain; CDR3-IMGT 

<400> 	384 

Thr Ile Tyr Phe Tyr Asp Arg Ser Gly Tyr Phe Phe Asp His 
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1 	 5 	 10 

<210> 	385 
<211> 	6 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	7G-H1L1; 10/63_7G-1_081; light chain; CDR1-IMGT 

<400> 	385 

Gln Ser Val Ser Ser Tyr 
1 	 5 

<210> 	386 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	7G-H1L1; 10/63_7G-1_081; light chain; CDR3-IMGT 

<400> 	386 

Leu Gln Arg Gly Lys Trp Pro Ser 
1 	 5 

<210> 	387 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	7H-H1L1; 10/61_7H-1_060; heavy, chain; CDR1-ImGT 

<400> 	387 

Gly Phe Thr Phe Ser Asn Ala Trp 
1 	 5 

<210> 	388 
<211> 	10 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	7H-H1L1; 10/63_7H-1_060; heavy chain; CDR2-IMGT 

<400> 	388 

Ile Lys Asn Lys Ile Asp Gly Glu Thr Thr 
1 	 5 	 10 

<210> 	389 
<211> 	14 
<212> 	PRT 
<213> 	Artificial Sequence 

<220>  
<223> 	7H-H1L1; 10/63_7H-1_060; heavy chain; CDR2-IMGT 

<400> 	389 
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Thr Ile Tyr Phe Tyr Asp Arg Ser Gly Tyr Phe Phe Asp His 
1 5 10 

<210> 390 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 7H-H1L1; 10/63_7H-1_038; light chain; CDR1-IMGT 

<400> 390 

Gln Ser Val Ser Ser Tyr 
1 5 

<210> 391 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 7H-H1L1; 10/63_7H-1_038; light chain; CDR3-IMGT 

<400> 391 

Leu Gln Arg Gly Lys Trp Pro Ser 
1 5 

<210> 392 
<211> 10 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 8F-H1L1; 10/63_8F-1_036; light chain; cDR1-IMGT 

<400> 392 

Gly Gly Ser Ile ser Ser ser Ser Tyr Tyr 
1 5 10 

<210> 393 
<211> 7 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 8F-H1L1; 10/63_8F-1_036; light chain; CDR2-IMGT 

<400> 393 

Ile Tyr Tyr Thr Gly Thr Thr 
1 5 

<210> 394 
<211> 19 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 8F-H1L1; 10/63_8F-1_036; light chain; CDR3-IMGT 
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<400> 394 

Ala Arg Gln Ala val Phe Ala Glu Ala Thr Gly Thr Thr Ile Gly Ala 
1 5 	 10 15 

Ile Asp Tyr 

<210> 395 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 8F-H1L1; 10/63_8F-1_036; light chain; CDR1-IMGT 

<400> 395 

Gln Ser Phe Asn Asn Trp 
1 5 

<210> 396 
<211> 9 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> 8F-H1L1; 10/63_8F-1_036; light chain; CDR3-IMGT 

<400> 396 

Gln Gln Ala Ser Ser Phe Pro Trp Thr 
1 5 

<210> 397 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 11E-H1L1; 10/50_11E1; heavy chain; CDR1-IMGT 

<400> 397 

Gly Phe Thr Phe Ser Thr Tyr Pro 
1 5 

<210> 398 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 11E-H1L1; 10/50_11E1; heavy chain; CDR2-IMGT 

<400> 398 

Ile Phe Asn Gly Gly Ser Ser Thr 
1 5 

<210> 399 
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<211> 	13 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	11E-H1L1; 10/50_11E1; heavy chain; CDR3-IMGT 

<400> 	399 

Ala Lys Phe Ala Ala Pro Pro Ser Gly Trp Cys Asp Tyr 
1 5 10 

<210> 	400 
<211> 	6 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	11E-H1L1; 10/50_11E1; light chain; CDR1-IMGT 

<400> 	400 

Gln Ser Val Ser Asn Trp 
1 5 

<210> 	401 
<211> 	5 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	11E-H1L1; 10/50_11E1; light chain; CDR3-IMGT 

