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Figure 6
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Figure 7
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Figure 7 (continued)
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Figure 12
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Figure 13
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Figure 14
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Figure 15
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Figure 20
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Figure 21
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Figure 24
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Figure 26

L | i I i

T

ey

0 e . L
o I i i L o
| o L |

e (o e e
R n .
L | L

o L
o

0
i

Wy e o

i

.

o

Gl
W

o

o
L

o o . L L . . . o
pit 6 | e i | Y G T L L o i o

D
L

|

L
o
i

Dl |
|

PRy sy . ,,,,_,’" ’,

e

o
i

e

n o

e

W

L

o
i

o

o
L i

" | o
e i o i
L o /|

o

.

I L
G
,

L e o G e
. L |
. .
sy Y0 y M o . Ao
. i N e

i i
L L
i

GG i . i | - y e .
5 | L

32/32



