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MGLPTVPGLLLPLVLLALLLEIYPISVTALVPHPRNRVKRAILCPQ
GKYIHPODDSICCTKCHKGTYLYNDCPGPGLDTDCRECENGTETAS
ENHLRQCLSCSKCRKEMNQVEISPCTVYRDTVCGCRKNQYREYWSE
TLEQCNNCSLCLNGTVQISCOEKONTICTCHAGFFLREHECVSCVN
CKKNTECGKLCLPPVETVKVPQODPGST

Figure 1: SEQ ID NO:1 — Canine TNFR p60 ECD amino acid
sequence

FNECRCTDTPPCPVPEPLGGPSVLIFPPKPKDILRITRTPEVTCVV
LDLGREDPEVQISWEVDGKEVHTAKTQSREQOFNGTYRVVSVLPIE
HODWLTGKEFKCRVNHIDLPSPIERTISKARGRAHKPSVYVLPPSP
KELSSSDTVSITCLIKDFYPPDIDVEWQSNGQOQEPERKHRMTPPQL
DEDGSYFLYSKLSVDKSRWOOGDPFTCAVMHETLONHYTDLSLSHS
PGK

Figure 2: SEQ ID NO:2 — Canine IgG HCA heavy chain
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PKRENGRVPRPPDCPKCPAPEMLGGPSVEFIFPPKPKDTLLIARTPE
VICVVVDLDPEDPEVQISWEVDGKOMOTAKTQPREEQFNGTYRVVS
VLPIGHODWLKGKQFTCKVNNKALPSPIERTISKARGQAHQPSVYV
LPPSREELSKNTVSLTCLIKDEYPPDIDVEWQSNGQQEPESKYRTT

PPOLDEDGSYFLYSKLSVDKSRWORGDTEFICAVMHEALHNHYTQES
LSHSPGK

Figure 3: SEQ ID NO:3 — Canine IgG HCB heavy chain

AKECECKCNCNNCPCPGCGLLGGPSVEFIFPPKPKDILVTARTPTVT
CVVVDLDPENPEVQISWEVDSKQVOTANTQPREEQSNGTYRVVSVL
PIGHODWLSGKQFKCKVNNKALPSPIEETIISKTPGOAHQPNVYVLP
PSRDEMSKNTVTLTCLVKDFFPPEIDVEWQSNGQOQEPESKYRMTPP

QLDEDGSYFLYSKLSVDKSRWORGDTFICAVMHEALHNHYTQISLS
HSPGK

Figure 4: SEQ ID NO:4 — Canine IgG HCC heavy chain
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PRKESTCKCISPCPVPESLGGPSVFIFPPKPKDILRITRTPEITCVV
LDLGREDPEVQISWEVDGKEVHTAKTQPREQOFNSTYRVVSVLPIE
HODWLTGKEFKCRVNHIGLPSPIERTISKARGOQAHQPSVYVLPPSP
KELSSSDTVTLTCLIKDFYPPEIDVEWQSNGQPEPESKYHTTAPQL
DEDGSYFLYSKLSVDKSRWOOGDTFTCAVMHEALONHYTDLSLSHS
PGK

Figure 5: SEQ ID NO:5 — Canine IgG HCD heavy chain

MGLPTVPGLLLPLVLLALLLEIYPISVTALVPHPRNRVKRAILCPQ
GKYIHPODDSICCTKCHKGTYLYNDCPGPGLDTDCRECENGTETAS
ENHLRQCLSCSKCRKEMNQVEISPCTVYRDTVCGCRKNQYREYWSE
TLEQCNNCSLCLNGTVQISCOEKONTICTCHAGFFLREHECVSCVN
CKKNTECGKLCLPPVETVKVPODPGSTEFNECRCTDTPPCPVPEPLG
GPSVLIFPPKPKDILRITRTPEVTCVVLDLGREDPEVQISWEVDGK
EVHTAKTQSREQOFNGTYRVVSVLPIEHODWLTGKEFKCRVNHIDL
PSPIERTISKARGRAHKPSVYVLPPSPKELSSSDTVSITCLIKDEY
PPDIDVEWQOSNGOQEPERKHRMTPPOLDEDGSYFLYSKLSVDKSRW
QQGDPFTCAVMHETLONHY TDLSLSHSPGK* *

