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OBTAIN GENOMIC DATA

v

EXTRACT ONE OR MORE KMERS FROM THE GENOMIC
DATA 404

v

FILTER THE ONE OR MORE KMERS

v

STORE A FILTERED SET OF ONE OR MORE KMERS IN A
HASH TABLE 408

402

06

FIG. 4
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5002

OBTAIN A FIRST KMER SEED FROM A GENOMIC DATA
READ 502

v

GENERATE A GENOMIC SIGNATURE BASED ON THE
FIRST KMER SEED 504

v

DETERMINE A REFERENCE LOCATION BASED ON THE
GENOMIC SIGNATURE 506
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DETERMINE A NUMBER OF MISMATCHES

v

SELECT AN ACTUAL ALIGNMENT FOR THE GENOMIC
DATA READ 510

FIG. 5
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