<400> 	401 

Gln Gln Ser Gly Thr 
1 5 

<210> 	402 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	1B-H1L1; 10/50_16; heavy chain; CDR1-IMGT 

<400> 	402 

Gly Asp Ser Ile Thr Asn Tyr Tyr 
1 5 

<210> 	403 
<211> 	7 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	1B-H1L1; 10/50_1B; heavy chain; CDR2-IMGT 

<400> 	403 

Leu Tyr Tyr Thr Gly Gly Thr 
1 5 
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<210> 	404 
<211> 	16 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	1B-H1L1; 10/50_18; heavy chain; CDR3-IMGT 

<400> 	404 

Ala Arg Val Thr Ser Leu Ser Gly Ser Glu Val Tyr Gly Met Asp Val 
1 	 5 10 15 

<210> 	405 
<211> 	6 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	1B-H1L1; 10/50_1E31; 	light chain; CDR1-IMGT 

<400> 	405 

Gln Asp Ile Ser Asn Ser 
1 	 5 

<210> 	406 
<211> 	9 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	1B-H1L1; 10/50_1B1; light chain; CDR3-IMGT 

<400> 	406 

Gln Gln Tyr Asp Ser Ile Pro Ile Thr 
1 	 5 

<210> 	407 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	1D-H8L1; 10/50_1D8; Heavy chain; CDR1-IMGT 

<400> 	407 

Gly Phe Thr Phe Ala Pro Phe Ser 
1 	 5 

<210> 	408 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	1D-H8L1; 10/50_1D8; Heavy chain; CDR2-ImGT 

<400> 	408 

Ile Thr Pro Ser Ser Asn Tyr Ile 
Page 143 

SUBSTITUTE SHEET (RULE 26) 



PCl/SG2012/000477 
18 Jan 2013 

SequenceListing_ST25 
1 	 5 

<210> 	409 
<211> 	17 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	1D-H8L1; 10/50_1D8; Heavy Chain; CDR3-IMGT 

<400> 	409 

Ala Arg Asp Pro Ser Gly Thr Tyr Asp Tyr Asn Tyr Tyr Ala Met Asp 
1 	 5 10 15.  

val 

<210> 	410 
<211> 	7 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	1D-H8L1; 10/50_1D1; light chain; CDR1-IMGT 

<400> 	410 

Gln Thr Val Gly Ser Ser Tyr 
1 	 5 

<210> 	411 
<211> 	10 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	1D-H8L1; 10/50_1D1; light chain; CDR3-IMGT 

<400> 	411 

Gln Gln Tyr Gly Gly Ser Pro Pro Ile Thr 
1 	 5 10 

<210> 	412 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	2F-H1L3; 10/50_2F1; heavy chain; CDR1-IMGT 

<400> 	412 

Gly Tyr Pro Phe Ser Ser His Gly 
1 	 5 

<210> 	413 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 
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<220> 
<223> 2F-H1L3; 10/50_2F1; heavy chain; CDR2-IMGT 

<400> 413 

Thr Thr Ala Tyr Asn Gly Glu Thr 
1 5 

<210> 414 
<211> 12 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> 2F-H1L3; 10/50_2F1; heavy chain; CDR3-IMGT 

<400> 414 

Tyr Ser Ser Gly Pro Arg Trp Gly His Phe Asp Ile 
1 5 10 

<210> 415 
<211> 6 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> 2F-H1L3; 10/50_2F3; light chain; CDR1-IMGT 

<400> 415 

Ala Ser Gln Ser Val Asp 
1 5 

<210> 416 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 2F-H1L3; 10/50_2F3; light chain; CDR3-ImGT 

<400> 416 

His Gln Tyr Asp Ser Ser Pro Trp Thr 
1 5 

<210> 417 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 3H-H1L1; 10/50_3H1; heavy chain; CDR1-ImGT 

<400> 417 

Gly Phe Asn Phe Gly Asp Tyr Val 
1 5 

<210> 418 
<211> 8 
<212> PRT 
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<213> Artificial Sequence 

<220> 
<223> 3H-H1L1; 10/50_3H1; heavy chain; CDR2-IMGT 

<400> 418 

Ile Tyr Asn Gly Gly Ser Ser Thr 
1 5 

<210> 419 
<211> 20 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 3H-H1L1; 10/50_3H1; heavy chain; CDR3-IMGT 

