WO 2018/075857 PCT/US2017/057535
1/46

~e 1F8
-+ 5F%
3 38 -0 2A1
<@
g 27
o]
O
1‘-4
H]
~4
Concentration
Log (ng/mi)
Fig. 1
s - 1F8
3 5F9
O~ ZA1
2
&
=
5
Q...
G 1§ 13 1
2 ] 2 4
Concentration
Log {ng/ml}
Fig. 2a

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535
2/46

3 - 1F8
-0~ 13H3
o 2
Xl
<5
8
*5..
04 Y ¥ 1
-4 2 0 2
Concentration
Log {nhl}
Fig. 2b
400~ - 1F8
L+ BFG
. 80 - ZA1
,g
8 60+
£
£
5 4{
<
20+
e ) ] 3 ¥ 1
¢ 1 2 3 4 5
Concentration
Log {ng/ml)}
Fig. 3a

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535

3/46
1F8 (IC5 = 0.78 nM)
2.8~
'ml\ .yx\\\X\\\\\\X\\.\;\\\\\ .
&
;z
AIRRE
N
®
R
Al
® ;
SRR L
N
o
%
§ P§ . ; § 3 q p § 3 3.
Fsg}iﬂ ag ‘3 _“§ {} »g \\g "?
{1F8]. M
Fig. 3b
13H3 IC5o=0.20 M
2.8

Batio 1468 am 5845 nmy

8.8 i T ¥ Y T ¥
g ~14 ~3§ & «8 ~T
{5 Q“&}x M
Fig. 3c

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857

PCT/US2017/057535

4/46

420- -8~ 1F8
@ 0O 5F9
T 0~ 2A1
S 90-

T
1
T 60~
S
0
Q
'75 304
2
0 1
0 5
Concentration
Log {ng/mi)
Fig. 4a

=

8

.§

+

[

&

Q

B

R

Conceniration
Log {nM}

Fig. 4b

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535
5/46

RU IF8
120
106

\t_‘\Q}‘

Response

e

S
e
NN iy

SERR R

&
§
& o
N 2 AR
& 3 RN 5
' $ & N
{} i & R
gi A P8
$io
23 R
&y
P
f8a8 .
faS &
§
N

AV VNSNS

ROy

3 Fa

k Nl I

) R o BRSNS RN
R

Rt BRI S i

A
S w;o s

e

-100 0 200 400 600 8@&1};

Time

Fig. 4c

13H3

¥

fo
7
2

g3
3

&

¥4
5
5

4
i

2
L%
3

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535
6/46
Sample ka (1/Ms) kd (1/s) KD (M)
1F8 3.75E+05 1.04E-03 2.8E-09
13H3 5.33E+05 2.47E-04 4.6E-10
Fig. 4e
£ 160~
=z oI 16
g - e
Q 5FS
& B3 2M1
i
g
&
W
&
U
!
B
SS
Fig. 5a
6+ E3 pG
x L wx R %k oqpg
&
g T T [ 1313
® 4 w3
: : T
Yy
2 24
3
]
£
.
Q 1 t 1 4 1
10 0.08 04 2 10 0.08 04 2 10
ughmi
Fig. 5b

SUBSTITUTE SHEET (RULE 26)




WO 2018/075857 PCT/US2017/057535
7/46
Raji (B Lymphoma)
G-
bl
& 1
=
a
]
o]
S
8 2
S 2-
[}
L
43
0 . ; 7
e 1F8 5F9 2A1
Fig. 6a
THP-1 {AML)
4
=
3,
£
@
S 2
)
0 —
g 14
f— N | E
o
lgG 1F8 5F9 281
Fig. 6b

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535

8/46
Jurkat (ALL)
4
>
5
£
1
8 2
Y
1)
&
G 1
Ko
o
¢ T t !
igG 1F8 5F% 2A1
Fig. 6¢

30
lgG \\§ A .

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535

9/46
20~
-+ 1F8
g s <+ 5F9
£ -0~ 2A1
o
8
= 10+
£
E|
3 7
<f,
40' =T ¥ i S T 17
3 DN SN SRR R
Q@ Q‘} QQ o R A
ugfmi
Fig. 7b

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535
10/46

25~
-« 1F8

3 5FQ
0~ 2A1

20+

1 5=

10-

S

Agglutination index

.

S FHFPFI L 2.2 ADD
§§§@mea$%@

ugiml

Fig. 8b

10 3 0.003
;“ . R N \\\*‘.} R ‘\‘“‘:a:_ N \ S \\\\\{: \§

N\

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535

11/46
184
~a 1FB
=
K 0~ 13H3
B2 -~ 5FQ
10
s
£
®
£
3 5
g
e T 1 l 1 1 1 ) 1 ¥ ¥
I O T B S
%g? FCIPRE D MR
pgiml
Fig. 8d
igG iF8 5F9 ZA1
W00 260 20C 200
160 160 156 160]
i ;
5 120 520 120 120
5
40
a
RIS T el
200
150 150
™
[ 120 120
2 3
5 20 .80
o
40 40
. o 0o
W et 1t e ot 1wt 10t 10t 108 1t o 1 RGN TSI 1 O T S T AL T
Binding >

Fig. 9a

SUBSTITUTE SHEET (RULE 26)



Donor 1

Donor 2

WO 2018/075857 PCT/US2017/057535

12/46
-+ 19G
100-
-~ 1F8
80+ -0 5F9
8 . -0~ 2A1
(14
©
- 40-
>
204
0 r—a— A 1
0 1 2 3 4 5
Concentration
Log (ng/ml)
Fig. 9b

600 § -

| 0018
400 § A
8N 2004 . :
2004 _ 1004

100+ \

Qr-\w.% Moo uan e o wasoe G‘W&‘- A AR S G;mﬁ&)\ﬂ\\\ <
""""" w1t 1t e 100 102 108 1o0f (e E S o

Binding

Fig. 9c

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857

PCT/US2017/057535
13/46
100+ o 16
80+ - 1F8
4 -0 1343
T 504 - 5F9
g
£
S 404
;E
204
e ,
-2 =4 i 4 2
Concentration
Log {nil)
Fig. 9d
Male (n=6)
251
) 20
: ..
.S 15-
®
-E 10-
3
S 5
<
c L) I

I )
IgG 1F8 5F9 2A1
Fig. 10a

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535
14/46

Female (n=6)

25-
3 20
2 T%T
515
T
£ 10-
2
8 5
<
L B D
IgG 1F8 5F9 2A1
Fig. 10b
SIRPa 1F8 5K 2AL
250K : 250,
200K 200K
150K 150K
100K+ 100K
50K SOK;
- 15

g 10¢ 10% 10 104180 1
Binding »

Fig. 11

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535

e iR movrkey ¥ RN
s SFR-monkey £

1 e ALmonkey #

35

24 N FSmamikey &

RRUE .

