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Figure 1.
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Figure 2.
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Figure 3.
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Figure 4.
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Figure 6.
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Figure 8

NH,-
DITYTVQSGDTLSGISYKFAKDNSMINDLAXKNNIQDINKIFVGQKLIK-COOH

Figure 9

NH,-
SYTSNASGSEAAAKAWIAGRESGGNYNATNGQYIGKYQL AASYLGGDYSPANQ
ERVADQYVASRYGSWTAAQQFWQANGWY-COCH

Figure 10

NH,-SDGEIQEYNAQNA ANANVANNNTQATQQQTA QAQPQQAQSQANQ-
COOH

'Figure 11
NH;-MISKKNFAKVSATLGAVALGVSATATAANA-COOH
Figure 12

NH;-
DIIYTVQSGDTLSGISYKFAKDNSMINDLAKKNNIQDINKIF VGQKLIKSDGEIQE

 YNAQNAANANVANNNTQATQQQTAQAQPQQAQSQANQS YTSNASGSEAAAK

AWIAGRESGGNYNATNGQYIGKYQLAASYLGGDYSPANQERVADQYVASRYGS
WTAAQQFWQANGWY-COOH

Figure 13

NH,-
MISKKNFAK VSATLGAVALGVSATATAANADTIYTVQSGDTLSGISYKFAKDNS
MINDLAKKNNIQDINKIFVGQKLIKSDGEIQEYNAQNAANANVANNNTQATQQQ
TAQAQPQQAQSQANQSYTSNASGSEAAAKAWIAGRESGGNYNATNGQYIGKYQ

LAASYLGGDYSPAN QERVADQYVASRYGSWTAAQQFWQANGWY-COOH
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Figure 14

5°-
ATGATTTCTAAGAAAAACTTTGCTAAAGTATCTGCTACTCTTGGTGCAGTGGC
CTTAGGTGTTAGTGCAACGGCTACTGCTGCTAATGCT-3’

Figure 15

5’-
GACACTATCTACACCGTACAAAGTGGTGA CACACTTTCAGGTATTTCTTACAA
ATTTGCTAAAGACAACAGTATGATCAATGATCTTGCTAAGAAGAACAATATT
CAAGATATTAACAAGATTTTTGTTGGTCAAAAGTTAATCATCAAG-3’

Figure 16

5
AGCGATGGTGAAATTCAAGAATACAATGCTCAAAATGCAGCTAATGCAAATG
TAGCAAACAACAATACTCAAGCTACACAACAACAAACTGCTCAAGCACAAC

CTCAACAAGCACAAAGCCAAGCTAACCAA-3’
Figure 17

3-
AGCTACACTTCAAATGCTTCAGGTTCAGA AGCTGCTGCTAAAGCTTGGATTGC

- CGGTCGTGAATCAGGTGGTAACTACAACGCCACAAACGGTCAATACATTGGT

AAGTACCAATTAGCTGCATCATACCTTGGTGGTGACTACTCACCAGCTAACC
AAGAACGCGTTGCTGACCAATACGTTGCA AGTCGTTACGGTTCTTGGACTGCT
GCCCAACAATTCTGGCAAGCAAACGGTTGGTACTAA-3’

Figure 18

5’-
GACACTATCTACACCGTACAAAGTGGTGA CACACTTTCAGGTATTTCTTACAA
ATTTGCTAAAGACAACAGTATGATCAATGATCTTGCTAAGAAGAACAATATT
CAAGATATTAACAAGATTTTTGTTGGTCAAAAGTTAATCATCAAGAGCGATG

| GTGAAATTCAAGAATACAATGCTCAAAATGCAGCTAATGCAAATGTAGCAAA

CAACAATACTCAAGCTACACAACAACAAACTGCTCAAGCACAACCTCAACAA
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GCACAAAGCCAAGCTAACCAAAGCTACACTTCAAATGCTTCAGGTTCAGAAG
CTGCTGCTAAAGCTTGGATTGCCGGTCGTGAATCAGGTGGTAACTACAACGC
CACAAACGGTCAATACATTGGTAAGTACCAATTAGCTGCATCATACCTTGGT
GGTGACTACTCACCAGCTAACCAAGAACGCGTTGCTGACCAATACGITGCAA
GTCGTTACGGTTCTTGGACTGCTGCCCAACAATTCTGGCAAGCAAACGGTTG

GTACTAA-3

Figure 19

5’- _
ATGATTTCTAAGAAAAACTTITGCTAAAGTATCTGCTACTCTTGGTGCAGTGGC
CTTAGGTGTTAGTGCAACGGCTACTGCTGCTAATGCTGACACTATCTACACCG
TACAAAGTGGTGACACACTTTCAGGTATTTCTTACAAATTTGCTAAAGACAAC
AGTATGATCAATGATCTTGCTAAGAAGAACAATATTCAAGATATTAACAAGA
TTTTTGTTGGTCAAAAGTTAATCATCAAGAGCGATGGTGAAATTCAAGAATA
CAATGCTCAAAATGCAGCTAATGCAAATGTAGCAAACAACAATACTCAAGCT
ACACAACAACAAACTGCTCAAGCACAACCTCAACAAGCACAAAGCCAAGCT
AACCAAAGCTACACTTCAAATGCTTCAGGTTCAGAAGCTGCTGCTAAAGCTT
GGATTGCCGGTCGTGAATCAGGTGGTAACTACAACGCCACAAACGGTCAATA
CATTGGTAAGTACCAATTAGCTGCATCATACCTTGGTGGTGACTACTCACCAG
CTAACCAAGAACGCGTTGCTGACCAATACGTTGCAAGTCGTTACGGTTCTTG