<400> 419 

Ala Lys Asp Arg Gln Ser Leu His Asp Pro Gly Ser Gly Ser Tyr Val 
1 5 10 15 

Ala Leu Asp His 
20 

<210> 420 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 3H-H1L1; 10/50_3H1; light chain; CDR1-IMGT 

<400> 420 

Gln Ser Ile Ser Gly Ser 
1 5 

<210> 421 
<211> 5 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> 3H-H1L1; 	10/50_3H1; 	light chain; CDR3-IMGT 

<400> 421 

Gln Gln Gly Ser Thr 
1 5 

<210> 422 
<211> 10 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 4B-H2L1; 10/50_462; heavy chain; CDR1-IMGT 

<400> 422 

Gly Gly Ser Leu Ser Ser Asp Gly His Ser 
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1 	 5 10 

<210> 	423 
<211> 	7 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	4B-H2L1; 10/50_4B2; heavy chain; CDR2-IMGT 

<400> 	423 

Ile Tyr Tyr Thr Gly Thr Thr 
1 	 5 

<210> 	424 
<211> 	13 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	4B-H2L1; 10/50_482; heavy chain; CDR3-IMGT 

<400> 	424 

Ala Ala Trp Asn Ala Gly Pro Ser Tyr Tyr Phe His Tyr 
1 	 5 10 

<210> 	425 
<211> 	6 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	4B-H2L1; 	10/50_461; 	light chain; CDR1-IMGT 

<400> 	425 

Gln Ser Val Ser Asn Asn 
1 	 5 

<210> 	426 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	4B-H2L1; 10/50_4B1; light chain; CDR3-IMGT 

<400> 	426 

Gln Gln Tyr Glu ser Trp Trp Thr 
1 	 5 

<210> 	427 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	5A-H1L1; 10/50_5A1: heavy chain; CDR1-IMGT 

<400> 	427 
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Asp Gly Ser Phe Ser Gly Phe Ser 
1 5 

<210> 	428 
<211> 7 
<212> PRT 
<213> 	Artificial sequence 

<220> 
<223> 5A-H1L1; 10/50_5A1: heavy chain; CDR2-IMGT 

<400> 	428 

Ile Asn His Ser Gly Ser Thr 
1 5 

<210> 	429 
<211> 18 
<212> PRT 
<213> 	Artificial sequence 

<220> 
<223> 	5A-H1L1; 10/50_5A1: heavy chain; CDR3-IMGT 

<400> 	429 

Ala Leu Ser Leu Gln Thr Leu Val Arg Gly Leu Val Tyr Ile Asn Phe 
1 5 10 15 

Asp Tyr 

<210> 	430 
<211> 	6 
<212> PRT 
<213> 	Artificial Sequence 

<220> 
<223> 5A-H1L1; 	10/50_5A1; light chain; CDR1-IMGT 

<400> 	430 

Gln Ala Ile Thr Thr Tyr 
1 5 

<210> 	431 
<211> 	9 
<212> PRT 
<213> 	Artificial sequence 

<220> 
<223> 5A-H1L1; 10/50_5A1; light chain; CDR3-IMGT 

<400> 	431 

Gln Gln Ser Tyr Asn Leu Pro Arg Thr 
1 5 

<210> 	432 
<211> 	8 
<212> PRT 
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<213> Artificial sequence 

<220> 
<223> 5C-H6L1; 10/50_5C6; heavy chain; CDR1-IMGT 

<400> 432 

Gly Tyr Thr Phe Ser Ser Tyr Tyr 
1 5 

<210> 433 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 5C-H6L1; 10/50_5C6; heavy chain; CDR2-IMGT 

<400> 433 

Ile Asn Pro Arg Gly Gly Ser Ala 
1 5 

<210> 434 
<211> 24 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 5C-H6L1; 10/50_5C6; heavy chain; CDR3-IMGT 

<400> 434 

Ala Arg Ala Gly Val Ala Leu Phe Tyr Asp Ser Ser Gly Tyr Asp Pro 
1 5 10 15 

Thr Pro Tyr Asp Ala Phe Glu val 
20 

<210> 435 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 5C-H6L1; 10/50_5C1; light chain; CDR1-IMGT 

