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Region  Signature motifs Compatible genes Critical
CORMU  GOS[VISSSINRIFYYY  IGHVA-3G, IGHVA-61, IGHVA-31, 1GHYA-30-214 No
GYTFTSYY \GHY145, IGHV1-2 No
CORH  ARX{SIYYDRSGYXE) %GHD3 2201 Yes
Light Chain NA IGLVG-57, 1GKV3-20, IGKV1-33, 1GKV1-9 No
FIG. 26

SARS-CoV2 B.1.351 S2P SARS-CoVi2B.A35152P SARS-Coll2 B.1.351 S2P

+1040 Fab +10-28 Fab +1111 Fab
ENDBID EMD-25146 EMD-25156 EVD-28167
Data Collection
Microscope FE| Titan Krios FE Titan Krios FEI Tiian Krios
Voltags {keV) 30 300 300
Magnification 81,001 81,000 61,000
Defocus Range {um) {820 {8-20 {820
Camers Gatan K3 BoQuantum  Gatan K3 BioQuantum — Galan K3 BioCuanium
Pite! Sze (i) 147 107 {47
Recording Mode counting counting sounting
Total Dosa {a-/A "“2‘; 4 £ £
Dose Rate {e-pbels it il i
ExpnsgeTsme 3) 24 ¢4 24
Frame Time{ms) 56 5 5
Software SeriglEN SeraleM SerialEM
Data Processing
Software oryoSPARC w320 CryoSPARC V3.2 oryoSPARC v3.20
Ma\,roc*ap}sua‘ed 8,881 2542 2,565
Nuber of Particles 79998 51871 281.2%
Particlss/Vicrograph 310 o 1096
Symmelry Cl Gt {1
Box Size (pix D 440 3 304
CEcbaiMap Sopuglhl 3536 5285 2654

FIG. 27
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SARSCoV-Z RBD in SARS-Col-2 RBD in
complex with 1040Fab ~ complex with 10-28 Fab
PO ID 7505 XXX
Data Collection o
Space group Pyfaly! Wil
Unite cell dimensions
Eﬁi&@ 750,798,188 123.1,226.56,186.2
iyl 900,100,900 900,900,900
Resolution range {A) G167 1501745) 108530 (12360
Total reflections 2T 1 i) 86848 (8*'* 6]
Unique reflections 11181 1353) 43474 (4060
Completeness (%) 00 /eg o] 0774 {9497
Ei {iﬁﬁguﬁéamy 2008 26{20)
‘?:99(@89‘ 6.22(1.29)
?ég*gg@@ 0016083 0085087
Refnement 1l m 06% sO 4\{
Resoltion g (h 4167150 303320
Number of complexes per 1 ]
Asyrmetric umt
rworkifree 0.476.19 0.236.28
Rumber of atoms
Protein 4905 14340
Ligands 28 109
Water i 0
Bactors {Az}
Protein 307 §14
Ligands 743 gt
Water 383
Rms. deviations
Bond engits (4 ihik i
Bond angles {} 123 197
Ramachandran statistics
Favored (%) 4740 %6.24
Allowed %) 240 376
Qutfiers (%) 0 0

Statistics for the highest-resalution shell are shown in the parentheses,

FI1G. 28
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