Figure 6: SEQ ID NO:6 — caTNFR:HCA Fc Fusion Polypeptide
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MGLPTVPGLLLPLVLLALLLEIYPISVTALVPHPRNRVKRAILCPQ
GKYIHPODDSICCTKCHKGTYLYNDCPGPGLDTDCRECENGTETAS
ENHLRQCLSCSKCRKEMNQVEISPCTVYRDTVCGCRKNQYREYWSE
TLEQCNNCSLCLNGTVQISCOEKONTICTCHAGFFLREHECVSCVN
CKKNTECGKLCLPPVETVKVPODPGSTPKRENGRVPRPPDCPKCPA
PEMLGGPSVFIFPPKPKDTLLIARTPEVTCVVVDLDPEDPEVQISW
FVDGKOMOTAKTQPREEQFNGTYRVVSVLPIGHOQDWLKGKQFTCKV
NNKALPSPIERTISKARGQOAHQPSVYVLPPSREELSKNTVSLTCLI
KDFYPPDIDVEWQSNGQOQEPESKYRTTPPQLDEDGSYFLYSKLSVD
KSRWOQRGDTFICAVMHEALHNHYTQESLSHSPGK* *

Figure 7: SEQ ID NO:7 — caTNFR:HCB Fc Fusion Polypeptide

MGLPTVPGLLLPLVLLALLLEIYPISVTALVPHPRNRVKRAILCPQ
GKYIHPODDSICCTKCHKGTYLYNDCPGPGLDTDCRECENGTETAS
ENHLRQCLSCSKCRKEMNQVEISPCTVYRDTVCGCRKNQYREYWSE
TLEQCNNCSLCLNGTVQISCOEKONTICTCHAGFFLREHECVSCVN
CKKNTECGKLCLPPVETVKVPODPGSTAKECECKCNCNNCPCPGCG
LLGGPSVFIFPPKPKDILVTARTPTVTCVVVDLDPENPEVQISWEV
DSKOQVOTANTQPREEQSNGTYRVVSVLPIGHOQDWLSGKQEFKCKVNN
KALPSPIEEIISKTPGQAHQPNVYVLPPSRDEMSKNTVTLTCLVKD
FEPPEIDVEWQSNGOOQEPESKYRMTPPOLDEDGSYFLYSKLSVDKS
RWORGDTFICAVMHEALHNHYTQISLSHSPGK* *

Figure 8: SEQ ID NO:8 — caTNFR:HCC Fc Fusion Polypeptide
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MGLPTVPGLLLPLVLLALLLEIYPISVTALVPHPRNRVKRAILCPQ
GKYIHPODDSICCTKCHKGTYLYNDCPGPGLDTDCRECENGTETAS
ENHLRQCLSCSKCRKEMNQVEISPCTVYRDTVCGCRKNQYREYWSE
TLEQCNNCSLCLNGTVQISCOEKONTICTCHAGFFLREHECVSCVN
CKKNTECGKLCLPPVETVKVPODPGSTPKESTCKCISPCPVPESLG
GPSVFIFPPKPKDILRITRTPEITCVVLDLGREDPEVQISWEVDGK
EVHTAKTQPREQOFNSTYRVVSVLPIEHODWLTGKEFKCRVNHIGL
PSPIERTISKARGOAHQOPSVYVLPPSPKELSSSDTVTLTCLIKDEY
PPEIDVEWQOSNGOPEPESKYHTTAPQLDEDGSYFLYSKLSVDKSRW
QOGDTFTCAVMHEALQONHY TDLSLSHSPGK* *