<400> 435 

Gln ser Val Arg Ser Tyr 
1 5 

<210> 436 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 5C-H6L1; 10/50_5C1; light chain; CDR3-IMGT 

<400> 436 

His Gln Tyr Asn. His Trp Pro Arg Thr 
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1 	 5 

<210> 	437 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	5D-H6L2; 10/50_5D6; heavy chain; CDR1-IMGT 

<400> 	437 

Gly Phe Thr Phe Thr Thr His Ala 
1 	 5 

<210> 	438 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	5D-H6L2; 10/50_5D6; heavy chain; CDR2-IMGT 

<400> 	438 

Ile Ser Ala Ser Gly Asp Gly Thr 
1 	 5 

<210> 	439 
<211> 	13 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	5D-H6L2; 10/50_5D6; heavy chain; CDR3-IMGT 

<400> 	439 

Ala Thr Ile Asp Trp Ser Asp Lys Gly Val Phe Asp Tyr 
1 	 5 10 

<210> 	440 
<211> 	6 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	5D-H6L2; 	10/50_5D2; light chain; CDR1-IMGT 

<400> 	440 

Gln Ala Val Gly Ser Leu 
1 	 5 

<210> 	441 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	5D-H6L2; 10/50_5D2; light chain; CDR3-IMGT 

<400> 	441 
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Gin Gin Ala Phe Ser -Phe Pro Trp Thr 
1 	 5 

<210> 	442 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	6B-H1L2; 10/50_661; heavy chain; CDR1-IMGT 

<400> 	442 

Gly Tyr Thr Phe Ala Asn Asn Tyr 
1 	 5 

<210> 	443 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	6B-H1L2; 10/50_661; heavy chain; CDR2-IMGT 

<400> 	443 

Ile Asn Pro Arg Gly Gly Ser Ala 
1 	 5 

<210> 	444 
<211> 	25 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	6B-H1L2; 10/50_661; heavy chain; CDR3-IMGT 

<400> 	444 

Ala Arg Gly Gly Arg Ala Tyr Tyr Tyr Asp Ser Tyr Thr Thr Pro Arg 
1 	 5 10 15 

Asp Gly Glu Ser Trp Trp Phe Asp Pro 
20 25 

<210> 	445 
<211> 	6 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	6B-H1L2; 10/50_662; light chain; CDR1-IMGT 

<400> 	445 

Gln Asp Ile Arg Lys Tyr 
1 	 5 

<210> 	446 
<211> 	9 
<212> 	PRT 
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<213> Artificial Sequence 

<220> 
<223> 6B-H1L2; 10/50_682; light chain; CDR3-IMGT 

<400> 446 

Gln His Ser Asp Tyr Leu Pro Ile Thr 
1 5 

<210> 447 
<211> 8 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 6D-H3L1; 10/50_6D3; heavy chain; CDR1-IMGT 

<400> 447 

Gly Tyr Ser Phe Thr Ser Asn Tyr 
1 5 

<210> 448 
<211> 8 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> 6D-H3L1; 10/50_6D3; heavy chain; CDR2-IMGT 

<400> 448 

Ile Asn Pro Arg Gly Gly Ser Thr 
1 5 

<210> 449 
<211> 24 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> 6D-H3L1; 10/50_6D3; heavy chain; CDR3-IMGT 

<400> 449 

Ala Arg Ala Gly Pro Ala Leu Tyr Tyr Asp Ser Ser Gly Tyr Asp Pro 
1 5 	 10 15 

Thr Thr Tyr Asp ser Phe Glu val 
20 

<210> 450 
<211> 6 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 6D-H3L1; 10/50_6D1; light chain; CDR1-IMGT 

<400> 450 

Gln Gly Val Arg Ser Tyr 
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1 

<210> 	451 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	6D-H3L1; 10/50_6D1; light chain; CDR3-IMGT 

<400> 	451 

Gln Gln Tyr Asn His Trp Pro Arg Thr 
1 5 

' 	<210> 	452 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	6E-H1L1; 10/50_6E1; heavy chain; CDR1-IMGT 