15 s«ii'\'\%k«*ii?ﬁ}.&?%{}ﬁkﬁy & \\\\\\\\\@\\

140 QWL monkey § e

LAY ™ R
¢ Riveniimee

& . SO -
~ R R it N
3_‘_{} « &\\\QW‘\\\\\\\\“\\\\\“\\\\\\\“\ \ \ \\\\\\\"\\\\\\\\\\\ \\\\\\\:

logleoncentration] {ugfmi}

Fig. 12b

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535
16/46
Phagocytosis
Z2A1
105 105 k
-
S 104 104
<
L 10 10 10*
U H 5
Y 10y 102 10
g 100K 200K 8 100K 00K B 100K 2006 G 100K 200K
Fig. 13a Fig. 13b Fig. 13c Fig. 13d
APC-CD14 »
AML Binding
1000 i 4‘:-025 s 300
sz A 3004 § - §
6001 . S B
: é 278 260+ A 3 §f5’3
- 1004 '
Gm \\\\\% ey (FENIESNY S : N i e \ TR (
Coo 10t 10 108 0 10 10f 10° 6 10° 10% 10° 0 10% 10% 10°

Luminescence intensity

Fig. 13f Fig. 13g Fig. 13h
10° 7 =& IgG (10 mg/kg)
- 1F8 (10 mg/kg)
108 €3 5F9 (10 mg/kg)
-O- 2A1 (10 mg/kg)
107 -
C
106 -
105 I I I v I I I I L) L}
0o 1 2 3 4 5 6 7 8 9 10

Days post treatment

Fig. 14a

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535
17/46
1010 - - oG (2 mg/kg)
> -O- 5F9 (2 mg/kg)
@ 10°4 & 13H3 (10 mg/kg)
o - 13H3 (2 mg/kg)
E 108 4 -~ 13H3 (0.4 mg/kg)
e
8 107
S 1074
(]
£
€ 108
|
105 L) ] ) ) ) ) ) ) 1

THE

1 1
10 12 14 16 18 20 22 24 26 28 3

Days post treatment

Fig. 14b

M1 M® in the spleen

S 90—

g 20

9 P<0.05

3 15 '

LL

£ s

s 7 T s T

: .

2 1

Q 51

3

[T

(o)

°\° 0 T T 1
IgG 1F8 5F9 2A1

Fig. 15a

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535
18/46

M2 M® in the spleen

£ 15

+

o

3

210- T n.s s
~ T

S P <0.05

g 5

N

o

5 ol = N\
s 1F8 5F9 2A1

Q
@

Fig. 15b

Breast cancar Colon cancer

L

§
8

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535
19/46

N Weak
Geometry stain
Diffuse A AX\%\%
(all cells) \ \\\
Moderate
{most/many cells)
Focal
{few cells)
Negative
Fig. 16b
100+ 718 78 AW Seore 1-3

80+

60+

8/8 MR Score 4-8
5/8
4/8

.
™

CD47+ PDX samples (%)
o B 85
7 Py
. 2
7
. I

A & $
& & F S F
& A V) X AN
o ? <
R
Fig. 16¢

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535
20/46

RBCs

»
]

=+ 1gG (15 mg/kg)
-0~ 1F8 (15 mg/kg)
L+ 5F9 (15 mg/kg)

(¢}
1

F N
1

RBC counts (10"2/L)
N (4%

PN
1

o

12 16 20 24

1
(=]
1
S
o
S
(=]

Day

Fig. 17a

Hemoglobin

- {3 {15 myikgl
@ 1FB {15 mgikg
£F SF0 {15 myfkg}

Hemaglobin {g/dL}

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535
21/46

Reticulocytes

800 - -4 19G (15 mg/kg)
g T - 1F8 (15 mg/kg)
=4 5F9 (15 mg/k
T 600 - g (15 mg/kg)
9
c
3
O 400
Q
<
Q
Q
S 200 -
8
°©
4
0 1 ) e | ] I 1 I )
8 -4 0 4 8 12 16 20 24
Day
Fig. 17¢
Platelets
700 - -+ 1gG (15 mg/kg)
~ 600 - 1F8 (15 mg/kg)
s L+ 5F9 (15 mg/kg)
g 500 -
2]
£ 400 -
3
o 300 4
°
© 200 -
&
o 100 -
0 ] ] | ] ] 1 I ] 1
8 -4 0 4 8 12 16 20 24
Day
Fig. 17d

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535

0.01+ T T T T
0 7 14 21 28

Days post injection

Fig. 17e

Competing with 5F9
1.5+

OD 450

Fig. 18a

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535
23/46

Competing with 2A1
1.5+

n.8

2
-3
o
Q
p<0.05
3
o
%0
Fig. 18b
Structure of 5F9/CD47 complex Structure of 1F8/CD47 complex

Fig. 18c Fig. 18d

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535
24/46

Comparison of interaction motif of 5F9 and 1F8 with CD47

&N

3
N

Fig. 18e

Single dose

RBCs .
Hemoglobin

(-]
o |

[3,]
1

a~
L

RBC counts (10'%/L)
N [}
Hemoglobin (g/dL)

-
1

o

! ! ! ' ! ! 0 T T T T T T T T

0 3 6 9 12 15 18 21 0 3 6 9 12 15 18 21
Days postinjection Days post injection

Fig. 19a Fig. 19b

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535

25/46
Platelets
J
-]
=
Py
€
=
<]
1)
5
g
E 100 -
0 L] T 1 L] L) T 1 T
0 3 6 9 12 15 18 2
Days post injection
Fig. 19¢
Lymphocytes
15 -

Lymphocyte counts (10°/L)

0 3 6 9 12 15 18 2
Days post injection

Fig. 19d

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535

26/46

Repeat dose

35

RBCs Hemoglobin
7-
aJ )
N T
o 2
g s
c [=}
E | o
g3 é’ 6 -
8 2 % 4 -
14
N by SRR
0 T T T 1 04 T T T T 1
14 21 28 35 0 7 14 21 28
Days Days
Fig. 19e Fig. 19f
Platelets
800 -
J
% 600 -
Py
3 400 &,
(3]
o
Q
£ 200 -
N N
0 L] ) 1 ) ) 1
0 7 14 21 28 35
Days
Fig. 19g

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535
27/46

Lymphocytes

Lymphocyte counts (10°/L)

o

Days

Fig. 19h

Binding to recombinant CD47-ECD

-
5 34C5

4-
g 3
<
a
O 21

14 34C5 EC_=0.27nM

0' T 1 !

