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PAM spacer
5. GCTCGGTACCATCGTATTAGGTATAGCAAGCCGTCT CYGCAGTGAGGTTCT -3

3'- CGAGCCATGGTAGCATAATCCATATCGTTCGGCAGAGCGTCACTCCAAGA -5'

AAGCCGTCTCGCAGTGN

Cas12j4 forward sequence é:!mmf!:& f

GCAGTGAGGTTCTCTIGRA

reverse sequence ‘ nﬁ “ , I

PAM spacer
5'. GGTACCATCGTATTAGGTATAGCAAGCCGTCTCGCAGTGAGGTTCTCTGA -3'

3'- CCATGGTAGCATAATCCATATCGTTCGGCAGAGCGTCACTCCAAGAGACT -5'

AARGCCGT CTCGCAGTG A

\
) forward sequence ! \
Cas12j22 L/

GCAGTGAGGTTICTCTGA

reverse sequence ’! “ ﬁ Q!\ !! Ef\

PAM spacer
- CAAGCTACGATATGCTTCCATCAGAGAACCTCACTG CG'A'GACGGCTTGCT ATACC -3'

w U

" GTTCGATGCTATACGAAGGTAGTCTCTTGGAGTGACGCTCTGCCGAACGATATGG -5'

GAGRAAARCICRCIGCGAG

Casti9 forward sequence

reverse sequence

Figure 4
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Spacer sequence

CUUCCAUCAGAGAACCUCACUGCGAGAC
CUUCCAUCAGAGAACCUCACUGCGAG
CUUCCAUCAGAGAACCUCACUGCG
CUUCCAUCAGAGAACCUCACUG 28 26 24 222018 16 14
CUUCCAUCAGAGAACCUCAC

CUUCCAUCAGAGAACCUC uncut  m=
CUUCCAUCAGAGAACC
CUUCCAUCAGAGAA

cleavage » |

Figure 6

Repeat sequence

WT GUGCUGCUGUCUCCCAGACGGGAGGCAGAACUGCAC

WT
CIA
U3A
C5A
u7G
AYG
AllU
Al3G
CI5U

Ul7A

GCUGCUGUCUCCCAGACGGGAGGCAGAACUGCAC wt 34 32 30 28 26 24
UGCUGUCUCCCAGACGGGAGGCAGAACUGCAC

(UGUCUCCCAGACGGGAGGCAGAACUGCAC ~uncut
GUCUCCCAGACGGGAGGCAGAACUGCAC @ cleavage
CUCCCAGACGGGAGGCAGAACUGCAC
(CCAGACGGGAGGCAGAACUGCAC
Figure 7

Spacer sequence

5" CUUCCAUCAGAGAACCUCACUGCG3
5 AUUCCAUCAGAGAACCUCACUGCGS
5 CUACCAUCAGAGAACCUCACUGcGy 1 3 5 7 9 11 13 15 17 wt

5* CUUCAAUCAGAGAACCUCACUGCG® < unctt
5' CUUCCAGCAGAGAACCUCACUGCG3' -
5" CUUCCAUCAGUGAACCUCACUGCG’

5’ CUUCCAUCAGAGGACCUCACUGCG3’
5" CUUCCAUCAGAGAAUCUCACUGCG3’
5" CUUCCAUCAGAGAACCACACUGCG3’

Figure 8
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