Figure 9: SEQ ID NO:9 — caTNFR:HCD Fc Fusion Polypeptide

MGLPTVPGLLLPLVLLALLLEIYPISVTALVPHPRNRVKRAILCPQ
GKYIHPODDSICCTKCHKGTYLYNDCPGPGLDTDCRECENGTETAS
ENHLRQCLSCSKCRKEMNQVEISPCTVYRDTVCGCRKNQYREYWSE
TLEQCNNCSLCLNGTVQISCOEKONTICTCHAGFFLREHECVSCVN
CKKNTECGKLCLPPVETVKVPODPGSTEFNECRCTDTPPCPVPEPLG
GPSVLIFPPKPKDILRITRTPEVTCVVLDLGREDPEVQISWEVDGK
EVHTAKTOQSREQQFAGTYRVVSVLPIEHOQDWLTGKEFKCRVNHIDL
PSPIERTISKARGRAHKPSVYVLPPSPKELSSSDTVSITCLIKDEY
PPDIDVEWQOSNGOQEPERKHRMTPPOLDEDGSYFLYSKLSVDKSRW
QQGDPFTCAVMHETLONHY TDLSLSHSPGK* *

Figure 10: SEQ ID NO:10 — caTNFR:HCA Aglycosyl Fc Fusion
Polypeptide
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MGLPTVPGLLLPLVLLALLLEIYPISVTALVPHPRNRVKRAILCPQ
GKYIHPODDSICCTKCHKGTYLYNDCPGPGLDTDCRECENGTETAS
ENHLRQCLSCSKCRKEMNQVEISPCTVYRDTVCGCRKNQYREYWSE
TLEQCNNCSLCLNGTVQISCOEKONTICTCHAGFFLREHECVSCVN
CKKNTECGKLCLPPVETVKVPODPGSTPKRENGRVPRPPDCPKCPA
PEMLGGPSVFIFPPKPKDTLLIARTPEVTCVVVDLDPEDPEVQISW
FVDGKOMOTAKTQPREEQFAGTYRVVSVLPIGHQDWLKGKQFTCKV
NNKALPSPIERTISKARGQOAHQPSVYVLPPSREELSKNTVSLTCLI
KDFYPPDIDVEWQSNGQOQEPESKYRTTPPQLDEDGSYFLYSKLSVD
KSRWOQRGDTFICAVMHEALHNHYTQESLSHSPGK* *

Figure 11: SEQ ID NO:11 — caTNFR:HCB Aglycosyl Fc Fusion
Polypeptide

MGLPTVPGLLLPLVLLALLLEIYPISVTALVPHPRNRVKRAILCPQ
GKYIHPODDSICCTKCHKGTYLYNDCPGPGLDTDCRECENGTETAS
ENHLRQCLSCSKCRKEMNQVEISPCTVYRDTVCGCRKNQYREYWSE
TLEQCNNCSLCLNGTVQISCOEKONTICTCHAGFFLREHECVSCVN
CKKNTECGKLCLPPVETVKVPODPGSTAKECECKCNCNNCPCPGCG
LLGGPSVFIFPPKPKDILVTARTPTVTCVVVDLDPENPEVQISWEV
DSKOQVOTANTQPREEQSAGTYRVVSVLPIGHODWLSGKQEFKCKVNN
KALPSPIEEIISKTPGQAHQPNVYVLPPSRDEMSKNTVTLTCLVKD
FEPPEIDVEWQSNGOOQEPESKYRMTPPOLDEDGSYFLYSKLSVDKS
RWOQRGDTFICAVMHEALHNHYTQISLSHSPGK* *