-4 -2 0 2
Concentration
Log (nM)
Fig. 20

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535
28/46
Binding to CDA47-bearing Raji cells
-=
100- 34C5

£

S 80

‘T

X 604

+

N~

S 404

(&)

S 20 34C5 EC_=0.83nM
X

| ) | 1
-2 -1 0 1 2
Concentration
Log (nM)
Fig. 21

Ratio uee 0 1615 nmy

Blocking of CD47 binding to SIRPa

2.6
2.4
34C51C_ =0.30 nM
50
1.8
1.8+
g\& b ‘ ...... : F * ¥ i ........ ¥ '
g S RS £ B -8 -F

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535
29/46

Phagocytosis of tumor cells by human M@

6- B IgG
X Hl 34C5
QO
T
£
@ 4
a
o
et
3
O 24
(&)
©
<
o

0 T

10 0.0032  0.016 0.08 04 2 10
pug/mi
Fig. 23

In vitro RBC agglutination properties

SUBSTITUTE SHEET (RULE 26)



Donor 1

Donor 2

WO 2018/075857

PCT/US2017/057535
30/46
In vitro RBC binding properties
ug/mi
6 12 0.048 0.0096
4 g fmog.
o5 0 000 595 139

N U
‘.& \\ﬁ\\&\, 0,_ ,,,,,,, & \%«*

200

©10° 1060105 © 10° 10°105 G m* 107105 9§ 165 104 105 © 10° 10°10°
; N 3(}&)1
Q 200 T 2000 ;
838 | ag;;a 200 8 {aas 1§ nz mm § 0.074
------------- e W T e T e T
H 4 A < A N
§ 100 § . § o § 1604 §
e | \ 1
%‘e%\\ i “\w‘&%\\a\ e G % & - 3(}&w‘§»‘m‘» SN RS . W
; 105 10V 300 0 1g° 10910 ¢ 19° 10° 10° 0 10% 107107 0 10° 10° 10° 0 10° 107 10°
Bmdmg d

Fig. 25

SUBSTITUTE SHEET (RULE 26)



WO 2018/075857 PCT/US2017/057535
31/46

Amino Acid Sequences:

>CD47-1A1
VH

SEQ ID NO.: 1
QVQLOQSGGGLVQPGGSLRLSCTASGFTEFSSYAMSWVROQAPGKGLEWVSAISGSGGSTYYADSVKGRETISRDNS
KNTLYLOMNSLRVEDTAVYYCARYSIGRHTFDHWGQGTLVTVSA
VL

SEQ ID NO.: 2
NFMLTQPHSVSESPGKTVTISCTRSSGGIASNEVOWYQQORPGSVPTTVIYRDNQRPSGVPDREFSGSVDSSSNSAS
LTISGLKTDDEADYYCQSYDDHNHWVEGGGTKLTVL

>CD47-1F8
VH

SEQ ID NO.: 3
KVQLVESGGGLVKPGGSLRLSCAASGFTEFSNAWMNWVROQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ ID NO.: 4
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLHAEDVAIYYCQOQYYTPPLAFGGGTKLEIK

>CD47-2A11
VH

SEQ ID NO.: 5
QVOLOOSGGGLVQPGGSLRLSCAASGETESGYAMTWVRQAPGKGLEWVSAITSTGGRTYYADSVKGRETTSRDNS
RNTLYLOMNSLRAEDTAVYYCARESNFRAFDIWGQGTMVTVSA
VL

SEQ ID NO.: 6
EIVLTQSPLSLPVTPGEPASISCRSSQSLLHSNGYNYLDWYLQKPGQSPQLLIYLNSNRASGVPDRESGSGSGTD
FTLOQISRVEAEDVGVYYCMQALQIPPTFGGGTKVDIK

>CDh47-2C2
VH

SEQ ID NO.: 7
EVQLVESGGGLVQPGGSLRLSCAASGFTFIDAWMTWVROQAPGKGLEWVSVIYSGGSTYYADSVKGREFTISRDNSK
NTLYLOQMNSLRAEDTAVYYCARGARGHPGQDYWGQGTLVTVSA
VL

SEQ ID NO.: 8
NEMLTQPHSVSESPGKTVTISCTRSSGTIASNEFVOWYQQRPGSSPTPVIFENDRRPSGVPDRESGSIDSSSNSAS
LTISSLNTEDKADYYCQSYDSSTHGWVFGGGTQLTVL
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>CD47-2D7
VH

SEQ ID NO.: 9
QVNLRESGGGLVQPGGSLRLSCAASGFTESDYYMSWIRQAPGGGLEWVSYTSREGSDTNYADSVKGRETISRDNV
ONSLYLOMNSLRAEDTAVYYCVRDVHNRDAYWGQGTLVTVSA
VL

SEQ ID NO.: 10
SYVLTQPPSASGTPGQRVTISCSGSSSNIGGNSVSWYQQLPGTAPKLLIYRNHQRPSGVPDRESGSKSGTSASLA
ISGLRSDDEADYYCATWDESLSGEVEGTGTKVTVL

>CD47-2G4
VH

SEQ ID NO.: 11
QVOLVQOSGGGLVQPGGSLRLSCAASGFTESSYAMSWVRQAPGKGLEWVSAISGSGGSTYYADSVKGRETISRDNS
KNTYYCANTDYYDSSSHTPADYWGQGTLVTVSA
VL

SEQ ID NO.: 12
ETTLTQSPSSLSASVGDRVTITCRASQDIRNDLDWFQOKPGEAPKRLISAASNLOSGVPSREFSGGGSGSEFTLTT
HSLESEDFATYYCQQOSYITPPWTFGQGTKLEIK

>CDh47-2G11
VH

SEQ ID NO.: 13
QVOLQESGGGLVQPGGSLRLSCAASGFTFSSYGMSWVRQAPGKGLEWVSTISGSGSSTNYADSVKGRETISRDNS
KNTLFLOMNSLRAEDTAVYFCAKGRYYYDSLDAFDIWGQGTMVTVSA

VL

SEQ ID NO.: 14
EIVLTQSPGTLSLSPGERATLSCRASQEIRTAYLAWYQQOKPGQAPRLLIYYASSRATGIPDREFSGSRSGTDFTLT
ISRLEPEDFAVYSCQQYDTSPPTFGQGTRLEIK

>CD47-6F4
VH

SEQ ID NO.: 15
QVOLVESGGGLVQPGGSLRLSCAASGFTESSYAMSWVRQAPGKGLEWVSAISGTGGSTYYADSVKGRETISRDNS
KNTLYLOMNSLRAEDTAAYYCAKDKWSSWPTYYFDYWGQGTLVTVSA
VL