<400> 	452 

Glu Phe Ser Phe Ser Thr Tyr Ala 
1 5 

<210> 	453 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	6E-H1L1; 10/50_6E1; heavy chain; CDR2-IMGT 

<400> 	453 

Ile Tyr Thr Gly Gly Gly Ser Thr 
1 5 

<210> 	454 
<211> 	14 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	6E-H1L1; 10/50_6E1; heavy chain; CDR3-IMGT 

<400> 	454 

Ala Gly Gly Gly Ile Val Ser Thr Met Gly Ala Phe Gly Phe 
1 5 	 10 

<210> 	455 
<211> 	6 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	6E-H1L1; 10/50_6E1; light chain; CDR1-IMGT 

<400> 	455 
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Gln Glu Phe Ser Ser Tyr 
1 	 5 

<210> 	456 
<211> 	5 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	6E-H1L1; 10/50_6E1; light chain; CDR3-IMGT 

<400> 	456 

Gln Gln Thr Gly Thr 
1 	 5 

<210> 	457 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	7A-H1L1; 10/50_7A1; heavy chain; CDR1-IMGT 

<400> 	457 

Gly Phe Thr Phe Ser Ser Tyr Glu 
1 	 5 

<210> 	458 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	7A-H1L1; 10/50_7A1; heavy chain; CDR2-IMGT 

<400> 	458 

Ile Ser Arg Ser Gly Thr Ala Thr 
1 	 5 

<210> 	459 
<211> 	16 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	7A-H1L1; 10/50_7A1; heavy chain; CDR3-IMGT 

<400> 	459 

Ala Gly Glu Gly Tyr Phe Gly Ser Ala Ala Ile Asn Tyr Phe Ala Phe 
1 	 5 10 15 

<210> 	460 
<211> 	6 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	7A-H1L1; 10/50_7A1; light chain; CDR1-ImGT 
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<400> 	460 

Gln Thr Ile Gly Thr Tyr 
1 	 5 

<210> 	461 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	7A-H1L1; 10/50_7A1; light chain; CDR3-ImGT 

<400> 	461 

Leu Gln Thr Tyr Ser Ser Leu Tyr Thr 
1 	 5 

<210> 	462 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	7C-H3L1; 10/50_7C3; heavy chain; CDR1-IMGT 

<400> 	462 

Gly Tyr Thr Phe Ser Asn Tyr Tyr 
1 	 5 

<210> 	463 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	7C-H3L1; 10/50_7C3; heavy chain; CDR2-IMGT 

<400> 	463 

Ile Asn Pro Arg Gly Gly Ser Ala 
1 	 5 

<210> 	464 
<211> 	25 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	7C-H3L1; 10/50_703; heavy chain; CDR3-IMGT 

<400> 	464 

Ala Arg Gly Gly Trp Ala Tyr Tyr Tyr Asp Ser Tyr Thr Thr Pro Arg 
1 	 5 	 10 15 

Asp Gly Gln Ser Trp Trp Phe Asp Pro 
20 	 25 

<210> 	465 
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<211> 	6 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	7C-H3L1; 10/50_7C1; light chain; CDR1-ImGT 

<400> 	465 

Gln Asp Ile Arg Asn Phe 
1 	 5 

<210> 	466 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	7C-H3L1; 	10/50_7C1; 	light chain; CDR3-ImGT 

<400> 	466 

Gln Gin Ser Asp Asn Leu Pro Ile Thr 
1 	 5 

<210> 	467 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	7E-H1L1; 10/50_7E1; heavy chain; CDR1-IMGT 

<400> 	467 

Gly Gly Ser Ile Asn Ser Tyr Tyr 
1 	 5 

<210> 	468 
<211> 	7 
<212> 	PRT 
<213>' Artificial Sequence 

<220> 
<223> 	7E-H1L1; 10/50_7E1; heavy chain; CDR2-IMGT 

<400> 	468 

Ile His Tyr Ser Gly Ser Thr 
1 	 5 

<210> 	469 
<211> 	16 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	7E-H1L1; 10/50_7E1; heavy chain; CDR3-IMGT 