Figure 12: SEQ ID NO:12 — caTNFR:HCC Aglycosyl Fc Fusion
Polypeptide
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MGLPTVPGLLLPLVLLALLLEIYPISVTALVPHPRNRVKRAILCPQ
GKYIHPODDSICCTKCHKGTYLYNDCPGPGLDTDCRECENGTETAS
ENHLRQCLSCSKCRKEMNQVEISPCTVYRDTVCGCRKNQYREYWSE
TLEQCNNCSLCLNGTVQISCOEKONTICTCHAGFFLREHECVSCVN
CKKNTECGKLCLPPVETVKVPODPGSTPKESTCKCISPCPVPESLG
GPSVFIFPPKPKDILRITRTPEITCVVLDLGREDPEVQISWEVDGK
EVHTAKTQPREQQFASTYRVVSVLPIEHOQDWLTGKEFKCRVNHIGL
PSPIERTISKARGOAHQOPSVYVLPPSPKELSSSDTVTLTCLIKDEY
PPEIDVEWQOSNGOPEPESKYHTTAPQLDEDGSYFLYSKLSVDKSRW
QOGDTFTCAVMHEALONHYTDLSLSHSPGK* *

Figure 13: SEQ ID NO:13 — caTNFR:HCD Aglycosyl Fc Fusion
Polypeptide
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MAPAATWALLAAGLOLWGAGRAVPGOATQLPYVPDPELGSSCQQSE
YEDOQRTOMCCSMCPPGSHARLECTKTSNTVCARCENSTY TOLWNWY
PECLSCGSRCGADQVETQACTREQNRICSCKSGWYCTLRROGGCRL
CAPLRRCRPGFGVAKPGTATSDVVCAPCAPGTESNTTSSTDTCRPH
RICSSVAVPGNASVDAVCSPAPPTVRTAPRPASTROPGSTOPRPAE
PTPGPSTPPRTSVLFPAVPSPPAEGLSTGD

Figure 14: SEQ ID NO:14 — Canine TNFR p80 signal
sequence and ECD

MAPAATWALLAAGLOLWGAGRAVPGOATQLPYVPDPELGSSCQQSE
YEDOQRTOMCCSMCPPGSHARLECTKTSNTVCARCENSTY TOLWNWY
PECLSCGSRCGADQVETQACTREQNRICSCKSGWYCTLRROGGCRL
CAPLRRCRPGFGVAKPGTATSDVVCAPCAPGTESNTTSSTDTCRPH
RICSSVAVPGNASVDAVCSPAPPTVRTAPRPASTROPGSTOPRPAE
PTPGPSTPPRTSVLEPAVPSPPAEGLSTGDEFNECRCTDTPPCPVPE
PLGGPSVLIFPPKPKDILRITRTPEVTCVVLDLGREDPEVQISWEV
DGKEVHTAKTOSREQQFNGTYRVVSVLPIEHQDWLTGKE FKCRVNH
IDLPSPIERTISKARGRAHKPSVYVLPPSPKELSSSDTVSITCLIK
DFYPPDIDVEWQOSNGQQOQEPERKHRMTPPQLDEDGSYFLYSKLSVDK
SRWQOGDPFTCAVMHETLONHYTDLSLSHSPGK* *

Figure 15: SEQ ID NO:15 — caTNFrecp80-HCA Fusion
Polypeptide
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MAPAATWALLAAGLOLWGAGRAVPGOATQLPYVPDPELGSSCQQSE
YEDOQRTOMCCSMCPPGSHARLECTKTSNTVCARCENSTY TOLWNWY
PECLSCGSRCGADQVETQACTREQNRICSCKSGWYCTLRROGGCRL
CAPLRRCRPGFGVAKPGTATSDVVCAPCAPGTESNTTSSTDTCRPH
RICSSVAVPGNASVDAVCSPAPPTVRTAPRPASTROPGSTOPRPAE
PTPGPSTPPRTSVLEFPAVPSPPAEGLSTGDPKRENGRVPRPPDCPK
CPAPEMLGGPSVFIFPPKPKDTLLIARTPEVTCVVVDLDPEDPEVQ
ISWEVDGKOMOTAKTQPREEQFNGTYRVVSVLPIGHQDWLKGKQFET
CKVNNKALPSPIERTISKARGOAHQPSVYVLPPSREELSKNTVSLT
CLIKDEFYPPDIDVEWOSNGOOQEPESKYRTTPPOLDEDGSYEFLYSKL
SVDKSRWQRGDTFICAVMHEALHNHYTQESLSHSPGK* *