SEQ ID NO.: 16
NEMLTQPHSVSESPGKTVTISCTRSSGSIASNYVOWYQQRPGSSPTTVIYEDNQRPSGVPDRESGSIDSSSNSAS
LTISGLKTEDEADYYCQSYDSSNVIFGGGTKVTVL
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>CD47-5H1
VH

SEQ ID NO.: 17
QVOLQVSGGGLVQPGGSLRLSCAASGFTESSYSMAWVRQAPGKGLEWVAAVSNSGVETYYADSVKGRETISRDNS
KNTLYLOMNSLRAEDTAVYYCAKRTRQLLTPREFDYWGQGTLVTVLA
VL

SEQ ID NO.: 18
ETTLTQSPSSVSASVGDRVTLTCRASQDITRWLAWYQQKPGKAPKLLIYDASSLQSGVPSRESGSGSGTDFTLTI
SSLOQPEDFATYYCQQGSSVPFTFGGGTKVEIK

>CD47-5F6
VH

SEQ ID NO.: 19
QVNLRESGGGLIQPGGSLRLSCAASGFTEFTNYAMSWVRQAPGKGLEWVSSVSSAGGSTYYADSVKGRETISRDNA
KNSLYLOMNSLRAEDTAVYYCARRVNRAFDLWGRGTLVTVSA
VL

SEQ ID NO.: 20
DVVMTQSPGTLSLSPGERATLSCRASQSVSSSYLAWYQQKPGQAPRLLIYGASSRATGIPDRESGSGSGTDETLT
ISRLEPEDFAVYYCQQYGSSPPMYTFGQGTKLEIK

>CD47-1F3
VH

SEQ ID NO.: 21
QVOLQESGGGLVQPGGSLRLSCAASGFTFSNAWMSWVRQAPGKGLVWVGRIKSKTDGGTTDYAAPVKGRETISRD
DSKNTLYLOMNSLKTEDTAVYYCTTDKSYGYTFDYWGQGTLVTVSA
VL

SEQ ID NO.: 22
SYVLTQPPSASGTPGQRVTISCSGSGSNIGSNSVHWYQQLPGTAPKLLIYTNNQRPSGVPDRFSGSKSGISASLA
ISGLQSEDEAVYYCATWDDRLSGPVEFAAGTKLTVL

>CD47-2A4
VH

SEQ ID NO.: 23
QVNLRESGGGLVKPGGSLRLSCAASGFTESSYWMHWVRQAPGKGLEWVSAISGSGAGTYYPDSVKGRETISRDNS
KNTLYLOMNSLRAEDTAVYYCARDRSLSFGEDIWGQGTLVSVSG
VL

SEQ ID NO.: 24
NFMLTQPHSVSGSPGKTVTISCTRSSGSIGSTYVQWYQQRPGSPPTTVIYKDDQRPSGVPDREFSGSIDGSSNSAS
LTISGLETEDEADYYCQSSDTSNLVEGGGTKVTVL

>CD47-2B12
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SEQ ID NO.: 25
QVOLQOQOSGGGLVQPGGSLRLSCAAPGFTEFSRYWMSWVRQAPGKGLEWVANIKGDGSQTYYADSVKGRETISRDNA
MKTVYLOMNSLRAEDTAIYYCAKGAAYHINSWLDPWGQGTLVTVSA
VL

SEQ ID NO.: 26
ETTLTQSPGTLSVSPGERVTLSCRASQSISGNYLAWYQQORPGQAPRLLIYGAFRRATGIPDRESGSGSGTDETLT
ITRLEPEDFATYYCQHYNNFPHTFGAGTKVDIK

>CD47-13A11
VH
SEQ ID NO.: 27

KVOLVESGGGLVKPGGSLRLSCAASGITFKHAWMNWVROQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 28
DIVMTQSPDSLAVSLGERATINCKSSQSVLY XVNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDREFSGSGSGT
EFTLIISSLOAEDVAIYYCQOYYTPPLAFGGGTKLEIK

>CD47-15E1
VH
SEQ ID NO.: 29

KVQLVESGGGLVKPGGSLRLSCAASGEFTFNNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 30
DIVMTQSPDSLAVSLGERATINCKSSQTVLYPLNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDREFSGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-13H3
VH
SEQ ID NO.: 31

KVQLVESGGGLVKPGGSLRLSCAASGLTFERAWMNWVROQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOQMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 32
DIVMTQSPDSLAVSLGERATINCKSSQSVLYAGNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-14A8
VH
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SEQ ID NO.: 33
KVQLVESGGGLVKPGGSLRLSCAASGFTFPNAWMNWVROQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 34
DIVMTQSPDSLAVSLGERATINCKSSQSVLYPGNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-16H3
VH

SEQ ID NO.: 35
KVQLVESGGGLVKPGGSLRLSCAASGLTFGNAWMNWVROQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOQMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 36
DIVMTQSPDSLAVSLGERATINCKSSQSVLYPGNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-1A1
VH
SEQ ID NO.: 37

KVQLVESGGGLVKPGGSLRLSCAASGFTEFSNAWMNWVROQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGGNHSSDIWGQGTMVTVSA
VL

SEQ. ID NO.: 38
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQOYYTPPLAFGGGTKLEIK

>CD47-1A1-A
VH

SEQ ID NO.: 39
KVQLVESGGGLVKPGGSLRLSCAASGFTFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGGAHSSDIWGQGTMVTVSA
VL

SEQ. ID NO.: 40
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-1A1-Q
VH
SEQ ID NO.: 41
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KVQLVESGGGLVKPGGSLRLSCAASGEFTFSNAWMNWVROQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOQMNSLKTEDTAVYYCAGGQHSSDIWGQGTMVTVSA
VL

SEQ. ID NO.: 42
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-1A2
VH

SEQ ID NO.: 43
KVQLVESGGGLVKPGGSLRLSCAASGFTFSNAWMNWVROQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSAYAFDAWGQGTMVTVSA
VL

SEQ. ID NO.: 44
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-1A8
VH

SEQ ID NO.: 45
KVQLVESGGGLVKPGGSLRLSCAASGEFTFSNAWMNWVROQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSAYAFDSWGQGTMVTVSA
VL

SEQ. ID NO.: 46
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-1B1
VH

SEQ ID NO.: 47
KVQLVESGGGLVKPGGSLRLSCAASGFTEFSNAWMNWVRQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSDRASDKWGQGTMVTVSA

SEQ. ID NO.: 48
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-1B2
VH

SEQ ID NO.: 49
KVQLVESGGGLVKPGGSLRLSCAASGEFTFSNAWMNWVROQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOQMNSLKTEDTAVYYCAGSAYAFDTWGQGTMVTVSA
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VL

SEQ. ID NO.: 50
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQOYYTPPLAFGGGTKLEIK

>CD47-1H3
VH
SEQ ID NO.: 51

KVQLVESGGGLVKPGGSLRLSCAASGEFTFSNAWMNWVROQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGGNHSQDIWGQGTMVTVSA
VL

SEQ. ID NO.: 52
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-1H3-Q
VH

SEQ ID NO.: 53
KVQLVESGGGLVKPGGSLRLSCAASGEFTFSNAWMNWVROQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOQMNSLKTEDTAVYYCAGGQHSQDIWGQGTMVTVSA
VL

SEQ. ID NO.: 54
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYYTPPLAFGGGTKLEIK

>CD47-1H3-A
VH
SEQ ID NO.: 55

KVQLVESGGGLVKPGGSLRLSCAASGFTEFSNAWMNWVROQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGGAHSQDIWGQGTMVTVSA
VL

SEQ. ID NO.: 56
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQOYYTPPLAFGGGTKLEIK

>CD47-2A2
VH

SEQ ID NO.: 57
KVQLVESGGGLVKPGGSLRLSCAASGEFTFSNAWMNWVROQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL
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SEQ. ID NO.: 58
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYLTPPLAFGGGTKLEIK

>CD47-2A3
VH

SEQ ID NO.: 59
KVQLVESGGGLVKPGGSLRLSCAASGFTEFSNAWMNWVROQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 60
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOQAEDVAIYYCQOQYLRPPLNFGGGTKLEIK

>CD47-2A6
VH

SEQ ID NO.: 61
KVQLVESGGGLVKPGGSLRLSCAASGEFTFSNAWMNWVROQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 62
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYLTPPLNFGGGTKLEIK

>CD47-2A10
VH

SEQ ID NO.: 63
KVQLVESGGGLVKPGGSLRLSCAASGEFTFSNAWMNWVROQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 64
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCONYLTPPLSFGGGTKLEIK

>CD47-2B1
VH

SEQ ID NO.: 65
KVQLVESGGGLVKPGGSLRLSCAASGFTEFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 66
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DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQOKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYLKAPLAFGGGTKLEIK

>CD47-2C6
VH

SEQ ID NO.: 67
KVQLVESGGGLVKPGGSLRLSCAASGEFTFSNAWMNWVROQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 68
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYLNAPLHFGGGTKLEIK

>CD47-2E7
VH

SEQ ID NO.: 69
KVQLVESGGGLVKPGGSLRLSCAASGEFTFSNAWMNWVROAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOQMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 70
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQYLEAPLVEGGGTKLEIK

>CD47-2E9
VH

SEQ ID NO.: 71
KVOQLVESGGGLVKPGGSLRLSCAASGFTFSNAWMNWVROQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 72
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQQOYLKAPLHFGGGTKLEIK

>CD47-2F1
VH

SEQ ID NO.: 73
KVQLVESGGGLVKPGGSLRLSCAASGEFTFSNAWMNWVROQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 74
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DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRESGSGSGT
EFTLIISSLOAEDVAIYYCQRLIAPPFTFGGGTKLEIK

>CD47-2F3
VH

SEQ ID NO.: 75
KVQLVESGGGLVKPGGSLRLSCAASGFTFSNAWMNWVRQAPGKGLEWVGRIKRKTDGETTDYAAPVKGRESISRD
DSKNTLYLOQMNSLKTEDTAVYYCAGSNRAFDIWGQGTMVTVSA
VL

SEQ. ID NO.: 76
DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNRNYLAWYQQKPGQPPKLLINQASTRASGVPDRFSGSGSGT
EFTLIISSLOAEDVAIYYCONYLTPPLAFGGGTKLEIK

>CD47-34C5
VH

SEQ. ID NO.: 77
CAGGTCCAACTGGTGCAGTCTGGGGCTGAAGTGAAGAAGCCTGGGTCTTCAGTGAAGGTGTCCTGCAAGGCTTCT
GGCTACACCTTCAGCAGCTACTATATGCACTGGGTGAGGCAGGCTCCTGGACAAGGCCTTGAGTGCGATGGGAGAG
ATTAATCCCAACAATGCCCGTATTAACTTCAATGAAAAGTTCAAGACCAGGGTCACACTCACTGTGGACAAATCC
ACCAGCACAGCATACATGGAGCTCAGCAGCCTGAGATCTGAGGACACCGCGGTCTATTACTGTACCAGAGGATAC
TATAGGTACGGGGCCTGGTTTGGTTACTGGGGCCAAGGGACTCTGGTCACTGTCTCTTCA

>CD47-34C5
VL

SEQ. ID NO.: 78
GATATCCAGATGACACAGTCTCCATCCTCCCTGTCTGCCTCTGTGGGAGACAGAGTCACCATCACTTGCAGGGCA
AGTCAGGACATTAGCGATTATTTGAACTGGTATCAACAGAAACCAGGCAAGGCTCCTAAACTCCTGATCTACTAC
ATATCAAGATTACACTCAGGAGTCCCATCACGCTTCAGTGGCAGTGGGTCTGGAACAGATTATACTCTCACCATT
AGCTCCCTGCAGCCAGAAGATTTTGCCACTTACTATTGCCAACAGGGTCATACACTTCCGTGGACCTTCGGTGGA
GGCACCAAGGTGGAAATCAAA

NUCLEOTIDE SEQUENCES OF VH:

>CD47-1A1 VH
SEQ ID NO.: 79
CAGGTACAGCTGCAGCAGTCAGGGGGAGGCTTGGTACAGCCTGGEEEGTCCCTAAGACTCTCCTGTACAGCCTCT
GGATTCACCTTTAGCAGCTATGCCATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTCTCAGCA
ATTAGTGGTAGTGGTGGTAGCACATACTACGCAGACTCCGTGAAGGGCCGETTCACCATCTCCAGAGACAATTCC
AAGAACACGCTGTATCTGCAAATGAACAGCCTGAGAGTCGAGGACACGGCCGTATATTACTGTGCGAGATATAGT
ATTGGTAGACACACCTTTGACCACTGGGGCCAGGGCACCCTGETCACCETCTCGGCC
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>CD47-1F8_VH

