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. 0.2 ng of pGG55 wild-type;
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1) 1 ng of pGG55 D133V only 6) 1 ng of pGG55 D133V + 1 pg of
pGG55 wild-type prfA

2) 1 ng of pGG55 D133V only
7) 1 ng of pGG55 D133V + 100 fg of
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pGG55 wild-type prfA
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