Figure 16: SEQ ID NO:16 — caTNFrecp80-HCB Fusion
Polypeptide

MAPAATWALLAAGLOLWGAGRAVPGOATQLPYVPDPELGSSCQQSE
YEDOQRTOMCCSMCPPGSHARLECTKTSNTVCARCENSTY TOLWNWY
PECLSCGSRCGADQVETQACTREQNRICSCKSGWYCTLRROGGCRL
CAPLRRCRPGFGVAKPGTATSDVVCAPCAPGTESNTTSSTDTCRPH
RICSSVAVPGNASVDAVCSPAPPTVRTAPRPASTROPGSTOPRPAE
PTPGPSTPPRTSVLEPAVPSPPAEGLSTGDAKECECKCNCNNCPCP
GCGLLGGPSVEFIFPPKPKDILVTARTPTVTCVVVDLDPENPEVQIS
WEVDSKQVOQTANTQPREEQSNGTYRVVSVLPIGHODWLSGKQFKCK
VNNKALPSPIEEIISKTPGQAHQOPNVYVLPPSRDEMSKNTVTLTCL
VKDEFEFPPEIDVEWQSNGQOEPESKYRMTPPQLDEDGSYEFLYSKLSV
DKSRWQRGDTFICAVMHEALHNHYTQISLSHSPGK* *

Figure 17: SEQ ID NO:17 — caTNFrecp80-HCC Fc Fusion
Polypeptide
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MAPAATWALLAAGLOLWGAGRAVPGOATQLPYVPDPELGSSCQQSE
YEDOQRTOMCCSMCPPGSHARLECTKTSNTVCARCENSTY TOLWNWY
PECLSCGSRCGADQVETQACTREQNRICSCKSGWYCTLRROGGCRL
CAPLRRCRPGFGVAKPGTATSDVVCAPCAPGTESNTTSSTDTCRPH
RICSSVAVPGNASVDAVCSPAPPTVRTAPRPASTROPGSTOPRPAE
PTPGPSTPPRTSVLEPAVPSPPAEGLSTGDPKESTCKCISPCPVPE
SLGGPSVFIFPPKPKDILRITRTPEITCVVLDLGREDPEVQISWEV
DGKEVHTAKTQPREQQFNSTYRVVSVLPIEHQDWLTGKE FKCRVNH
IGLPSPIERTISKARGQAHQPSVYVLPPSPKELSSSDTVTLTCLIK
DFYPPEIDVEWOSNGQPEPESKYHTTAPQLDEDGSYFLYSKLSVDK
SRWQOGDTFTCAVMHEALONHYTDLSLSHSPGK* *

Figure 18: SEQ ID NO:18 — caTNFrecp80-HCD Fc Fusion
Polypeptide

MAPAATWALLAAGLOLWGAGRAVPGOATQLPYVPDPELGSSCQQSE
YEDOQRTOMCCSMCPPGSHARLECTKTSNTVCARCENSTY TOLWNWY
PECLSCGSRCGADQVETQACTREQNRICSCKSGWYCTLRROGGCRL
CAPLRRCRPGFGVAKPGTATSDVVCAPCAPGTESNTTSSTDTCRPH
RICSSVAVPGNASVDAVCSPAPPTVRTAPRPASTROPGSTOPRPAE
PTPGPSTPPRTSVLEPAVPSPPAEGLSTGDEFNECRCTDTPPCPVPE
PLGGPSVLIFPPKPKDILRITRTPEVTCVVLDLGREDPEVQISWEV
DGKEVHTAKTOSREQQFAGTYRVVSVLPIEHQDWLTGKE FKCRVNH
IDLPSPIERTISKARGRAHKPSVYVLPPSPKELSSSDTVSITCLIK
DFYPPDIDVEWQOSNGQQOQEPERKHRMTPPQLDEDGSYFLYSKLSVDK
SRWQOGDPFTCAVMHETLONHYTDLSLSHSPGK* *