SEQ ID NO.: 80
AAGGTGCAGCTGGTGGAGTCTGGGGGAGGCTTGGTAAAGCCTGGGGGGTCCCTTAGACTCTCCTGTGCAGCCTCT
GGTTTCACTTTCAGTAACGCCTGGATGAACTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTCGGCCGT
ATTAAAAGGAAAACTGATGGTGAGACAACAGACTACGCTGCACCCGTGAAAGGCAGATTCAGCATCTCAAGAGAT
GATTCAAAAAACACCCTGTATCTGCAAATGAACAGCTTGAAAACCGAGGACACAGCCGTGTATTACTGCGCTGGC
AGTAACCGAGCTTTTGATATCTGGGGCCAAGGGACAATGGTCACCGTCTCTGCC

>CD47-2A11 VH

SEQ ID NO.: 81
CAGGTACAGCTGCAGCAGTCAGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCT
GGATTCACCTTTAGCGGCTATGCCATGACTTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTCTCAGCT
ATTACTTCTACTGGTGGTCGCACATACTACGCAGACTCCGTGAAGGGCCGGTTCACCACCTCCAGAGACAATTCC
AGGAACACGTTGTATCTGCAAATGAACAGCCT GAGAGCCGAAGACACGGCCCTATATTACT GTGCGAGAGAGTCA
AACTTCAGGGCTTTTGATATCTGGGGCCAAGGGACAATGGTCACCGTCTCTGCC

>CD47-2C2_VH

SEQ ID NO.: 82
GAGGTGCAGCTGGTGGAGT CTGGGGGAGGCTTGGTACAGCCTGGGGGGT CCCTTAGACTCTCCTGTGCAGCCTCT
GGATTCACTTTCATTGACGCCTGGATGACCTGGGT CCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTCTCAGTT
ATTTATAGCGGTGGTAGCACATACTACGCAGACTCCGTGAAGGGCAGATTCACCATCTCCAGAGACAATTCCAAG
AACACGCTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACGGCCGTATATTACTGTGCGAGAGGGGCTAGG
GGCCATCCCGGGCAGGACTACT GGGGGCAGGGCACCCTGGTCACCGTCTCGGCC

>CD47-2D7_VH

SEQ ID NO.: 83
CAGGTCAACTTAAGGGAGTCTGGGGGAGGCTTGGTACAGCCTGGCGGGTCCCTGAGACTCTCCTGTGCAGCCTCT
GGATTCACCTTCAGTGACTACTACATGAGCTGGATCCGCCAGGCTCCAGGGGGGGGGCTGGAGT GGGTTTCATAC
ACTAGTCGTTTTGGTAGTGACACARACTACGCAGACTCTGTGAAGGGCCGATTCACCATCTCCAGAGACAACGTC
CAGAACTCACTATATCTGCARATGAACAGCCTGAGGGCCGAGGACACGGCTGTTTATTACTGTGTGAGAGATGTA
CATAACAGGGATGCCTACTGGGGCCAGGGCACCCTGGTCACCGTCTCGGCC

>CD47-2G4_VH

SEQ ID NO.: 84
CAGGTGCAGCTGGTGCAGT CTGGGGGAGGCTTGGTACAGCCTGGGGGGT CCCTGAGACTCTCCTGTGCAGCCTCT
GGATTCACCTTTAGCAGCTATGCCATGAGCTGGGT CCGCCAGGCTCCAGGGAAGGGGCTGGAGT GGGTCTCAGCT
ATTAGTGGTAGTGGTGGTAGCACATACTACGCAGACT CCGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCC
AAGAACACGCTGTATCTGCAARATGAACAGCCTGAGAGCCGAGGACACGGCCGTATATTACT GTGCGAACACAGAT
TACTATGATAGTAGTAGCCATACCCCCGCTGACTACTGGGGCCAGGGCACCCTGGTCACCGTCTCGGCC
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>CD47-2G11_VH
SEQ ID NO.: 85
CAGGTGCAGCTGCAGGAGTCGGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCT
GGATTCACCTTTAGTAGCTATGGCATGAGCTGGGTCCGCCAGGCTCCAGGGAAAGGGCTGGAGTGGGTCTCAACT
ATCAGTGGCAGTGGTAGTAGCACAAACTACGCAGACTCCGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCC
AAGAACACGCTATTTCTGCARATGAACAGCCT GAGAGCCGAGGACACGGCCCTATATTTCTGTGCGAAAGGCCGA
TATTACTATGATAGTCTTGATGCTTTTGATATCTGGGGCCAAGGGACAATGGTCACCGTCTCTGCC

>CD47-6F4 VH

SEQ ID NO.: 86
CAGGTACAGCTGGTGGAGTCTGGGGEAGGCTTGGTACAGCCTGGGEGGTCCCTGAGACTCTCCTGT GCAGCCTCT
GGATTCACCTTTAGCAGCTATGCCATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTCTCAGCT
ATTAGTGGTACT GGTGGTAGCACATACTACGCAGACT CCEGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCC
AAGAACACGCTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACGGCCGCATATTACTGTGCGAAAGATAAA
TGGAGCAGCTGGCCCACTTACTACTTTGACTACTGGGGCCAGGGAACCCTGGTCACCGTCTCGGCT

>CD47-5H1 VH

SEQ ID NO.: 87
CAGGTGCAGCTGCAGGTGTCGGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCCTGTGCAGCCTCT
GGATTCACCTTCAGTAGCTATAGCATGGCCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGT GGGTCGCGGCT
GTTAGTAATAGTGGTGTTGAGACATACTACGCAGACTCCGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCC
AAGAACACGCTGTATTTGCAAATGAACAGCCTGAGAGCCGAGGACACGGCCGTATATTACTGTGCGAAACGAACT
AGACAACTGCTAACTCCGCGGGAGTTTGACTACTGGGGCCAGGGCACCCTGGTCACCGTCTTGGCC

>CD47-5F6_VH

SEQ ID NO.: 88
CAGGTCAACTTAAGGGAGTCTGGGGGAGGCTTGATACAGCCTGGGGGGT CCCTGAGACTCTCCTGTGCAGCCTCT
GGATTCACCTTTACCAATTATGCCATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTCTCAAGT
GTTAGTAGTGCTGGTGGTAGTACATACTACGCAGACTCCGTGAAGGGCCGGTTCACCATCTCCAGAGACAACGCC
AAGAACTCACTGTATCTGCARATGAACAGCCTGAGAGCCGAGGACACGGCTGTTTATTACTGTGCGAGACGAGTC
AATCGGGCCTTCGATCTCTGGGGCCGTGGAACCCTGGTCACCGTCTCGGCC

