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Trp
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Trp
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310 315

Sequencelisting

Ser Ala Ser Asn Leu Gly

325

Met Asp
340

sapiens

Pro Ala
5

Leu Leu
20

Glu Ala

Cys Gly

His Arg

Arg GIn

85
Thr Met
100
Ala Arg
ser Asn

Glu Ala

Glu GIn
165

Leu

Leu

Gly

Thr

Gly

Arg

Thr

Glu

150

val

Gly

Leu

Thr

Pro

55

Ser

Ala

Thr

val

Lys

Lys

Leu
Leu
Gly
40

Glin
Arg
His
Asp
Thr
120
Phe

Phe

Thr

val

Leu

25

Ala

Arg

Glu

Ser

Glu

Gly

Asn

Phe Arg Cys Ala Ala
330

Cys
10

Ser
Gly

Pro

Ala

ASp

LyS

ASp

Ile
170

Gly

Leu

Ala

Gly

AsSh

75

Met

Gln

Ala

Phe

Ser
155

Arg

Leu

Gly

Ala

60

Ala

val

Ile

Phe

val

140

Phe

Cys

Cys

Ser

45

His

Pro

Pro

Lys

Tyr

125

Asn

val

GIn Gln Ala
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Pro

Gly

30

Leu

Gly

Gly

Ile

Gin

110

Met

Ser

Phe

val

ASp
335

Glu

15

Ala

Ala

ser

Pro

Pro

95

Asp

Asp

Thr

Glu

Ala
175

320

Arg

Leu

Ala

Gly

Ser

val

80

Ala

Gly

Ala

Gly

Gly

160

Ala



SequenceListing
Ala Pro Trp Trp Leu Pro val Lys Gly Ala Asn Trp Arg His Pro Glu
180 185 190

Gly Pro Asp Ser Thr Ile Leu His Arg Pro Asp His Pro val Leu His
195 200 205

val Ser Trp Asn Asp Ala val Ala Tyr Cys Thr Trp Ala Gly Lys Arg
210 215 220

Leu Pro Thr Glu Ala Glu Trp Glu Tyr Ser Cys Arg Gly Gly Leu His
225 230 235 240

Asn Arg Leu Phe Pro Trp Gly Asn Lys Leu Glin Pro Lys Gly Gln His
245 250 255

Tyr Ala Asn Ile Trp Gin Gly Glu Phe Pro val Thr Asn Thr Gly Glu
260 265 270

Asp Gly Phe GIn Gly Thr Ala Pro val Asp Ala Phe Pro Pro Asn Gly
275 280 285

Tyr Gly Leu Tyr Asn Ile val Gly Asn Ala Trp Glu Trp Thr Ser Asp
290 295 300

Trp Trp Thr val His His Ser val Glu Glu Thr Leu Asn Pro Lys Gly
305 310 315 320

Pro Pro Ser Gly Lys Asp Arg val Lys Lys Gly Gly Ser Tyr Met Cys
325 330 335

His Arg Ser Tyr Cys Tyr Arg Tyr Arg Cys Ala Ala Arg Ser GIn Asn
340 345 350

Thr Pro Asp Ser Ser Ala Ser Asn Leu Gly Phe Arg Cys Ala Ala Asp
355 360 365

Arg Leu Pro Thr Met Asp
370

<210> 7

<211> 1653

<212> DNA

<213> Homo sapiens

<400> 7
atgcceeecge cccgecaccgg ccgeggectyg ctgtggetgg gectggtget gagcagegtg 60

tgcgtggece tgggcagega gacccaggece aacagcacca ccgacgccct gaacgtgetg 120

ctgatcatcg tggacgacct gcgecccage ctgggetget acggecgacaa getggtgege 180
pPage 11



agccccaaca tcgaccaget

caggccgtgt gcgeccccag
cgcctgtacg acttcaacag
cagtacttca aggagaacgg
atcagcagca accacaccga
agcagcgaga agtacgagaa
aacctgctgt gccccgtgga
agcaccgagc aggccatcca
ctggcegtgg

ctgtaccccce

gctaccacaa
tggagaacat
ccecgtggect acaacccecty
atcagcgtge cctacggecce
ttcgccageg tgagctacct
ctgcagctgg ccaacagcac
gagcacggcg

ttctacgtgce

agtgggccaa
ccggecgeac
ctggacccct tcgacagege
gtggagctyg

cgctgeeecg

tgageetgtt
tgcccagett
cacttccgct tecgegacct
atcgcctaca gecagtacce
agcctgaagg
gtgtgggtgg