Figure 19: SEQ ID NO:19 — caTNFrecp80-aglycosyl HCA Fc
Fusion Polypeptide
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MAPAATWALLAAGLOLWGAGRAVPGOATQLPYVPDPELGSSCQQSE
YEDOQRTOMCCSMCPPGSHARLECTKTSNTVCARCENSTY TOLWNWY
PECLSCGSRCGADQVETQACTREQNRICSCKSGWYCTLRROGGCRL
CAPLRRCRPGFGVAKPGTATSDVVCAPCAPGTESNTTSSTDTCRPH
RICSSVAVPGNASVDAVCSPAPPTVRTAPRPASTROPGSTOPRPAE
PTPGPSTPPRTSVLEFPAVPSPPAEGLSTGDPKRENGRVPRPPDCPK
CPAPEMLGGPSVFIFPPKPKDTLLIARTPEVTCVVVDLDPEDPEVQ
ISWEVDGKOMOTAKTQPREEQFAGTYRVVSVLPIGHQDWLKGKQFET
CKVNNKALPSPIERTISKARGOAHQPSVYVLPPSREELSKNTVSLT
CLIKDEFYPPDIDVEWOSNGOOQEPESKYRTTPPOLDEDGSYEFLYSKL
SVDKSRWQRGDTFICAVMHEALHNHYTQESLSHSPGK* *

Figure 20: SEQ ID NO:20 — caTNFrecp80-aglycosyl HCB Fc
Fusion Polypeptide

MAPAATWALLAAGLOLWGAGRAVPGOATQLPYVPDPELGSSCQQSE
YEDOQRTOMCCSMCPPGSHARLECTKTSNTVCARCENSTY TOLWNWY
PECLSCGSRCGADQVETQACTREQNRICSCKSGWYCTLRROGGCRL
CAPLRRCRPGFGVAKPGTATSDVVCAPCAPGTESNTTSSTDTCRPH
RICSSVAVPGNASVDAVCSPAPPTVRTAPRPASTROPGSTOPRPAE
PTPGPSTPPRTSVLEPAVPSPPAEGLSTGDAKECECKCNCNNCPCP
GCGLLGGPSVEFIFPPKPKDILVTARTPTVTCVVVDLDPENPEVQIS
WEVDSKQVOTANTQPREEQSAGTYRVVSVLPIGHODWLSGKQFKCK
VNNKALPSPIEEIISKTPGQAHQOPNVYVLPPSRDEMSKNTVTLTCL
VKDEFEFPPEIDVEWQSNGQOEPESKYRMTPPQLDEDGSYEFLYSKLSV
DKSRWQRGDTFICAVMHEALHNHYTQISLSHSPGK* *

Figure 21: SEQ ID NO:21 — caTNFrecp80-aglycosyl HCC Fc
Fusion Polypeptide
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MAPAATWALLAAGLOLWGAGRAVPGOATQLPYVPDPELGSSCQQSE
YEDOQRTOMCCSMCPPGSHARLECTKTSNTVCARCENSTY TOLWNWY
PECLSCGSRCGADQVETQACTREQNRICSCKSGWYCTLRROGGCRL
CAPLRRCRPGFGVAKPGTATSDVVCAPCAPGTESNTTSSTDTCRPH
RICSSVAVPGNASVDAVCSPAPPTVRTAPRPASTROPGSTOPRPAE
PTPGPSTPPRTSVLEPAVPSPPAEGLSTGDPKESTCKCISPCPVPE
SLGGPSVFIFPPKPKDILRITRTPEITCVVLDLGREDPEVQISWEV
DGKEVHTAKTOQPREQQFASTYRVVSVLPIEHQDWLTGKE FKCRVNH
IGLPSPIERTISKARGQAHQPSVYVLPPSPKELSSSDTVTLTCLIK
DFYPPEIDVEWOSNGQPEPESKYHTTAPQLDEDGSYFLYSKLSVDK
SRWQOGDTFTCAVMHEALONHYTDLSLSHSPGK* *

Figure 22: SEQ ID NO:22 —caTNFrecp80-aglycosyl HCD Fc
Fusion Polypeptide
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