>CD47-1F3 VH

SEQ ID NO.: 89
CAGGTGCAGCTGCAGGAGTCGGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTTAGACTCTCCTGTGCAGCCTCT
GGATTCACTTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGTGT GGGTTGGCCGT
ATTAAAAGCARAACTGATGGTGGGACAACAGACTACGCTGCACCCGTGAAAGGCAGATTCACCATCTCAAGAGAT
GATTCAAAAAACACGCTGTATCTGCAAATGAACAGCCTGAAAACCGAGGACACAGCCGTGTATTACTGTACCACA
GATAAGAGCTATGGTTACACATTTGACTACTGGGGCCAGGGCACCCTGGTCACCGTCTCGGCC

>CD47-2A4 VH
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SEQ ID NO.: 90
CAGGTCAACTTAAGGGAGTCTGGGGGAGGCTTGGTAAAGCCGGGGGGGTCCCTTAGACTCTCCTGTGCAGCCTCT
GGATTCACCTTCAGTAGCTACTGGATGCACTGGGTCCGCCAAGCCCCAGGGAAGGGGCTGGAGTGGGTCTCAGCT
ATCAGTGGTAGTGGTGCCGGCACATACTACCCAGACTCCGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCC
AAGAACACGCTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACGGCCGTATATTACTGTGCGAGAGATCGG
TCCTTATCTTTTGGTTTTGATATTTGGGGCCAAGGCACCCTGGTCTCCGTCTCTGGC

>CD47-2B12 VH
SEQ ID NO.: 91
CAGGTACAGCTGCAGCAGTCAGGGGGAGGCTTGGTCCAGCCGGGGGGGTCACTGAGACTCTCCTGTGCAGCCCCT
GGATTCACCTTTAGTAGATATTGGATGAGTTGGGTCCGCCAGGCTCCAGGGAAGGGACTGGAGTGGGTGGCCAAL
ATAAAGGGAGATGGAAGTCAGACATACTATGCGGACTCTGTGAAGGGCCGATTCACCATCTCCAGAGACAACGCC
ATGAAAACAGTGTATCTGCAAATGAACAGCCTGAGAGCCGAGGACACGGCCATATATTACTGTGCGAAAGGGGCT
GCTTATCACATTAACAGCTGGCTCGACCCCTGGGGCCAGGGCACCCTGGTCACCGTCTCGGCC

NUCLEOTIDE SEQUENCES OF VL:
>CD47-1A1 VL
SEQ ID NO.: 92
AATTTTATGCTGACTCAGCCCCACTCTGTGTCGGAGTCTCCGGGGAAGACGGTAACCATCTCCTGCACCCGCAGE
AGTGGCGGCATTGCCAGTAACTTTGTGCAGTGGTACCAGCAGCGCCCGGGCAGTGTCCCCACCACTGTGATCTAT
AGGGATAACCAAAGACCCTCTGGAGTCCCTGATCGGTTCTCTGGCTCCGTCGACAGCTCCTCCAATTCTGCCTCC
CTCACCATCTCTGGGCTGAAGACTGACGATGAGGCTGACTATTATTGT CAGTCCTATGATGACCACAATCATTGG
GTGTTCGGCGGCGGGACCAAGCTGACCGTCCTA

>CD47-1F8 VL

SEQ ID NO.: 93
GACATCGTGATGACCCAGTCTCCAGACTCCCTGGCTGTGTCTCTGGGCGAGAGGGCCACCATCAACTGCAAGTCC
AGCCAGAGTGTTTTATACAGCTCCAACAATAGGAACTACCTAGCTTGGTACCAGCAGAAACCAGGACAGCCTCCT
AAGCTGCTCATTAACCAGGCATCTACCCGGGCATCCGGCGTCCCTGACCGATTCAGT GGCAGCGGGTCTGGGACA
GAGTTCACTCTCATCATCAGCAGCCTGCAGGCTGAAGATGT GGCGATTTATTACTGTCAGCAATATTATACTCCT
CCCCTCGCTTTCGGCGGAGGGACCAAGCTGGAGATCARA

>CD47-2A11 VL

SEQ ID NO.: 94
GAAATTGTGTTGACGCAGTCTCCACTCTCCCTGCCCGTCACCCCTGGAGAGCCGGCCTCCATCTCCTGCAGGTCT
AGTCAGAGCCTCCTGCACAGTAATGGATACAACTATTTGGATTGGTACCTGCAGARACCAGGGCAGTCTCCACAG
CTCCTGATCTATTTGAATTCTAATCGGGCCTCCGGGGTCCCTGACAGGTTCAGTGGCAGT GGAT CAGGTACAGAT
TTTACACTGCAAATCAGCAGAGTGGAGGCTGAGGATGTTGGGGTTTACTACTGTATGCAAGCTCTACAAATTCCT
CCCACTTTCGGCGGAGGGACCARAGTGGATATCAAA

>CD47-2C2_VL
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SEQ ID NO.: 95
AATTTTATGCTGACTCAGCCCCACTCTGTGTCGGAGTCTCCGGGAAAGACGGTAACCATCTCCTGCACCCGCAGC
AGTGGCACCATTGCCAGCAACTTTGTGCAGTGGTATCAACAGCGCCCGGGCAGTTCGCCCACCCCAGTGATCTTT
GAGAATGACCGAAGACCCTCTGGGGTCCCTGATCGGTTCTCTGGCTCCATCGACAGCTCCTCCAATTCTGCCTCC
CTCACCATTTCGTCACTGAACACTGAGGACAAGGCTGACTACTACTGTCAGTCCTATGATAGCAGCACTCATGGG
TGGGTGTTTGGCGGAGGGACCCAGCTCACCGTTTTA

>CD47-2D7_VL

SEQ ID NO.: 96
TCCTATGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCTTGTTCTGGAAGC
AGCTCCAACATCGGCGGTAATTCTGTATCCTGGTACCAGCAACTCCCAGGAACGGCCCCCAAGCTCCTCATCTAT
AGGAATCATCAGCGGCCCTCAGGGGTCCCTGACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCC
ATCAGTGGGCTCCGGTCCGACGACGAGGCTGATTATTAT TGTGCAACAT GGGATTTCAGCCTGAGTGGTTTTGTC
TTCGGAACTGGGACCAAGGTCACCGTCCTA

>CD47-2G4_VL

SEQ ID NO.: 97
GAAACTACACTCACGCAGTCTCCATCCTCCCTGTCTGCATCTGTAGGAGACAGAGT CACCATCACTTGCCGGGCC
AGTCAGGACATCAGAAATGATTTAGACTGGTTTCAACAAAAACCAGGCGAAGCCCCTAAACGCCTGATCTCTGCT
GCATCTAATTTGCAGAGTGGGGTCCCCTCACGATTCAGCGGCGGTGGCTCTGGCTCCGAATTCACTCTCACAATC
CACAGCCTGGAGTCTGAAGATTTTGCAACTTACTACTGTCAACAGAGT TACATTACCCCTCCTTGGACGTTCGGC
CAAGGGACCAAGCTGGAGATCARA