- GACTGCTGCCCAACAATTCTGGCAAGCAAACGGTTGGTACTAA-3’

Figare 20

5°-
ATGATHWSNAARAARAAYTTYGCNAARGTNWSNGCNACNYTNGGNGCNGTN
GCNYTNGGNGTNWSNGCNACNGCNACNGCNGCNAAYGCN-3°

Figuare 21

5.
GAYACNATHTAYACNGTNCAR WSNGGNGAYACNYTNWSNGGNATHWSNTA

YAARTTYGCNAARGAYAAYWSNATGATHAAYGAYYTNGCNAARAARAAYA

AYATHCARGAYATHAAYAARATHTTYGTNGGNCARAARYTNATHATHAAR-3
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Figure 22

5°-
WSNGAYGGNGARATHCAR GARTAYAAYGCNCARAAYGCNGCNAAYGCNAA
YGTNGCNAAYAAYAAYACNCARGCNACNCARCARCARACNGCNCARGCNCA
RCCNCARCARGCNCARWSINCARGCNAAYCAR-3’

Figure 23

5’-
WSNTAYACNWSNAAYGCN WSNGGNWSNGARGCNGCNGCNAARGCNTGGAT
HGCNGGNMGNGARWSNGGNGGNAAYTAYAAYGCNACNAAYGGNCARTAYA
THGGNAARTAYCARYTNGCNGCNWSNTAYYTNGGNGGNGAYTAYWSNCCNG

CNAAYCARGARMGNGTNG CNGAYCARTAYGTNGCNWSNMGNTAYGGNWSN
TGGACNGCNGCNCARCARTTYTGGCARGCNAAYGGNTGGTAY-3°

Figure 24

5.
GAYACNATHTAYACNGTNCARWSNGGNGAYACNY TNWSNGGNATHWSNTA

YAARTTYGCNAARGAYAAY WSNATGATHAAYGAYYTNGCNAARAARAAYA
: 'AYATHCARGAYATHAAYA_ARATHTTYGTNGGNCARAARYTNA'I‘HATHAARW

SNGAYGGNGARATHCARGARTAYAAYGCNCARAAYGCNGCNAAYGCNAAYG
TNGCNAAYAAYAAYACNC ARGCNACNCARCARCARACNGCNCARGCNCARC
CNCARCARGCNCARWSNCARGCNAAYCARWSNTAYACNWSNAAYGCNWSN

GGNWSNGARGCNGCNGCN AARGCNTGGATHGCN GGNMGNGARWSNGGNGG
NAAYTAYAAYGCNACNAAYGGNCARTAYATHGGNAARTAYCARYTNGCNGC
NWSNTAYYTNGGNGGNGA Y TAYWSNCCNGCNAAYCARGARMGNGTNGCNG
AYCARTAYGTNGCNWSNM GNTAYGGNWSNTGGACNGCNGCNCARCARTTYT
GGCARGCNAAYGGNTGGTAY-3’

Figure 25

5°-
ATGATHWSNAARAARAAY TTYGCNAARGTNWSNGCNACNYTNGGNGCNGTN
GCNYTNGGNGTNWSNGCN. ACNGCNACNGCNGCNAAYGCNGAYACNATHTAY




10

15

20

25

WO 2005/040200 PCT/AU2004/001461

12/12

ACNGTNCARWSNGGNGAYACNYTNWSNGGNATHWSNTAYAARTTYGCNAA
RGAYAAYWSNATGATHAAYGAYYTNGCNAARAARAAYAAYATHCARGAYA
THAAYAARATHTTYGTINGGNCARAARYTNATHATHAARWSNGAYGGNGARA
THCARGARTAYAAYGCNCARAAYGCNGCNAAYGCNAAYGTNGCNAAYAAYA
AYACNCARGCNACNCARCARCARACNGCNCARGCNCARCCNCARCARGCNC
ARWSNCARGCNAAYCARWSNTAYACNWSNAAYGCNWSNGGNWSNGARGCN

GCNGCNAARGCNTGGATHGCNGGNMGNGARWSNGGNGGNAAYTAYAAYGC

NACNAAYGGNCARTAYATHGGNAARTAYCARYTNGCNGCNWSNTAYYTNGG
NGGNGAYTAYWSNCCNGCNAAYCARGARMGNGTNGCNGAYCARTAYGTNG
CNWSNMGNTAYGGNWSNTGGACNGCNGCNCARCARTTYTGGCARGCNAAY

GGNTGGTAY-3’

Figure 26

TAAAGATAGTTATAAACGGAAAATAAAGGGCGGTTTTGGAGCAAATA
TGAAATTTTTGCGAAGAAATCAGCTTTTTTTATTTATTTTTTTATAAATCATCT
GTAAAAGTTATGCAAACCGAAAACGCAACCCGCACAAGGAATTAGCCGATT

- ATGACTATAATATTTTAAAAGCTATATTACAAAAAGCAAACGGAGAGTAGTA

AATAGAAAT
-35 -10/-35 -10

5

G

G A ACGGAAAAGATAATTTGCTAAATAATAAAGGATGGTTATTTAATIT

Figure 27

= <

AATAAATAAGATTAATCAATTTTATTGCGAGACTGATGGAATATTATT

- TCCTTCTGTCTCGCTTTTTTGGGCTAATATGTTATAATGGTAGTACTTCTTATG

GGGATGTTTATGGATTCGACAGGTATAGGTCGAGTTTCAACTGCGTTIT