gagctgtact

acatcaagat
gcttcaaccce
tcgtggacag

ggcggcgace tgttccaget

<210> 8

<211> 1125

<212> DNA

<213> Homo sapiens

<400> 8
atggctgcge ccgcactagg

ttgctgctge tgctcteget
gcgggegegg ggtcecttge

ggccagecac
ccgcgtgage
ctactggege
ctacgtgacc
cgacagcecc
caccaagacc
cgtgctggac
gctgcrggag
gccccacatc
caccectggec
gatggacatc
catcccegtyg
ggacacccag
catcatcgec
gtacagcaac
cgccagecty
cagccagctg
ccceacectg
ccacgtggag
ggaggaggac
ccgeeccage
catgggctac
cgacgagttc
cgacccectg

gctgatgece

gctggtgtgt
gctgtgtgga
gggttcttge

SequencelListing

agcctgcetgt
ttectgaccg
gtgcacgceg
atgagcgtgg
tacagctgga
tgcecgeggec
gtgcccgagg
aagatgaaga
cecertecget
cccgacceeg
cgccagegeg
gacttccagc
gtgggeegec
ttcaccagceg
ttcgacgtag
cccgaggecy
atggagcccg
gcecggectgg
ctgtgccgeg
ccectacctge
gacatccccc
agcatccgea
ctggccaact
caggaccaca

tag

ggacgttgcce
gcggcaggga
ggctgcggca

tccagaacge
gcecgeegecc
gcaacttcag
gcaaggtgtt
gctteccecc
ccgacggega
gcaccctgec
ccagcgecag
accccaagga
aggtgcccga
aggacgtgca
gcaagatecg
tgctgagege
accacggctg
ccacccacgt
gcgagaagcet
gcecgecagag
ccggectgea
agggcaagaa
ccggcaacce
agtggaacag
ccatcgacta
tcagcgacat

acatgtacaa

ctgagctggg
gccaggaggc

cgcceccageg
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cttcgeecag
cgacaccacc
caccatccecc
ccaccccgge
ctaccacccc
gctgcacgcec
cgacaagcag
ceceettctte
gttccagaag
cggeetgecc
ggcectgaac
ccagagctac
cctggacgac
ggccectgggc
gccectgatce
gttcccctac
catggacctyg
ggtgcececcce
cctgctgaag
ccgcgagetyg
cgacaagccc
ccgctacacc
ccacgceggce

cgacagccag

tctcgtecte

cgggaccggt
gcetggegec

240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1653

60
120
180



catggcagtt
ccecggagage
atgggcacag
attgatgcct
aactcaactg
atgttgagtg
ttacctgtga
aggccggatc
gcagggaagc
aatagacttt
tggcagggeg
gttgatgcct
tggacttcag
ccececttety
tgttacaggt

ctgggattcc

cggcageege
ggcaactcgc
atgatcctca
tttacatgga
gctatttgac
agcaagtgaa
aaggcgctaa
atccagttct
ggctgcccac
tceeetyggg
agtttccggt
tceccteccaa
actggtggac
ggaaagaccg
atcgctgtgce

gctgtgcage

tcaccgatac
gcactcaaag
gataaagcag
tgcctatgaa
agaggctgag
gaccaatatt
ctggagacac
ccatgtgtcc
ggaagctgag
caacaaactg
gaccaacact
tggttatggce
tgttcatcat
agtgaagaaa
tgctcggage

cgaccgectg

SequenceListing

tcgegggagy
atggtcccca
gatggggaag
gtcagtaata
aagtttggceg
caacaggcag
ccagaagggc
tggaatgatyg
tgggaataca
cagcccaaag
ggtgaggatg
ttatacaaca
tctgttgaag
ggtggatcct
cagaacacac

cccaccatgg

ctaacgctec
tcecctgetgg
cacctgcgag
ctgaatttga
actccttgt
ttgcagctgce
ctgactctac
cggttgeccta
gctgtcgagg
gccageatta
gcttccaagg
tagtggggaa
aaacgcttaa
acatgtgcca
ctgatagcte

actga
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gggccccgta
agtatttaca
gagagttact
gaagtttgtyg
ctttgaaggc
tceetggtygg
tattctgcac
ctgcacttgg
aggcctgeat
tgccaacatt
aactgcgcect
cgcatgggaa
cccaaaaggt
taggtcttat

tgcttcgaat

240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1125