>CD47-2G11_VL

SEQ ID NO.: 98
GAAATTGTGTTGACGCAGTCTCCAGGCACCCTGTCTTTGTCTCCAGGGGAAAGAGCCACCCTCTCCTGCAGGGCC
AGTCAGGAAATTAGGACCGCCTACTTAGCCTGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTAT
TATGCATCCAGCAGGGCCACTGGCATCCCAGACAGGTTCAGCGGCAGTAGGTCTGGGACAGACTTCACTCTCACC
ATCAGCAGACTGGAGCCTGAAGATTTTGCAGTGTATTCCTGTCAGCAGTATGATACCTCACCTCCCACCTTCGGE
CAAGGGACACGACTGGAGATTAAA

>CD47-6F4 VL

SEQ ID NO.: 99
AATTTTATGCTGACTCAGCCCCACTCTGTGT CGGAGTCTCCGGGGAAGACGGTAACCATCTCCTGCACCCGCAGC
AGTGGCAGCATTGCCAGCAACTATGTGCAGT GGTACCAACAGCGCCCGGGCAGTTCCCCCACCACTGTGATCTAT
GAGGATAACCAAAGACCCTCTGGGGTCCCTGATCGGTTCTCTGGCTCCAT CGACAGCTCCTCCAACTCTGCCTCC
CTCACCATCTCTGGACTGAAGACT GAGGACGAGGCTGACTACTACTGTCAGTCTTATGATAGCAGCAATGTGATA
TTCGGCGGAGGGACCAAGGTCACCGTCCTA

>CD47-5H1 VL
SEQ ID NO.: 100
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GAAACTACACTCACGCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGACAGAGTCACCCTCACTTGTCGGGCG
AGTCAGGATATCACAAGGTGGTTAGCCTGGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGAT
GCATCCAGTTTGCAAAGTGGGGTCCCATCAAGATTCAGCGGCAGTGGATCTGGGACAGATTTCACTCTCACCATC
AGCAGTCTGCAACCTGAAGATTTTGCAACTTACTACTGTCAACAGGGTTCCAGTGTTCCTTTCACTTTCGGCGGA
GGGACCAAGGTGGAGATCAAA

>CD47-5F6 VL

SEQ ID NO.: 101
GATGTTGTGATGACTCAGTCTCCAGGCACCCTGTCTTTGTCTCCAGGGGARAGAGCCACCCTCTCCTGCAGGGCC
AGTCAGAGTGTTAGCAGCAGCTACTTAGCCTGGTACCAACAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTAT
GGTGCATCCAGCAGGGCCACTGGCATCCCAGACAGGTTCAGT GGCAGTGGGTCTGGGACAGACTTCACTCTCACC
ATCAGCAGACTGGAGCCTGAAGATTTTGCAGTGTATTACTGTCAGCAGTATGGTAGCTCACCTCCTATGTACACT
TTTGGCCAGGGGACCAAGCTGGAGATCAAA

>CD47-1F3 VL

SEQ ID NO.: 102
TCCTATGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCTTGTTCTGGAAGT
GGCTCCAACATCGGAAGTAATTCTGTTCACT GGTACCAGCAACT CCCAGGAACGGCCCCCAAACTCCTCATCTAT
ACTAATAATCAGCGGCCCTCAGGGGTCCCTGACCGATTCTCTGGCTCCAAGTCTGGCATTTCAGCCTCCCTGGCT
ATCAGTGGGCTCCAGTCTGAGGATGAGGCTGTTTATTACTGTGCAACGT GGGATGACAGACT GAGTGGTCCGGTG
TTCGCCGCAGGGACCAAGCTGACCGTCCTA

>CD47-2A4 VL

SEQ ID NoO.: 103
AATTTTATGCTGACTCAGCCCCACTCTGTGTCGGGGTCTCCGGGGAAGACGGTAACCATCTCCTGCACCCGCAGE
AGTGGCAGCATTGGCAGCACCTATGTGCAGTGGTACCAACAGCGCCCGGGCAGTCCCCCCACCACTGTGATCTAT
AAGGATGACCAAAGACCCTCTGGGGTCCCTGATCGGTTCTCTGGCTCCATCGACGGCTCCTCCAACTCTGCCTCC
CTCACCATCTCTGGACTGGAGACTGAGGACGAGGCTGACTACTACTGTCAGTCTTCTGATACCAGCAATCTGGTC
TTCGGCGGAGGGACCAAGGTCACCGTCCTA

>CD47-2B12 VL

SEQ ID NO.: 104
GAAACTACACTCACGCAGTCTCCAGGCACCCTGTCTGTTTCTCCGGGGGAAAGAGTTACCCTCTCCTGCAGGGCC
AGTCAGAGTATTAGCGGTAATTACTTAGCCTGGTACCAGCAGAGACCTGGCCAGGCTCCCAGGCTCCTCATCTAT
GGGGCATTCAGGAGGGCCACTGGCATCCCAGACAGCGTTCAGTGGCAGTGGGTCTGGGACAGACTTCACTCTCACC
ATCACCAGACTGGAGCCTGAAGATTTTGCAACTTATTACTGCCAACACTATAATAATTTCCCCCACACTTTCGGC
GCAGGGACCAAAGTGGATATCAAA

>CD47-34C5 VH
SEQ ID NO.: 105
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QVOLVQSGAEVKKPGSSVKVSCKASGYTEFSSYYMHWVRQAPGQGLEWMGEINPNNARINENEKFKTRVTLTVDKS
TSTAYMELSSLRSEDTAVYYCTRGYYRYGAWEFGYWGQGTLVTVSS

>CD47-34C5_ VL

SEQ ID NO.: 106
DIQMTQSPSSLSASVGDRVTITCRASQDISDYLNWYQQKPGKAPKLLIYYISRLHSGVPSRFSGSGSGTDYTLTI
SSLOPEDFATYYCQQOGHTLPWTEFGGGTKVEIK

Fig. 26

>CD47
SEQ ID NO.: 107
QLLENKTKSVEEF TEFCNDTVVIP CEVTNMEAQN TTEVYVKWKE KGRDIYTEDG

ALNKSTVPTD FSSAKIEVSQ LLKGDASLKM DKSDAVSHTG NYTCEVTELT
REGETIIELK YRVVSWFSPNE
Fig. 27