<400> 	469 

Ala Arg His Asp Cys Ser Asp Thr Thr Cys Arg Glu Tyr Phe Gln His 
1 	 5 10 15 
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<210> 	470 
<211> 	6 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	7E-H1L1; 10/50_7E1; light chain; CDR1-IMGT 

<400> 	470 

Gln Ser Ile Ser Thr Phe 
1 	 5 

<210> 	471 
<211> 	9 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	7E-H1L1; 10/50_7E1; light chain; CDR3-IMGT 

<400> 	471 

Gln Glu Ser Tyr Ser Met Met Tyr Thr 
1 	 5 

<210> 	472 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	7H-H1L1; 10/50_7H1; heavy chain; CDR1-IMGT 

<400> 	472 

Gly Phe Thr Phe Ser Arg Tyr Trp 
1 	 5 

<210> 	473 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	7H-H1L1; 10/50_7H1; heavy chain; CDR2-IMGT 

<400> 	473 

Ile Asn Gln Gly Gly Ser Glu Arg 
1 	 5 

<210> 	474 
<211> 	16 
<212> 	PRT 
<213> 	7H-H1L1; 10/50_7H1; heavy chain; cDR3-IMGT 

<400> 	474 

Ala Arg Glu Gly Met val Glu val Thr Ala Leu Ser Phe Leu Asp Tyr 
1 	 5 10 15 
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<210> 	475 
<211> 	6 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	7H-H1L1; 10/50_7H1; light chain; CDR1-IMGT 

<400> 	475 

Gln Thr Ile Gly Thr Phe 
1 	 5 

<210> 	476 
<211> 	9 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	7H-H1L1; 10/50_7H1; light chain; CDR3-IMGT 

<400> 	476 

Gln Gln Thr Tyr Ser Met Ile Tyr Thr 
1 	 5 

<210> 	477 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	9B-H1L1; 10/50_961; heavy chain; CDR1-IMGT 

<400> 	477 

Gly Tyr Ile Phe Thr Ser Tyr Trp 
1 	 5 

<210> 	478 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	9B-H1L1; 10/50_961; heavy chain; CDR2-IMGT 

<400> 	478 

Ile Tyr Pro Gly Asn ser Asp Pro 
1 	 5 

<210> 	479 
<211> 	13 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	9B-H1L1; 10/50_9B1; heavy chain; CDR3-IMGT 

<400> 	479 

Ser Arg Leu Asp His Tyr Phe Tyr Tyr Gly Met Asp Leu 
1 	 5 10 
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<210> 	480 
<211> 	7 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	9B-H1L1; 10/50_9B1; light chain; CDR1-IMGT 

<400> 	480 

Gln Thr Phe Ser Ser Ile Tyr 
1 	 5 

<210> 	481 
<211> 	9 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	9B-H1L1; 	10/50_9131; light chain; CDR3-IMGT 

<400> 	481 

Gln His Tyr Asp Asn Ser Phe Phe Thr 
1 	 5 

<210> 	482 
<211> 	8 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	9E-H2L2; 10/50_9E2; heavy chain; CDR1-IMGT 

<400> 	482 

Gly Phe Thr Leu Arg Ser Tyr Ala 
1 	 5 

<210> 	483 
<211> 	8 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	9E-H2L2; 10/50_9E2; heavy chain; cDR2-IMGT 

<400> 	483 

Ile Ser Asp Ser Asp Asp Ser Thr 
1 	 5 

<210> 	484 
<211> 	16 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	9E-H2L2; 10/50_9E2; heavy chain; cOR3-ImGT 

<400> 484 
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Ala Thr Thr Asn Trp Gly Val Ser Val Lys Pro Gly Thr Phe Asp Ile 
1 5 10 15 

<210> 485 
<211> 6 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> 9E-H2L2; 10/50_9E2; 	light chain; CDR1-IMGT 

<400> 485 

Gln Gly Ile ser ser Tyr 
1 5 

<210> 486 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> 9E-H2L2; 10/50_9E2; light chain; CDR3-IMGT 

<400> 486 

Gln Gln Ala Asn Ser Phe Pro Trp Thr 
1 5 

Page 160 

SUBSTITUTE SHEET (RULE 26) 


